
Table S1:Ferroptosis-related genes were identified from FerDb(http://www.zhounan.org/ferrdb/)

Symbol Name HGNC_ID Evidence Test methoTest in Test settingPathway Confidence
RPL8 Ribosomal p  LHGNC:103Required in e -i  f  S  o  i  c  a  e -i  fshRNA scr  q  g  sHuman NRAS mut  H -1  f  c  K  m  C -1 n  s  c  l  c  cRPL8 :+: FeValidated
IREB2 Iron respo  e  b  p  2HGNC:611Required in e -i  f  S  o  i  c  a  e -i  fshRNA scr  q  g  sHuman NRAS mut  H -1  f  c  K  m  C -1 n  s  c  l  c  cIREB2 :+: FValidated
ATP5MC3 ATP syntha  m  s  c l  3HGNC:843Required in e -i  f  S  o  i  c  a  e -i  fshRNA scr  q  g  sHuman NRAS mut  H -1  f  c  K  m  C -1 n  s  c  l  c  cATP5MC3 :  FValidated
CS Citrate synHGNC:242Required in e -i  f  S  o  i  c  a  e -i  fshRNA scr  q  g  sHuman NRAS mut  H -1  f  c  K  m  C -1 n  s  c  l  c  cCS :+: FerrValidated
EMC2 ER membr  p  c  s  2HGNC:289Required in e -i  f  S  o  i  c  a  e -i  fshRNA scr  q  g  sHuman NRAS mut  H -1  f  c  K  m  C -1 n  s  c  l  c  cEMC2 :+: FValidated
ACSF2 Acyl-CoA s  f  m  2HGNC:261Required in e -i  f  S  o  i  c  a  e -i  fshRNA scr  q  g  sHuman NRAS mut  H -1  f  c  K  m  C -1 n  s  c  l  c  cACSF2 :+: FValidated
NOX1 Nicotinam  a  d  p  (  o  (  1HGNC:788Suppresse  e -i  f  w  i  b  iInhibition t  b  d  i  (  a  GHuman KRAS muta  C -1 n  s  c  l  c  cNOX1 :+: FDeduced
CYBB Cytochrom  b-2  b  cHGNC:257Suppresse  e -i  f  w  i  b  iInhibition t  b  d  i  (Human KRAS muta  C -1 n  s  c  l  c  cCYBB :+: FDeduced
NOX3 Nicotinam  a  d  p  (  o  (  3HGNC:789Suppresse  e -i  f  w  i  b  iInhibition t  b  d  i  (Human KRAS muta  C -1 n  s  c  l  c  cNOX3 :+: FDeduced
NOX4 Nicotinam  a  d  p  (  o  (  4HGNC:789Suppresse  e -i  f  w  i  b  iInhibition t  b  d  i  (  a  GHuman KRAS muta  C -1 n  s  c  l  c  cNOX4 :+: FDeduced
NOX5 Nicotinam  a  d  p  (  o  (  5HGNC:148Suppresse  e -i  f  w  i  b  iInhibition t  b  d  i  (Human KRAS muta  C -1 n  s  c  l  c  cNOX5 :+: FDeduced
DUOX1 Dual oxida  1HGNC:306Suppresse  e -i  f  w  i  b  iInhibition t  b  d  i  (Human KRAS muta  C -1 n  s  c  l  c  cDUOX1 :+  FDeduced
DUOX2 Dual oxida  2HGNC:132Suppresse  e -i  f  w  i  b  iInhibition t  b  d  i  (Human KRAS muta  C -1 n  s  c  l  c  cDUOX2 :+  FDeduced
G6PD Glucose-6-p  dHGNC:405Required in e -i  fshRNA sile  R -qHuman KRAS muta  C -1 n  s  c  l  c  cG6PD :+: FValidated
PGD Phosphogl  dHGNC:889Required in e -i  fshRNA sile  R -qHuman KRAS muta  C -1 n  s  c  l  c  cPGD :+: FeValidated
VDAC2 Valtage-de  a  c  2HGNC:126Required in e -i  fshRNA sile  R -qHuman KRAS muta  C -1 n  s  c  l  c  cVDAC2 :+: FValidated
PIK3CA Phosphatid -4 -b  3-k  c  s  aHGNC:897Inhibitor b  f  c  dCell surviva  aMice HT22 cells PIK3CA :-: G  G  :-: L  R  L  R  :  FValidated
FLT3 Fms relate  t  k  3HGNC:376Inhibitor b  f  c  dCell surviva  aMice HT22 cells FLT3 :+: Lip  R  L  R  :  FValidated
SCP2 Sterol carr  p  2HGNC:106SCP-2 inhi  s  a -f  a  w  w  s  b  k  d  S -2 i  G −/− cCell viabilit  t  s -m  kMice PZL cells SCP2 :+: FeValidated
TP53 Tumor pro  pHGNC:119Inhibits cys  u  a  s  c  t  f  E  i  h  l  o  c  d  i  p  MCell death k  s  w  b  R -P  C  a  c  u  aHuman, mH1299, U2  a  M  c  m  e  fTP53 :-: SL  S  :  C  C  :-: FValidated
ACSL4 Acyl-CoA s  l  c  f  m  4HGNC:357Deletion o  t  g  l  s  f  b  l  t  m -r  p  o  o -s  f  aRetroviral-m  i  m  a  sHuman Chronic m  l  c  l  KACSL4 :+: FPredicted
LPCAT3 Lysophosp  a  3HGNC:302Deletion o  t  g  l  s  f  b  l  t  m -r  p  o  o -s  f  aRetroviral-m  i  m  a  sHuman Chronic m  l  c  l  KLPCAT3 :+  FPredicted
NRAS NRAS prot -o  GHGNC:798NRAS12V m  p  R  c  f  f  c  dCell viabilit  a  b  M  a  w  bHuman RMS13 celNRAS :+: FDeduced
KRAS KRAS proto-o  GHGNC:640KRAS12V m  p  R  c  f  f  c  dCell viabilit  a  b  M  a  w  bHuman RMS13 celKRAS :+: FDeduced
HRAS HRas proto-o  GHGNC:517HRAS12V m  p  R  c  f  f  c  dCell viabilit  a  b  M  a  w  bHuman RMS13 celHRAS :+: FDeduced
TF TransferrinHGNC:117Essential fo  t  i  o  f  c  d  T  c  o  i  w  t  r  a  b  t  i  t  c  w  i  i  l  w  iKilling activMice Mouse em  fTF :+: FerroValidated
TFRC Transferrin rHGNC:117RNAi of tra  r  (  i  fRNAi Mice Mouse em  fTFRC :+: FeValidated
TFR2 Transferrin r  2HGNC:117RNAi of tra  r  (  i  fRNAi Mice Mouse em  fTFR2 :+: FeValidated
SLC38A1 Solute carr  f  3  m  1HGNC:134RNAi knoc  m  b  fRNAi knoc  c  s  aMice Mouse em  fSLC38A1 :+  G  G  :  G  G  :  a -K  a -K  :  FValidated
SLC1A5 Solute carr  f  1 m  5HGNC:109Pharmacol  i  b  L-g-g -p-n  o  R  k  m  b  fRNAi knoc  c  s  aMice Mouse em  fSLC1A5 :+  G  G  :  G  G  :  a -K  a -K  :  FValidated
GLS2 Glutamina  2HGNC:295Both inhib  i  a  g  k  i  f  c  dshRNA, we  b  c  vMice Mouse em  fGSL2 :+: G  G  :  FValidated
GOT1 Glutamic-o  t  1HGNC:443RNAi redu  fshRNA, qP  c  vMice Mouse em  fGOT1 :+: a -K  a -K  :  FValidated
CARS1 Cysteinyl-t  s  1HGNC:149Required f  f  i  d  c  c  K  o  C  i  e -i  d  b  p  t  i  o  l  r  o  s  w  a  i  hsiRNA scre  s  w  b  c  vHuman, raHT-1080 f  c  f  c  P  c  A  ( ’s s  a  1  (  c  P  cCARS1 :-: T  p  T  p  :-: FValidated
TP53 Tumor pro  pHGNC:119Wild type p  c  i  f  u  r  o  s  ( -i  sCell death q  w  bHuman H1299 cellTP53 :-: SL  S  :-: FValidated
ALOX5 Arachidon  5-lHGNC:435The 5-Lipo  i  z  p  H  n  c  f  e -i  fCell Viabili  A  R  mMice HT22 mou  n  c  lALOX5 :+: L  R  L  R  :  FValidated
KEAP1 Kelch like E  a  p  1HGNC:231Knockdow  o  K  r  l  o  p -i  d  o  N  i  f  K  k  l  t  r  t  e -i  a  s -i  g  i  w  d  f  e  i  t  a  o  p  o  p  kWestern b  s  k  c  vHuman, mHepG2, He -6  H  a  S -1  cKEAP1 :-: N  N  :-: FValidated
