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Supplementary figure 2
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Supplementary figure 3
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Supplementary figure 4
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Supplementary figure 5
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Supplementary figure 6
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Supplementary figure 8

Confirmed Malignancy:
-Lung cancer
-Liver cancer
-Melanoma
-Colorectal cancer
-Sarcoma
-Head and neck cancer
-Nasopharyngeal carcinoma
-Gastric cancer
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Supplementary figure 9

Pre-Screened (n = 28)
-Lung cancer: (n=11)
-Liver cancer: (n=4)
-Melanoma: (n=4)
-Colorectal cancer: (n=3)
-Sarcoma: (n=2)
-Head and neck cancer: (n=1)
-Nasopharyngeal carcinoma: (n=1)
-Gastric cancer: (n=1)
-Mucinous cystadenocarcinoma: (n=1)
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MHC-I High or NCR ligands Low (n = 13)

Screen Failures (n = 6):
-Died Prior to Enrollment: (n=2)
-Disease Progression: (n=2)
-Declined: (n=1)
-Withdrew Consent: (n=1)

Infused: (n = 9)
-Lung cancer: (n=1)
-Melanoma: (n=2)
-Colorectal cancer: (n=2)
-Sarcoma: (n=1)
-Nasopharyngeal carcinoma: (n=1)
-Gastric cancer: (n=1)
-Mucinous cystadenocarcinoma: (n=1)
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Analyzed (n = 9):
-Lung cancer: (n=1)
-Melanoma: (n=2)
-Colorectal cancer: (n=2)
-Sarcoma: (n=1)
-Nasopharyngeal carcinoma: (n=1)
-Gastric cancer: (n=1)
-Mucinous cystadenocarcinoma: (n=1)
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