A.

¢_Gammaproteobacteria
¢__ Actinobacteria
¢_Negativicutes

¢_ Bacteroidia
¢_Alphaproteobacteria
¢_Verrucomicrobiae
¢_Badilli

¢_ Clostridia
¢_Coriobacteriia

¢_Desulfovibrionia
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g__Bifidobacterium
g__Megasphaera
g__Providencia
g__Campylobacter
g__Bacteroides
g__Morganella
g__Sphingomonas
g__Akkermansia
g__Paracoccus
g__Corynebacterium
g__Sphingobium
g__Staphylococcus
g__ Sutterella
g__Escherichia_Shigella

g__Parabacteroides
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Host Taxon

C. aurita (A)

C. geoffroyi (G)

C. jacchus (J)

C. jacchus x C. penicillata (JP)
C. penicillata (P)

C. penicillata x C. geoffroyi (PG)
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C. penicillata x C. geoffroyi (PG)