HMOX1 Heme oxyg  1HGNC:501Zinc proto  I  a H -1 i  p  E -t  f  c  c  d  O  a  e -i  c  dCell viabilit  a  q -P  w  bHuman, mHT-1080 f  c  m  l  f  cHMOX1 :+  L  R  L  R  :  FValidated
TP53 Tumor pro  pHGNC:119p53^3KR/3  X -/- M  c  a  v  s  t  f  S  i  t  s  o  p  X -/- m  w  e  t  p  t  d  o  p -B-c  lWestern b  q -P  c  vMice p53^3KR/3  X -/- M  c  p  X -/- mTP53 :-: SL  S  :-: FValidated
TP53 Tumor pro  pHGNC:119Incubation w  e  l  t  p  c  d  i  w -t  MCell viabilit  a  p -c  mHuman, mMouse em  f  l  c  lTP53 :-: SL  S  :-: FValidated
GLS2 Glutamina  2HGNC:295Upregulate  i  e -t  w -t  M  a  s  G  e  c  d  d  i  w -t  M  t  w  eCell viabilit  a  bMice Mouse em  fGLS2 :+: FeValidated
ATG5 Autophagy r  5HGNC:589Knockout o  k  l  e -i  fshRNA Human, mMouse em  f  h  p  c  c  l  (  a  P  a  t  h  f  c  l  H -1ATG5 :+: FValidated



ATG7 Autophagy r  7HGNC:169Knockout o  k  l  e -i  fshRNA Human, mMouse em  f  h  p  c  c  l  (  a  P  a  t  h  f  c  l  H -1ATG7 :+: FValidated
NCOA4 Nuclear re  c  4HGNC:767Inhibition s  f  a  o  p  fshRNA, ge  tHuman PANC1 or H -1  cNCOA4 :-: F  F  :-: FValidated
TF TransferrinHGNC:117Involved in s  a  l -i  f  c  d  I  f  t  w  l  a  o  i  c  w  s  K  d  o  t  r  i  d  c  d  a  R  a  tWestern b  d  q  s  g  t  c  d  tHuman MDA MB 2  a  S  cTF :+: Lipid R  L  R  :  FValidated
ALOX5 Arachidon  5-lHGNC:435Silencing A  g  m  c  r  t  fqPCR Human G-401 cellALOX5 :+: P  p  P  p  :  FValidated
ALOX12 Arachidon  1 -l  1  tHGNC:429Silencing A  g  m  c  r  t  fqPCR Human G-401 cellALOX12 :+  P  p  P  p  :  FValidated
ALOX12B Arachidon  1 -l  1  tHGNC:430Silencing A  g  m  c  r  t  fqPCR Human G-401 cellALOX12B :  P  p  P  p  :  FValidated
ALOX15 Arachidon  1 -lHGNC:433Silencing A  g  m  c  r  t  fqPCR Human G-401 cellALOX15 :+  P  p  P  p  :  FValidated
ALOX15B Arachidon  1 -l  t  BHGNC:434Silencing A  g  m  c  r  t  f  E -i  c  d  w  r  b  s  e  A  o  A  w  s  t  h  t  l  a  r  f  fqPCR, siRNHuman G-401, BJe  a  H -1  cALOX15B :  P  p  P  p  :  FValidated
ALOXE3 Arachidon  l  3HGNC:137Silencing A  g  m  c  r  t  f  E -i  c  d  w  r  b  s  e  A  o  A  w  s  t  h  t  l  a  r  f  fqPCR, siRNHuman G-401, BJe  a  H -1  cALOXE3 :+  P  p  P  p  :  FValidated
PHKG2 Phosphory  k  c  s  g  2HGNC:893U-2-OS ce  b  r  t  e  u  P  s  E -t  H -1  c  w  r  b  sshRNA sup  s  q  c  i  s  c  vHuman U-2-OS, H -1  cPHKG2 :+: P  p  P  p  :  FValidated
TFRC Transferrin rHGNC:117The gene t  o  t  e  s  a  p  g  t  p  r  fRNAi screeMice Mouse em  fTFRC :+: Li  R  L  R  :  FScreened
ACO1 Aconitase 1HGNC:117The gene t  o  t  e  s  a  p  g  t  p  r  fRNAi screeMice Mouse em  fACO1 :+: L  R  L  R  :  FScreened
IREB2 iron respon  e  b  p  2HGNC:611The gene t  o  t  e  s  a  p  g  t  p  r  fRNAi screeMice Mouse em  fIREB2 :+: L  R  L  R  :  FScreened
SLC38A1 Solute carr  f  3  m  1HGNC:134The gene t  o  t  e  s  a  p  g  t  p  r  fRNAi screeMice Mouse em  fSLC38A1 :+  L  R  L  R  :  FScreened
GLS2 Glutamina  2HGNC:295The gene t  o  t  e  s  a  p  g  t  p  r  fRNAi screeMice Mouse em  fGLS2 :+: Li  R  L  R  :  FScreened
G6PDX _NA_ _NA_ The gene t  o  t  e  s  a  p  g  t  p  r  fRNAi screeMice Mouse em  fG6PDX :+: L  R  L  R  :  FScreened
ULK1 Unc-51 lik  a  a  k  1HGNC:125Potential p  r  o  f  K  o  U  l  t  s  l  l  o  e -i  f  i  a d - a  t -d  mRNAi scree  g  kMice Mouse em  fULK1 :+: Li  R  L  R  :  FValidated
ATG3 Autophagy r  3HGNC:209Potential p  r  o  f  K  o  A  g  r  t  s  o  M  t  f  a  r  A  b  t  t  c  r  t  f  sRNAi scree  g  kMice Mouse em  fATG3 :+: L  R  L  R  :  FValidated
ATG4D Autophagy r  4  c  pHGNC:207Potential p  r  o  fRNAi screeMice Mouse em  fATG4D :+: L  R  L  R  :  FScreened
ATG5 Autophagy r  5HGNC:589Potential p  r  o  f  K  o  A  l  t  s  l  l  o  e -i  f  i  a d - a  t -d  mRNAi screeMice Mouse em  fATG5 :+: L  R  L  R  :  FValidated
BECN1 Beclin 1 HGNC:103Potential p  r  o  fRNAi screeMice Mouse em  fBECN1 :+: L  R  L  R  :  FScreened
MAP1LC3AMicrotubu  a  p  1 l  c  3 aHGNC:683Potential p  r  o  fRNAi screeMice Mouse em  fMAP1LC3A :  L  R  L  R  :  FScreened
GABARAPLGABA type A r  a  p  l  2HGNC:132Potential p  r  o  fRNAi screeMice Mouse em  fGABARAPL  :  L  R  L  R  :  FScreened
GABARAPLGABA type A r  a  p  l  1HGNC:406Potential p  r  o  fRNAi screeMice Mouse em  fGABARAPL  :  L  R  L  R  :  FScreened
ATG16L1 Autophagy r  1  l  1HGNC:214Potential p  r  o  fRNAi screeMice Mouse em  fATG16L1 :  L  R  L  R  :  FScreened
WIPI1 WD repeat d  p  i  1HGNC:254Potential p  r  o  fRNAi screeMice Mouse em  fWIPI1 :+: L  R  L  R  :  FScreened
WIPI2 WD repeat d  p  i  2HGNC:322Potential p  r  o  fRNAi screeMice Mouse em  fWIPI2 :+: L  R  L  R  :  FScreened
SNX4 Sorting ne  4HGNC:111Potential p  r  o  fRNAi screeMice Mouse em  fSNX4 :+: L  R  L  R  :  FScreened
ATG13 Autophagy r  1HGNC:290Knockout o  A  g  r  t  s  o  M  t  f  a  r  A  b  t  t  c  r  t  f  sGene knocMice Mouse em  fATG13 :+: L  R  L  R  :  FValidated
ULK2 Unc-51 lik  a  a  k  2HGNC:134Knockout o  U  l  t  s  l  l  o  e -i  f  i  a d - a  t -d  mGene knocMice Mouse em  fULK2 :+: Li  R  L  R  :  FValidated
NCOA4 Nuclear re  c  4HGNC:767Elimination o  N  e  b  R  k  s  b  fRNAi knoc  w  bHuman, mMouse em  f  a  H  cNCOA4 :+  L  R  L  R  :  FValidated
ACSL4 Acyl-CoA s  l  c  f  m  4HGNC:357Knockdow  i  e -i  f  w  o  r  f  sshRNA, ge  t  w  bHuman LNCaP (hu  p  c  c  K  (  e  l  c  l  H  (  h  c  a  H  (  p  l  cACSL4 :+: 5-H  5-H  :  FValidated
TP53 Tumor pro  pHGNC:119p53 acetyl  h  a c  r  i  f  r  S  l  o  K  a  i  u  t  i  f  a  i  a  t  t  c  g  i  a  aMass spec  s  w  b  c  d  aHuman, mH1299 cell  m  x  mTP53 :-: SL  S  :-: FValidated
