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a b
p-value = 2.09 · 10-03

p-value = 3.03 · 10-02
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*

* * ** * ** *

* * * *

* * **

* * *

a b c

d e f

g Variable Rho p-value

cg24895834_PRKCQ CA-RNA -0.56 3.77 · 10 -0.2

cg09900440_HLA-DPA1 CA-RNA 0.53 4.99 · 10 -0.2

cg09900440_HLA-DPA1 Viral Load 0.57 3.09 · 10 -0.2

cg09900440_HLA-DPA1 Days off cART -0.72 7.59 · 10 -0.3

cg01815645_HLA-DRB1 Viral Load 0.57 3.25 · 10 -0.2

cg01815645_HLA-DRB1 Days off cART -0.84 6.64 · 10 -0.5

cg15416179_MAP2K3 Viral Load -0.62 1.89 · 10 -0.2

cg15416179_MAP2K3 Days off cART 0.58 4.92 · 10 -0.2

cg05265849_IL6 CA-RNA 0.67 9.22 · 10 -0.3

cg12075498_JAK1 CA-RNA 0.67 8.31 · 10 -0.3

cg02136620_RUFY1 Time on cART at 
BCN02 entry

0.69 1.30 · 10 -0.2

cg02136620_RUFY1 Undetectable MAP 0.59 4.41 · 10 -0.2

h
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p-value = 0.02

Variable Rho p-value

cg03035849_BACH2 CA-RNA 0.59 0.03

cg02352203_RPTOR CA-RNA 0.59 0.026

cg00502469_RASA3 Proviral 0.54 0.048

cg00502469_RASA3 CA-RNA 0.72 0.003

cg01758122_RASA3 CA-RNA 0.70 0.005

a

e

p-value = 4.30 · 10-03

b

p-value = 3.09 · 10-05

p-value = 1.44 · 10-05

c d
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