A

HERV-K gag RERV-K pel LILRY-K e
o)
ol g
e aval
a 4 oy 3
5 o H ]
7 g g oo
G ¥ M
H . £ H
3 | b . 3
20 20
10%|
>

HERV-K gug TERY & pol HFRY-K env

s

E -
R
P

Region-gene assaciations
H

Distance ta TSS (Kb}

Distance ta TSS {kb)

HLRV-K pol
HERV-K e w TFRVK env

; :
£ z i
& ) I

& & E
B o

o o G
absolute distance (o TSS (i) absolute distance o TSS [kb) Absolute distance lo TSS (ko)

Supplementary FIGURE S1. The associations between each HERV-K(HML-2) and the gene(s)
it putatively regulates. (A)The number of associated genes per HERV-K(HML-2). (B) Binned by

orientation and distance to TSS. (C) Binned by absolute distance to TSS.