SAT1 Spermidine  N -a  1HGNC:105p53-media  a  o  S  c  t  f  c  d  i  t  p  o  R  s  K  o  S  p  r  R -i  fqRT-PCR, s  C -c  w  bHuman, mH1299, U2  c  m  e  f  m  xSAT1 :+: A  A  :  L  R  L  R  :  FValidated
ALOX15 Arachidon  1 -lHGNC:433SAT1- and R -i  f  w  c  a  b  P  a  A -s  iCell death c  q -P  sHuman H1299, U2  cALOX15 :+  L  R  L  R  :  FValidated
ACSL4 Acyl-CoA s  l  c  f  m  4HGNC:357Inhibition o  A  w  e  i  p  a  R -i  c  d  A  K  c  a  r  t  fCell death c  L -M   f  iMice Mouse em  f  (  cACSL4 :+: P  P  :  FValidated
LPCAT3 Lysophosp  a  3HGNC:302Knockdow  o  L  i  r  t  f  t  b  RshRNA Mice Mouse lun  e  (  a  e  cLPCAT3 :+  FValidated
ALOX15 Arachidon  1 -lHGNC:433Liproxstati -1 i  t  1 -L  e  a  a  s  fIdentificati  o  o  PMice Kidney of G -d  mALOX15 :+  P  P  :  FValidated
ACSL4 Acyl-CoA s  l  c  f  m  4HGNC:357An essenti  p  g  R -e  o  F -t  h  w -t  (  A  ( -F  i  A  K  P  c  r  f  s  t  f  i  I  s  s  p  s  c  t  v -t  mCell viabilit  i   l  p  a  C –C  q  m  R -sHuman, mMouse em  f  (  c  h  b  c  c  l  G  K  mACSL4 :+: FValidated
KEAP1 Kelch like E  a  p  1HGNC:231Keap 1 sile  d  fCell viabilit  a  w  b  sMice Head and n  c  c  n  mKEAP1 :-: N  N  :-: FValidated
EGFR Epidermal g  f  rHGNC:323Cell death i  a  E  m  c  o  b  f  I  E  a  M  s  r  c  v  f  c  wFluorescen -a  c  s  (  a  c  vHuman Human ma  e  cEGFR :+: M  M  :  FValidated
NOX4 NADPH ox  4HGNC:789Inhibition o  N  o  4 (  b  fFluorescen -a  c  s  (  a  c  vHuman Human ma  e  cNOX4 :+: L  R  L  R  :  FValidated
MAPK3 Mitogen-a  p  k  3HGNC:687Inhibiting E  a  M  s  r  c  v  f  c  wImmunobl  l  y  i  c  v  f -a  c  s  (  aHuman Human ma  e  cMAPK :-: G  G  :-: L  R  M  :  N  N  :  H  H  :  L  R  L  R  :  FValidated



MAPK1 Mitogen-a  p  k  1HGNC:687Inhibiting E  a  M  s  r  c  v  f  c  wImmunobl  l  y  i  c  v  f -a  c  s  (  aHuman Human ma  e  cMAPK :-: G  G  :-: L  R  M  :  N  N  :  H  H  :  L  R  L  R  :  FValidated
BID BH3 intera  d  d  aHGNC:105BID deletio  p  e - a  g -i  c  d  B  i  i  e -i  fCell viabilit  w  b  C  g  tMice HT-22 cell  m  e  fBID :+: FerValidated
ACSL4 Acyl-CoA s  l  c  f  m  4HGNC:357Knockout o  A  i  f -s  c  c  p  f  e - a  R -i  c  dCRISPR/Ca  w  b  c  d  aHuman, mNIH3T3, H -2  H -1  a  L  cACSL4 :+: FValidated
ZEB1 Zinc finger E-b  b  h  1HGNC:116Knockout o  Z  p  c  d  i  b  G  isgRNA, ce  vHuman KP4 pancre  c  cZEB1 :+: Li  R  L  R  :  FValidated
KEAP1 Kelch like E  a  p  1HGNC:231Keap1 inhi  p  r  t  fCell viabilit  aHuman, raF98, U87 g  cKEAP1 :+: FValidated
DPP4 Dipeptidyl p  4HGNC:300Required f  f  i  T -d  C  cCell death, R  w  b  e  aHuman, mTP53-/- H  c  a  n  mDPP4 :+: L  R  L  R  :  FValidated
ALOX15 Arachidon  1 -lHGNC:433Suppressio  o  f  f  A  s  w  d  i  c  c  C  w  e  e  o  A  h  a  i  c  d  r  f  R  tsiRNA, tran  w  b  c  l  aHuman HT1080, P -1  C -1 cALOX15 :+  FValidated
ALOX12 Arachidon  1 -l  1  tHGNC:42912-LOX in  p  c  d  w  A  o  s  e  c  d  A  e  w  g  e  d  t  e  o  R  t  a  w  s  i  t  l  s  o  fsiRNA, tran  w  b  c  l  aHuman HT1080, P -1  C -1 cALOX12 :+  FValidated
CDKN2A Cyclin dep  k  i  2HGNC:178Combinati  o  A  i  a  R  t  i  f  c  d  K  o  e  A  p  c  f  R -i  c  dRNAi, imm  p -c  i  c  d  qHuman, mH1299, Sao  U  c  m  e  fCDKN2A :-: N  N  :  S  S  :-: F  C  :  p  p  :-: S  S  :-: FValidated
PEBP1 Phosphatid  b  p  1HGNC:863Elevated le  o  P  r  i  i  s  o  H  c  t  R  w  l  c  o  P  i  H  a  H  c  w  a  w  d  s  t  fWestern b  s  c  d  aHuman, mHK2, HAEC a  H  c(PEBP1/15  :  FValidated
SOCS1 Suppresso  o  c  s  1HGNC:193Expression o  S  s  c  t  f  i  T  e  o  S  w  e  b  b  f  i  E  o  S  r  t  l  o  G  e  i  p  i  a  t  s  c  t  fCell death a  c  v  a  qHuman U2OS or IM  cSOCS1 :+: p  p  :-: S  S  :  G  G  :-: FValidated
CDO1 Cysteine d  t  1HGNC:179CDO1 sup  c  t  f  rsiRNA, wes  b  M  aHuman Gastric can  c  A  B  a  n  mCDO1 :-: G  G  :-: FValidated
MYB MYB proto-o  t  fHGNC:754Erastin-ind  f  w  r  w  c-M  w  sWestern b  s  q -P  M  aHuman Gastric can  c  A  B  M  S  a  MMYB :+: CD  C  :-: G  G  :-: FValidated
HMOX1 Heme oxyg  1HGNC:501Inhibiting H -1 e  a  B -i  f  c  d  D  H -1 e  s  r  c  s  s  b  BCell viabilit  a  q -P  s  g  o  w  bHuman MDA-MB-2  M -M -4HMOX1 :+  FValidated
MAPK8 Mitogen-a  p  k  8HGNC:688JNK1/2 inh  i  t-B -i  f  t-B  t  s  i  t  p  e  o  p-JMitoSOX p  l  k  C -B  p  w  bRat PC12 cells MAPK8 :+: L  R  L  R  :  FValidated
MAPK9 Mitogen-a  p  k  9HGNC:688JNK1/2 inh  i  t-B -i  f  t-B  t  s  i  t  p  e  o  p-JMitoSOX p  l  k  C -B  p  w  bRat PC12 cells MAPK9 :+: L  R  L  R  :  FValidated
MAPK1 Mitogen-a  p  k  1HGNC:687ERK1/2 inh  i  t-B -i  f  t-B  t  s  i  t  p  e  o  p-EMitoSOX p  l  k  C -B  p  w  bRat PC12 cells MAPK1 :+: L  R  L  R  :  FValidated
MAPK3 Mitogen-a  p  k  3HGNC:687ERK1/2 inh  i  t-B -i  f  t-B  t  s  i  t  p  e  o  p-EMitoSOX p  l  k  C -B  p  w  bRat PC12 cells MAPK3 :+: L  R  L  R  :  FValidated
SLC1A5 Solute carr  f  1 m  5HGNC:109Overexpre  o  S  r  m -1 -m  f  sCell viabilit  a  l  R  a  w  b  g  o  sHuman Melanoma c  l  A  a  G-3SLC1A5 :+  G  G  :  L  R  L  R  :  FValidated
CHAC1 ChaC gluta  s  g -g  1HGNC:286CHAC1 de  o  G  m  e  c -s -i  c  dWestern b  r -t  P  c  v  a  s  G  a  kHuman MDA-MB-2  H  5  a  H  1  cCHAC1 :-: G  G  :-: FValidated
MAPK14 Mitogen-a  p  k  1HGNC:687Ferroptosis w  b  b  i  p  M  aCell viabilit  a  l  R  m  R -q  w  bMice TM4 Serto  cMAPK14 :+  FValidated
LINC00472Long interg  n -p  c  R  4HGNC:213Increases e -i  g  i  w  d  o  P  d  e -i  g  iBisulfite se  R  p -d  m  s  R  i  q -P  c  v  aHuman Lung cance  A  S  a  H  cLINC00472 :  p  p  :  FValidated
