Model using pLI of all genes
Deletion
Duplication
Model using pLI of ID and non-ID genes

Deletion of ID genes
Deletion of non ID genes
Duplication of ID genes
Duplication of non ID genes

I
-1.5

Estimate 95% CI

-0.18
-0.05

-1.03
-0.14
-0.65
-0.04

[-0.21: -0.14]
[-0.07; -0.04]

[-1.50; -0.55]
[-0.18; -0.11]
[-0.99; -0.31]
[-0.06; -0.02]