NOX4 NADPH ox  4HGNC:789Activated  N   c  t   P -i   f  c  d  k  m  c  r  t  P -i  dWestern b  L  r  a  s  c  d  sHuman, raRat C6, hu  S -4  U  a  U  g  cNOX4 :+: H  H  :  L  R  L  R  :  FValidated
GOT1 Glutamic-o  t  1HGNC:443Overexpre  o  m -9 s  G  w  s  r  f  O  o  G  r  m -9 m  f  sImmunobl  l  r  a  q  c  v  a  M  a  i  a  g  aHuman A375 and G-3  cGOT1 :+: a  K  a  K  :  L  R  L  R  :  FValidated
BECN1 Beclin 1 HGNC:103Knockdow  i  f  O  i  f  c  c  dshRNA, we  b  c  v  a  g  oHuman, mHCT116, C -1  P  H  a  C -1 c  a  n  i  mBECN1 :-: S  X -, S  X - :  G  G  :-: L  R  L  R  :  FValidated
PRKAA2 Protein kin  A -a  c  s  a  2HGNC:937Inhibition o  P  d  fsiRNA, wes  b  c  v  a  G  a  l  p  a  i  aHuman HCT116 an  C -1 cPRKAA2 :+  (  (  :  FValidated
PRKAA1 Protein kin  A -a  c  s  a  1HGNC:937Inhibition o  P  d  fsiRNA, wes  b  c  v  a  G  a  l  p  a  i  aHuman HCT116 an  C -1 cPRKAA1 :+  (  (  :  FValidated
ELAVL1 ELAV like R  b  p  1HGNC:331ELAVL1 siR  l  t  f  r  w  E  p  c  t  c  f  eImmunohi  h  a  i  c  v  a  w  b  q  i  a  R  a  RHuman, mHuman live  s  a  h  s  c  C  m  m  h  a  h  s  c  H -L  a  H -T  cELAVL1 :+: FValidated
BAP1 BRCA1 ass  p  1HGNC:950Suppresse  S -m  c  u  a  p  f  B  m  l  t  a  t  r  S  a  t  p  fFlow cytom  c  v  a  c  d  a  w  b  g  k  l  p  a  c  u  a  G  a  R -P  C -q  l  r  a  i  I  C -sHuman HEK-293T, C  7 -O  7 -P  A  a  N -H  c  l  R   U  S  a  U  c  l  T  c  l  a  n  mBAP1 :-: SL  S  :-: L  R  L  R  :  FValidated
TP53 Tumor pro  pHGNC:119Facilitates A -i  f  C  k  o  P  b  A -i  fWestern b  i  sRat Hepatic ste  c  H -TTP53 :+: FeValidated
ABCC1 ATP bindin  c  s  C m  1HGNC:51 Accelerate  f  D  o  M  i  f  pWestern b  G  a  d  c  c  g  t  C  c  v  a  R -qHuman HAP1, H12  U-2 O  cABCC1 :-: G  G  :-: FValidated
ACSL4 Acyl-CoA s  l  c  f  m  4HGNC:357Inhibition s  fsiRNA, wes  b  m  i  f  m  r -t  PHuman, mMale C57B  m  C -2 cACSL4 :+: L  R  L  R  :  FValidated
MIR6852 microRNA 6HGNC:499Promotes f  B  t  L  a  s  a  a n  u  r  o  C -m  f  iqRT-PCR, g  k  l  a  g  o  M  a  c -f  aHuman A549 and S -A-1 cMIR6852 :-: C  C  :-: FValidated
ACVR1B Activin A r  t  1HGNC:172Inhibition a  e -i  fWestern b  s  g  a  R -P  c  v  aHuman HK-2 cells ACVR1B :-: N  N  :-: F  Validated
TGFBR1 Transformi  g  f  b  r  1HGNC:117Inhibition a  e -i  fWestern b  s  g  a  R -P  c  v  aHuman HK-2 cells TGFBR1 :-: N  N  :-: FValidated
BAP1 BRCA1 ass  p  1HGNC:950Promotes f  i  b  c  I f  iImmunopr  w  b  c  d  c  v  R -PHuman HEK293T cBAP1 :-: SL  S  :-: FValidated
EPAS1 Endothelia  P  d  p  1HGNC:337A driver of f  s  A  r  s  t  fCRISPR, sg  s  i  c  v  w  bMice 786-O cellEPAS1 :+: H  E  :  P  H  :  P  P  :  P  P  :  P -p  h  P -p  h  :  FValidated
HILPDA Hypoxia in  l  d  aHGNC:288Promotes f  s  d  o  H -2RNA-Seq, w  b  q -P  s  c  v  i  Mice 786-O cellHILPDA :+  P  P  :  P -p  h  P -p  h  :  FValidated
HIF1A Hypoxia in  f  1 s  aHGNC:491Re-sensitiz  H -2 -n  c  t  f   I  f  s  i  c  ccDNA scre  c  vMice 786-O cellHIF1A :+: H  H  :  P  H  :  P  P  :  P  P  :  P -p  h  P -p  h  :  FValidated
ALOX12 Arachidon  1 -l  1  tHGNC:429An essenti  f  o  p -d  f  L  o  o  A  a  i  s  t  a  p -m  fRNAi, qRT-P  w  b  C  c  d  a  G  m  f  cHuman, mH1299 cell  U  c  m  e  f  mALOX12 :+  P -O  P -O  :  FValidated
ACSL4 Acyl-CoA s  l  c  f  m  4HGNC:357Required f  f  i  b  e  A -n  c  a  r  t  f  i  b  e  eWestern b  c  d  a  CHuman U2OS ACSL4 :+: FValidated
HMOX1 Heme oxyg  1HGNC:501Enhances t  f  p  i  P -s  c  b  p  c  a  o  f  i  O  i  b  e  a  R -3-i  l  RGene trans  w  b  q -P  L  qHuman H1299 cellHMOX1 :+  FValidated
IFNG Interferon gHGNC:543Interferon g  r  f  C  T c  d  t  e  o  S  a  S  a  a  a c  p  t  c  l  p  a  fBODIPY-C  l  s  c  d  m  F  c  p  a  v  a  q  i  g  q  M  a  g  aHuman, mHT-1080, A  B -F  I  c  f  N  a  C  mIFNG :-: SL  I  :-: S  S  :  S  X -, S  :  S  X -, S  X - :  C  C  :-: L  R  L  R  :  FValidated



ANO6 Anoctamin 6HGNC:252Essential fo  f  I  b  f  c  d  i  b  RImmunocy  R -P  T  A  f  C  L  a  g  k  sHuman, mA549, Cal2  H  a  M -6  c  C -C  mANO6 :+: FValidated
LPIN1 Lipin 1 HGNC:133Overexpre  o  a  l -1 i  m  f  t  o  o  h  fEnzyme-lin  i  a  l  p  a  i  a  M  a  q  G  aMice C57BL/6 mLPIN1 :+: FValidated
HMGB1 High mobi  g  b  1HGNC:498Required f  e -i  f  K  o  H  d  e -i  c  dGene trans  R  c  v  a  E  L  a  f  c  q  w  b  e  mHuman, mHL-60 cell  m  N  mHMGB1 :+  FValidated
TNFAIP3 TNF alpha i  p  3HGNC:118Overexpre  i  R  g  a  e  e -i  f  w  k  i  e -i  fLentivirus t  C -8 a  D  s  a  R  s  a  R -q  w  bHuman HUVEC celTNFAIP3 :+  A  A  :  L  R  T  :-: G  G  :-: L  R  L  R  :  FValidated
TLR4 Toll like rec  4HGNC:118Knockdow  i  fImmunohi  w  b  c  d  a  sRat Sprague D  rTLR4 :+: FeValidated
NOX4 NADPH ox  4HGNC:789Knockdow  i  fImmunohi  w  b  c  d  a  sRat Sprague D  rNOX4 :+: FValidated
ATF3 Activating t  f  3HGNC:785Promotes f  i  b  eCell viabilit  a  t  l  i  q -P  w  bHuman HT1080 ce  r  p  e  cATF3 :-: SL  S  :  S  X -, S  X - :  G  G  :-: L  R  L  R  :  FValidated
ATM ATM serine  kHGNC:795Essential fo  f  G  k  a  c  i  o  A  b  s  f  c  dsiRNA, wes  b  n  f  c  v  c  d  G  a  k  s  q -P  i  aHuman MDA-MB-2  R  2  a  H -1  c  lATM :-: M  M  :  F  M  :  F  F  :-: F  F  :-: FValidated
YY1AP1 YY1 associ  p  1HGNC:309Makes cell  m  s  t  f  C  l  Y  w  n  l  s  t  fCell death, c  v  l  p  i  C  C  a  q -PHuman, mMouse em  f  N  c  h  e  t  c  h  m  c  x  mYAP :+: AC  A  :  F  Y  :  T   T  :  FValidated
EGLN2 Egl-9 fami  h  i  f  2HGNC:146Inhibiting E  a  d  f  t  c  dCytotoxicit  a  w  b  i  R  i  g  t  q  M  aHuman, mCalu-1, TH  H  a  H -6  c  a  n  mEGLN2 :-: H  H   :-: L  R  L  R  :  FValidated
MIOX Myo-inosi  oHGNC:145Overexpre  e  c  d  k  i  fMTT assay  m  o  G  a  l  i  p  a  e  o  c  d  a  c  m  i  sHuman, mHK-2 cells, C  mMIOX :-: G  G  :-: F  M  :-: G  G  :-: FValidated
TAZ Tafazzin HGNC:115TAZ remov  c  f  r  w  o  o  T  s  c  t  fCell viabilit  c  d  w  b  s  q -P  m  i  s  C -s  L  R  aHuman, m RCC4, 786  c  J  N -P -J mTAZ :+: EM  E  :  N  N  :  L  R  L  R  :  FValidated
MTDH MetadheriHGNC:296Can enhan  s  t  i  o  f  E  t  v  o  c  c  t  fCell viabilit  q -P  w  b  G  a  G  a  a  t  x  mHuman, mCell lines A  H  D  D  K  A  R  H  I  M -M -2  M -7  H  i  mMTDH :-: C  C  :-: F  M  :-: S  S  :-: F  M  :-: G  G  :-: F  M  :-: G  G  :-: F  M  :  G  G  :  FValidated
IDH1 Isocitrate d  (  1HGNC:538Deletion o  t  m  I  a  o  p  i  o  m  I  c  r  t  e -i  f  E  e  o  m  I  p  fCell transfe  c  v  G  a  l  R  aHuman HEK293T, H -1  a  K -1  cIDH1 :-: GP  G  :-: L  R  L  R  :  F  I  :-: G  G  :-: FValidated
SIRT1 Sirtuin 1 HGNC:149Knockout p  m  fLipid perox  i  a  G  a  q -P  w  bMice Mice in C5  bSIRT1 :+: FPredicted
TAZ Tafazzin HGNC:115TAZ remov  c  f  r  w  T  o  s  c  t  fsiRNA, qRT-P  w  b  c  v  l  R  aHuman TOV-21G, C  C  M -M -2  cTAZ :+: AN  A  :  N  N  :  FValidated
BECN1 Beclin 1 HGNC:103Overexpre  a  i -i  c  d  b  u  f  T  p  w  s  a  b  s  o  BCell viabilit  R  R -q  w  b  l  p  i  G  a  g  r  aHuman SH-SY5Y c(Beclin1/SL  :-: S  X -, S  X - :-: FValidated
FBXW7 F-box and W  r  d  c  7HGNC:167FBXW7 pla  i  fCell viabilit  l  p  i  G  a  R  a  w  b  R -P  R -sHuman, mHepatic ste  c  C  mFBXW7 :+: FDeduced
PANX1 Pannexin 1HGNC:859Deletion p  a  f  c  d  S  P  e  s  a  f  l  p  a  i  a  i  b  t  f  i  eCell viabilit  c  d  q -P  w  b  l  p  d  sHuman, mHK-2 cells, C  mPANX1 :-: H  H  :-: F  P  :  M  M  :  F  F  :  FValidated
DNAJB6 DnaJ heat s  p  f  (  m  BHGNC:148Promotes f  i  e  s  c  cWestern b  i  i  c -f  R ‑q  C -8  t  a  m  x  aHuman, mCell lines T -1  E  E  K  a  K  B  a  n  mDNAJB6 :-: G  G  :-: FPredicted
BACH1 BTB doma  a  C  h  1HGNC:935Promotes f  b  r  t  t  o  a s  o  t  e -i  p  gWestern b  q  c  d  l  i  d  R -sMice C57BL/6J m  m  e  fBACH1 :+: L  R  L  R  :  FValidated
ACSL4 Acyl-CoA s  l  c  f  m  4HGNC:357Overexpre  i  f  T  o  r  w  o  w  A  w  sWestern b  i  5‑H  L  a  C -8 c  v  aHuman HEB, T98G  U  M  a  U  cACSL4 :-: G  G  :-: FValidated
LONP1 Lon peptid  1  mHGNC:947Inhibition o  L  n  r  e -i  c  dCell viabilit  w  b  q -P  l  p  a  g  aHuman PANC1, Bx  cLONP1 :-: N  p  N  p  :-: F  L  :-: G  G  :-: FValidated
PTGS2 Prostaglan -e  s  2HGNC:960Simply a d  m  o  f  T  m  u  g  i  B  c  u  t  w  e  e  o  (  3 -R  b  f  c  d  w  n  a  b  i  o  t  eRT-qPCR, c  vHuman BJeLR cellsValidated _NA_
DUSP1 Dual speci  p  1HGNC:306Expression w  u  d  f  i  b  e  o  RRT-qPCR, c  vHuman BJeLR cellsDeduced Inferred as f  m  b  o  c  (  c  > 2  i  g  e
NOS2 Nitric oxide s  2HGNC:787Expression w  u  d  f  i  b  e  o  RRT-qPCR, c  vHuman BJeLR cellsDeduced Inferred as f  m  b  o  c  (  c  > 2  i  g  e
NCF2 Neutrophil c  f  2HGNC:766Expression w  u  d  f  i  b  e  o  RRT-qPCR, c  vHuman BJeLR cellsDeduced Inferred as f  m  b  o  c  (  c  > 2  i  g  e
MT3 Metallothio  3HGNC:740Expression w  u  d  f  i  b  e  o  RRT-qPCR, c  vHuman BJeLR cellsDeduced Inferred as f  m  b  o  c  (  c  > 2  i  g  e
UBC Ubiquitin CHGNC:124Expression w  u  d  f  i  b  e  o  RRT-qPCR, c  vHuman BJeLR cellsDeduced Inferred as f  m  b  o  c  (  c  > 2  i  g  e
ALB Albumin HGNC:399Expression w  u  d  f  i  b  e  o  RRT-qPCR, c  vHuman BJeLR cellsDeduced Inferred as f  m  b  o  c  (  c  > 2  i  g  e
TXNRD1 Thioredoxi  r  1HGNC:124Expression w  u  d  f  i  b  e  o  RRT-qPCR, c  vHuman BJeLR cellsDeduced Inferred as f  m  b  o  c  (  c  > 2  i  g  e
SRXN1 Sulfiredoxi  1HGNC:161Expression w  u  d  f  i  b  e  o  RRT-qPCR, c  vHuman BJeLR cellsDeduced Inferred as f  m  b  o  c  (  c  > 2  i  g  e
GPX2 Glutathion  p  2HGNC:455Expression w  u  d  f  i  b  e  o  RRT-qPCR, c  vHuman BJeLR cellsDeduced Inferred as f  m  b  o  c  (  c  > 2  i  g  e
BNIP3 BCL2 inter  p  3HGNC:108Expression w  u  d  f  i  b  e  o  RRT-qPCR, c  vHuman BJeLR cellsDeduced Inferred as f  m  b  o  c  (  c  > 2  i  g  e
OXSR1 Oxidative s  r  k  1HGNC:850Expression w  u  d  f  i  b  e  o  RRT-qPCR, c  vHuman BJeLR cellsDeduced Inferred as f  m  b  o  c  (  c  > 2  i  g  e
SELENOS Selenoprot  SHGNC:303Expression w  u  d  f  i  b  e  o  RRT-qPCR, c  vHuman BJeLR cellsDeduced Inferred as f  m  b  o  c  (  c  > 2  i  g  e
ANGPTL7 Angiopoie  l  7HGNC:240Expression w  d  d  f  i  b  e  o  RRT-qPCR, c  vHuman BJeLR cellsDeduced Inferred as f  m  b  o  c  (  c  > 2  i  g  e
CHAC1 ChaC gluta  s  g -g  1HGNC:286Up-regula  i  e -t  s   A u  p  m  o  s  X - iRNA-seq, R -qHuman HT-1080 a  C -1 cValidated Further stu  n  t  c  c  t  f
SLC7A11 Solute carr  f  7 m  1HGNC:110Similar to e  t  s  o  t  g  i  g  r  E  s  i  S -d  s  X - fRNA silenc  R -qHuman HT-1080 cDeduced Further stu  n  t  c  c  t  f
DDIT4 DNA dama  i  t  4HGNC:249Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
LOC28456_NA_ _NA_ Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
ASNS Asparagine s  ( -hHGNC:753Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
TSC22D3 TSC22 dom  f  m  3HGNC:305Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f



DDIT3 DNA dama  i  t  3HGNC:272Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
JDP2 Jun dimeri  p  2HGNC:175Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
SESN2 Sestrin 2 HGNC:207Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
SLC1A4 Solute carr  f  1 m  4HGNC:109Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
PCK2 Phosphoen  c  2  mHGNC:872Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
TXNIP Thioredoxi  i  pHGNC:169Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
VLDLR Very low d  l  rHGNC:126Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
GPT2 Glutamic--p  t  2HGNC:180Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
PSAT1 Phosphose  a  1HGNC:191Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
LURAP1L Leucine ric  a  p  1 lHGNC:314Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
SLC7A5 Solute carr  f  7 m  5HGNC:110Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
HERPUD1 Homocyste  i  E  p  w  u  l  d  1HGNC:137Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
XBP1 X-box bind  p  1HGNC:128Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
ATF3 Activating t  f  3HGNC:785Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
SLC3A2 Solute carr  f  3 m  2HGNC:110Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
CBS Cystathion  b -sHGNC:155Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
ATF4 Activating t  f  4HGNC:786Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
ZNF419 Zinc finger p  4HGNC:206Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
KLHL24 Kelch like f  m  2HGNC:259Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
TRIB3 Tribbles ps  3HGNC:162Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
ZFP69B ZFP69 zinc f  p  BHGNC:280Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
ATP6V1G2ATPase H+ t  V  s  GHGNC:862Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
VEGFA Vascular en  g  f  AHGNC:126Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
GDF15 Growth dif  f  1HGNC:301Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
TUBE1 Tubulin ep  1HGNC:207Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
ARRDC3 Arrestin do  c  3HGNC:292Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
CEBPG CCAAT en  b  p  gHGNC:183Up-regula  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
SNORA16ASmall nucle  R  H  b  1HGNC:326Down-reg  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
RGS4 Regulator o  G p  s  4HGNC:100Down-reg  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
BLOC1S5-TBLOC1S5-T  r  (  cHGNC:420Down-reg  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
LOC39070_NA_ _NA_ Down-reg  (  2 f  i  e -t  sRNA-seq Human HT-1080 cScreened Further stu  n  t  c  c  t  f
EIF2S1 Eukaryotic t  i  f  2 s  1HGNC:326Phosphory  i  e -t  sWestern bHuman HT-1080 cDeduced _NA_
KIM-1 Kidney inju  m -1_NA_ Down-reg  u  F -1 aReal-time q  R -PMice Fer-1–trea  C  mDeduced _NA_
IL6 Interleukin 6HGNC:601Down-reg  u  F -1 aReal-time q  R -PMice Fer-1–trea  C  mDeduced _NA_
CXCL2 C-X-C mo  c  l  2HGNC:460Down-reg  u  F -1 aReal-time q  R -PMice Fer-1–trea  C  mDeduced _NA_
RELA RELA proto-o  N -k  sHGNC:995Down-reg  u  F -1 aReal-time q  R -PMice Fer-1–trea  C  mDeduced _NA_
HSD17B11Hydroxyste  1 -b  d  1HGNC:229Enriched in R -r  cGene trap iHuman Chronic m  l  c  l  KScreened _NA_
AGPAT3 1-acylglyc -3-p  O-a  3HGNC:326Enriched in R -r  cGene trap iHuman Chronic m  l  c  l  KScreened _NA_
SETD1B SET domai  c  1  h  l  mHGNC:291Enriched in G  i  M -r  cGene trap iHuman Chronic m  l  c  l  KScreened _NA_
HMOX1 Heme oxyg  1HGNC:501Its express  i  i  r  t  a -i  f  i  a  o  R -m  s  pWestern bHuman Pancreatic a  c  l  P -1 cDeduced _NA_
TF TransferrinHGNC:117Its express  i  d  i  pGene expr  aHuman Patient PD  tDeduced _NA_
FTL Ferritin ligh  cHGNC:399Its express   i  d  i  pGene expr  aHuman Patient PD  tDeduced _NA_
RPL8 Ribosomal p  LHGNC:103Significant  r  i  t  tGene expr  aHuman Patient PD  tDeduced _NA_



ATP5MC3 ATP syntha  m  s  c l  3HGNC:843Significant  r  i  t  tGene expr  aHuman Patient PD  tDeduced _NA_
TFRC Transferrin rHGNC:117Expression o  t  g  i  i  i  pGene expr  aHuman Patient PD  tDeduced _NA_
MAFG MAF bZIP t  f  GHGNC:678The interac  b  N  a  M  w  i  i  r  t  e  a  sWestern bHuman, mHepG2, He -6  H  a  S -1  cDeduced _NA_
IL33 Interleukin 3HGNC:160IL-33 upre  i  a f  o  f  F -1  a  i  o  f  p  t  u  o  I -3Western b  q  P  EMice C57BL/6 mDeduced _NA_
FTH1 Ferritin hea  c  1HGNC:397An increas  o  e  F  l  d  f  D  o  F  p  u  f  iImmunobl  q-PHuman HT1080 ceValidated An error m  e  i  t  o  a  w  t  a  w  "  l  c  1 (  A  t  H  F  i  t  o  s  f  "  h  c  1
SLC40A1 Solute carr  f  4  m  1HGNC:109Erastin-ind  m  e  i  u  i  F -d  cQ-PCR Mice Bone marr  s  cValidated Used as a m  i  t  s  b  h  b  p  t  b  a s  (  2
TF TransferrinHGNC:117Erastin-ind  m  e  i  u  i  F -d  cQ-PCR Mice Bone marr  s  cValidated Used as a m  i  t  s  b  h  b  p  t  b  a d  (  2
TFRC Transferrin rHGNC:117Erastin-ind  m  e  i  u  i  F -d  cQ-PCR Mice Bone marr  s  cValidated Used as a m  i  t  s  b  h  b  p  t  b  a d  (  2
FTH1 Ferritin hea  c  1HGNC:397Erastin-ind  m  e  i  d  i  F -d  cQ-PCR, we  bMice Bone marr  s  cValidated Used as a m  i  t  s  b  h  b  p  t  b  a s  (  2
GPX4 Glutathion  p  4HGNC:455Erastin-ind  m  e  i  d  i  F -d  cQ-PCR, we  bMice Bone marr  s  cValidated Used as a m  i  t  s  b  h  b  p  t  b  a s  (  2
HAMP Hepcidin a  pHGNC:155Erastin-ind  m  e  i  d  i  F -d  cQ-PCR Mice Bone marr  s  cDeduced _NA_
HSPB1 Heat shock p  f  B (  m  1HGNC:524Erastin-ind  m  e  i  d  i  F -d  cQ-PCR Mice Bone marr  s  cValidated Used as a m  i  t  s  b  h  b  p  t  b  a s  (  2
NFE2L2 Nuclear fac  e  2 l  2HGNC:778Erastin-ind  m  e  i  d  i  F -d  cQ-PCR Mice Bone marr  s  cValidated Used as a m  i  t  s  b  h  b  p  t  b  a s  (  2
STEAP3 STEAP3 meHGNC:245Erastin-ind  m  e  i  d  i  F -d  cQ-PCR Mice Bone marr  s  cDeduced _NA_
DRD5 Dopamine r  DHGNC:302Ferroptotic e  i  D  g  e  i  fWestern b  Q-PHuman PANC1 celDeduced _NA_
GPX4 Glutathion  p  4HGNC:455Erastin pro  G  d  A  d  i  t  p  s  o  g  p  4Western b  Q-PHuman PANC1 celDeduced Has been p  t  b  a s  (  2
DRD4 Dopamine r  DHGNC:302Antiferropt  d  s  d  r  D  p  d  F  e  p  D  p  dWestern b  Q-PHuman PANC1 celDeduced _NA_
MAP3K5 Mitogen-a  p  k  k  k  5HGNC:685Cold stress e  f  a  t  A -p  p  i  a  d  o  l  p  l  t  t  c  d  A -p  a  i  a  a  i  t  e -i  f  mLDH assay  i  R  C -8Human A549 cells Deduced _NA_
MAPK14 Mitogen-a  p  k  1HGNC:687Cold stress e  f  a  t  A -p  p  i  a  d  o  l  p  l  t  t  c  d  A -p  a  i  a  a  i  t  e -i  f  mLDH assay  i  R  C -8Human A549 cells Deduced _NA_
SLC2A1 Solute carr  f  2 m  1HGNC:110Increased a  L  o  D  a  L  k  L  c  i  fChIP analy  R -qHuman H358, A54  cDeduced _NA_
SLC2A3 Solute carr  f  2 m  3HGNC:110Decreased a  L  k  L  c  i  fRT-qPCR Human H358, A54  cDeduced _NA_
SLC2A6 Solute carr  f  2 m  6HGNC:110Increased a  L  o  D  a  L  k  L  c  i  fRT-qPCR Human H358, A54  cDeduced _NA_
SLC2A8 Solute carr  f  2 m  8HGNC:138Decreased a  L  k  L  c  i  fRT-qPCR Human H358, A54  cDeduced _NA_
SLC2A12 Solute carr  f  2 m  1HGNC:180Increased a  L  o  D  a  L  k  L  c  i  fRT-qPCR Human H358, A54  cDeduced _NA_
GLUT13 _NA_ _NA_ Increased a  L  o  D  a  L  k  L  c  i  fRT-qPCR Human H358, A54  cDeduced _NA_
SLC2A14 Solute carr  f  2 m  1HGNC:183Decreased a  L  k  L  c  i  fRT-qPCR Human H358, A54  cDeduced _NA_
EIF2AK4 Eukaryotic t  i  f  2 a  k  4HGNC:196CHAC1 de  o  G  e  c -s -i  f  t  t  a  G -e  a -A  pWestern b  r -t  P  c  v  a  s  G  a  kHuman MDA-MB-2  H  5  a  H  1  cDeduced _NA_
EIF2S1 Eukaryotic t  i  f  2 s  aHGNC:326CHAC1 de  o  G  e  c -s -i  f  t  t  a  G -e  a -A  pWestern b  r -t  P  c  v  a  s  G  a  kHuman MDA-MB-2  H  5  a  H  1  cDeduced _NA_
ATF4 Activating t  f  4HGNC:786CHAC1 de  o  G  e  c -s -i  f  t  t  a  G -e  a -A  pWestern b  r -t  P  c  v  a  s  G  a  kHuman MDA-MB-2  H  5  a  H  1  cDeduced _NA_
ALOX5 Arachidon  5-lHGNC:435Overexpre  s  c  t  fWestern b  m  s  c  v  a  g  oHuman HEK293 ceDeduced Not essent  b  m  p  a r  i  f  i
ALOX12 Arachidon  1 -l  1  tHGNC:429Overexpre  s  c  t  fWestern b  m  s  c  v  a  g  oHuman HEK293 ceDeduced Not essent  b  m  p  a r  i  f  i
ALOX15 Arachidon  1 -lHGNC:433Overexpre  s  c  t  fWestern b  m  s  c  v  a  g  oHuman HEK293 ceDeduced Not essent  b  m  p  a r  i  f  i
ALOX5 Arachidon  5-lHGNC:435Necessary f  h -i  f  i  vqRT-PCR, i  M  aMice C57BL/6 a  p  C  m  p  c  nDeduced _NA_
ACSF2 Acyl-CoA s  f  m  2HGNC:261Increased i  f  e  D  i  D -i  r  t  fWestern b  g  d  R -q  i  sRat Wistar ratsDeduced _NA_
IREB2 Iron respo  e  b  p  2HGNC:611Increased i  f  e  D  i  D -i  r  t  fWestern b  g  d  R -q  i  sRat Wistar ratsDeduced _NA_
GPX4 Glutathion  p  4HGNC:455Upregulate  i  D -i  r  t  fWestern b  g  d  R -q  i  sRat Wistar ratsValidated Inhibits fer  b  u  a  a m  i  t  s
HMGB1 High mobi  g  b  1HGNC:498Associated w  f  c  d  F  a  i  H  rELISA, wes  b  RHuman, mHT1080 an  P  c  m  e  fDeduced _NA_
HMOX1 Heme oxyg  1HGNC:501Required f  D -i  fRNA-seq, q -P  HMice Mice Deduced _NA_
NFE2L2 Nuclear fac  e  2 l  2HGNC:778DOX treatm  i  f  P  a  m  l  o  N  w  i  a  D  tRNA-seq, Q  H  A  K  i  s  q -P  s  c  HMice Mice Deduced _NA_
ELAVL1 ELAV like R  b  p  1HGNC:331Binds to an  i  t  e  o  t  n  f  r  LRNA pulldo  m  s  q -P  g  o  g  k  w  bHuman H358, PC9  S -A-1  a  A  cDeduced _NA_
SLC3A2 Solute carr  f  3 m  2HGNC:110Strongly co  w  r  t  f  iWestern b  c  v  a  c  v  a  M  a  g  aHuman HT-1080 cDeduced _NA_
SLC7A11 Solute carr  f  7 m  1HGNC:110Strongly co  w  r  t  f  iWestern b  c  v  a  c  v  a  M  a  g  aHuman HT-1080 cDeduced _NA_
TFAP2C Transcripti  f  A -2 gHGNC:117Activated b  f  i  sBehavioral a  i  v  a  i  T  s  f -j  S  q -P  c  d  a  C  a  s  w  b  i  R -s  m  sMice C57BL/6 m  p  c  n  H  m  h  cDeduced _NA_



SP1 Sp1 transc  fHGNC:112Activated b  f  i  sBehavioral a  i  v  a  i  T  s  f -j  S  q -P  c  d  a  C  a  s  w  b  i  R -s  m  sMice C57BL/6 m  p  c  n  H  m  h  cDeduced _NA_
HBA1 Hemoglob  s  a  1HGNC:482Upregulate  i  c  t  w  f  i  e  S  f  p  i  a G -d  mTandem m  t  R -s  D -s  q  W  b  IHuman HepG2, Be -7  cDeduced _NA_
NNMT Nicotinam  N-mHGNC:786Upregulate  i  c  t  w  f  i  e  S  f  p  i  a G -d  mTandem m  t  R -s  D -s  q  W  b  IHuman HepG2, Be -7  cDeduced _NA_
PLIN4 Perilipin 4 HGNC:293Upregulate  i  c  t  w  f  i  e  S  f  p  i  a G -d  mTandem m  t  R -s  D -s  q  W  b  IHuman HepG2, Be -7  cDeduced _NA_
HIC1 HIC ZBTB t  r  1HGNC:490Essential fo  s  o  p -f  g  t  u  f  i  Immunohi  i  w  b  q  m  e  CHuman HepG2, Be -7  cDeduced _NA_
STMN1 Stathmin 1HGNC:651Downregu  i  c  t  w  f  i  e  S  f  p  i  a G -d  mTandem m  t  R -s  D -s  q  W  b  IHuman HepG2, Be -7  cDeduced _NA_
RRM2 Ribonucleo  r  r  s  MHGNC:104Downregu  i  c  t  w  f  i  e  S  f  p  i  a G -d  mTandem m  t  R -s  D -s  q  W  b  IHuman HepG2, Be -7  cDeduced _NA_
CAPG Capping a  p  g  lHGNC:147Downregu  i  c  t  w  f  i  e  S  f  p  i  a G -d  mTandem m  t  R -s  D -s  q  W  b  IHuman HepG2, Be -7  cDeduced _NA_
HNF4A Hepatocyt  n  f  4 aHGNC:502Essential fo  s  o  a -f  g  t  Immunohi  i  w  b  q  m  e  CHuman HepG2, Be -7  cDeduced _NA_
NGB NeuroglobHGNC:140Human ne  ( -E -e  S -S  c  t  b  s  m  r  t  f  iCell death, c  v  l  p  a  R -qHuman SH-SY5Y cDeduced _NA_
YWHAE Tyrosine 3-m  5-m  a  p  eHGNC:128Required b  R  (  f  i  t  i  G  (  f  iMass spec  s  w  bHuman HEK293T cDeduced _NA_
GABPB1 GA binding p  t  f  s  b  1HGNC:407Downregu  b  l  G -A  u  e  tRT-qPCR, w  b  s  c  v  l  p  aHuman HepG2, Hu  a  H  cDeduced _NA_
AURKA Aurora kin  AHGNC:113Inhibition o  A  o  r  o  m -4 -3  i  G  a  i  c  d  s  a l  b  A  a  fqRT-PCR, w  b  l  i  C -G  l  aHuman OE33, STK  M  cPredicted _NA_
MIR4715 microRNA 4HGNC:416Inhibition o  A  o  r  o  m -4 -3  i  G  a  i  c  d  s  a l  b  A  a  fqRT-PCR, w  b  l  i  C -G  l  aHuman OE33, STK  M  cPredicted _NA_
RIPK1 Receptor in  s  k  1HGNC:100Reduced e  r  i  r  t  fCell viabilit  w  b  R -s  G  a  q -P  i  iHuman Patient-de  fDeduced _NA_
PRDX1 Peroxiredo  1HGNC:935Necessary t  f -r  l  pWestern b  s  f  c  c  v  R -PHuman Primary co  e  c  B  a  H  cDeduced _NA_
MIR30B microRNA 3HGNC:316Upregulati  o  m -3 -5  i  p  m  p  a p  r  i  fGSH assay  M  m  w  b  i  m  R -q  l  i  a  c  v  L  aHuman, raTrophobla  p  m  H -8  a  T -1 cDeduced _NA_
SLC7A11 Solute carr  f  7 m  1HGNC:110Silencing o  S  s  H -1  c  t  e -i  d  w  t  o  H -1  c  w  a p  e  S  c  p  f  e - a  s -i  dRT-qPCR, s  g  t  c  vHuman HT-1080 cSLC7A11 :+  C  C  :-: FValidated
GPX4 Glutathion  p  4HGNC:455RNAi-med  G  k  i  fAffinity-ba  c  w  b  a  RHuman, mHRAS mut  B -e  t  c  H -1  c  x  m  m  (  n  m  i  w  f  m  H -1  cGPX4 :-: Li  R  L  R  :  FValidated
AKR1C1 Aldo-keto r  f  1 m  CHGNC:384Up-regula  i  D -1  e -r  c  P  i  t  d  o  t  l  m  M  c  p  r  t  e  b  e  t  d  o  r  a  g  d  o  t  o  d  o  t  p  m  d  fRNA-seq, g  r  a  c  g  f  cHuman DU-145 pr  c  cAKR1C1 :-: FValidated
AKR1C2 Aldo-keto r  f  1 m  CHGNC:385Up-regula  i  D -1  e -r  c  P  i  t  d  o  t  l  m  M  c  p  r  t  e  b  e  t  d  o  r  a  g  d  o  t  o  d  o  t  p  m  d  fRNA-seq, g  r  a  c  g  f  cHuman DU-145 pr  c  cAKR1C2 :-: FValidated
AKR1C3 Aldo-keto r  f  1 m  CHGNC:386Up-regula  i  D -1  e -r  c  P  i  t  d  o  t  l  m  M  c  p  r  t  e  b  e  t  d  o  r  a  g  d  o  t  o  d  o  t  p  m  d  fRNA-seq, g  r  a  c  g  f  cHuman DU-145 pr  c  cAKR1C3 :-: FValidated
GPX4 Glutathion  p  4HGNC:455Knockout o  g  p  4 (  c  c  d  i  a p  r  f  o  f  K  r  c  m  s  t  f -i  aCell viabilit  a  sHuman, mMouse em  f  (  c  (  c  G −/− c  a  m  H -2 cGPX4 :-: Li  R  L  R  :  FValidated
RB1 RB transcri  c  1HGNC:988Rb knock-d  c  e  t  s  e  f  L  o  R  s  H  c  t  t  i  o  fRNA interf  c  v  a  o  s  mHuman, mHCC cell lin  H  a  P  B  n  m  r  t  x  d  f  H  cRB1 :-: FerValidated
HSPB1 Heat shock p  f  B (  m  1HGNC:524Knockdow  o  H  a  H  e  e -i  f  w  h  s  p  a  o  o  H  i  e -i  fRNAi, RT-q  w  b  c  vHuman, mHeLa and U  c  h  x  m  t  d  f  H  ( -2  cHSPB1 :-: FValidated
HSF1 Heat shock t  f  1HGNC:522Knockdow  o  H  a  H  e  e -i  f  w  h  s  p  a  o  o  H  i  e -i  fRNAi, RT-q  w  b  c  vHuman, mHeLa and U  c  h  x  m  t  d  f  H  ( -2  cHSF1 :-: FeValidated
SLC7A11 Solute carr  f  7 m  1HGNC:110Overexpre  i  h  c  s  O  i  R -i  fWestern b  c  d  t  C  a  R -P  i  s  c  f  a  T  a  B  aHuman, mH1299 cell  m  e  f  t  m  c  l  a  k  t  s  m  xSLC7A11 :+  C  C  :-: FValidated
GPX4 Glutathion  p  4HGNC:455Ex vivo, Gp -d  T c  r  a  m  l  p  a  c  u  c  d  d  b  fViability as  f  c  l  p  aMice T cells GPX4 :-: FeValidated
GCLC Glutamate-c  l  c  sHGNC:431RNAi knoc  s  c  d  i  b  c  sRNAi, qPCMice Mouse em  fGCLC :+: G  G  :-: FValidated
SLC7A11 Solute carr  f  7 m  1HGNC:110Overexpre  o  S  c  a  fCell death q  g  t  w  bHuman H1299 cellSLC7A11 :-: FValidated
NFE2L2 Nuclear fac  e  2 l  2HGNC:778NRF2 plays a c  r  i  p  h  c  (  c  a  fCell Viabili  A  w  b  R  q -PHuman, mHepG2, He -6  H  a  S -1  c  C  mNFE2L2 :+  (  (  :-: FValidated
SQSTM1 Sequestoso  1HGNC:112The interac  b  p  a  K  i  f  e  a  s  t  K  o  p  s  N  e  a  p  g  i  w  i  f  e  i  G  d  l  R  p  a  a  i  o  i  lImmunopr  a  s  k  i  a  l  p  a  g  a  c  vHuman, mHepG2, He -6  H  a  S -1  cSQSTM1 :-: K  K  :-: N  N  :-: FValidated
NQO1 NAD(P)H q  d  1HGNC:287Knockdow  o  p  q  o -1  h  o -1  a  f  h  c -1 b  R  i  i  H  c  p  f  i  r  t  e  a  sqRT-PCR, R  iHuman, mHepG2, He -6  H  a  S -1  cNQO1 :-: FValidated
HMOX1 Heme oxyg  1HGNC:501Knockdow  o  p  q  o -1  h  o -1  a  f  h  c -1 b  R  i  i  H  c  p  f  i  r  t  e  a  sqRT-PCR, R  iHuman, mHepG2, He -6  H  a  S -1  cHMOX1 :-: FValidated
FTH1 Ferritin hea  c  1HGNC:397Knockdow  o  p  q  o -1  h  o -1  a  f  h  c -1 b  R  i  i  H  c  p  f  i  r  t  e  a  sqRT-PCR, R  iHuman, mHepG2, He -6  H  a  S -1  cFTH1 :-: FeValidated
MUC1 Mucin 1, c  s  aHGNC:750MUC1-C ( -t  s  b  e -i  f  a  i  i  i  GshRNA, GS  l  m  c  d  tHuman MDA-MB-4  B -2  cMUC1 :+: S  X -, S  X - :  G  G  :-: FValidated
SLC3A2 Solute carr  f  3 m  2HGNC:110Required f  i  v  c  s  b  o  i  r  i  p  c  f  fCell surviva  tMice Mouse ES-d  fSLC3A2 :+  S  X -, S  X - :-: FValidated
MT1G Metallothio  1HGNC:739A negative r  o  f  i  H  c  K  o  M -1  b  R  i  i  g  d  a  l  p  w  c  t  s -i  fRNA interf  c  v  a  c  f  a  w  b  q -P  g  a  l  p  aHuman, mHCC cells (  H  a  H  c  n  mMT1G :-: FValidated
NFE2L2 Nuclear fac  e  2 l  2HGNC:778Required f  s -i  e  o  M -1  w  i  a f  sshRNA, qR -P  w  bHuman Huh7 and/  H  cNFE2L2 :+  M  M  :-: FDeduced
SLC40A1 Solute carr  f  4  m  1HGNC:109Involved in s  a  l -i  f  c  d  I  e  i  d  a  t  w  s  a  o  i  c  w  l  O  F  r  i  d  R  a  c  d  w  k  o  F  i  c  d  a  s  a  l  tWestern b  d  q  s  g  t  c  d  tHuman MDA MB 2  a  S  cSLC40A1 :-: L  R  L  R  :  FValidated
SLC7A11 Solute carr  f  7 m  1HGNC:110Knockdow  i  c  dsiRNA, wes  b  c  d  tHuman MDA MB 2  cSLC7A11 :+  G  G  :-: FValidated
GPX4 Glutathion  p  4HGNC:455Knockdow  i  c  dsiRNA, wes  b  c  d  tHuman MDA MB 2  a  S  cGPX4 :-: FeValidated
SLC7A11 Solute carr  f  7 m  1HGNC:110Inhibition i  f  S  o  t  S  g  i  t  c  s  o  r  H  cCell viabilit  w  b  s  o  s  g  a  R  p  mHuman, mAMC-HN3  -H  a  -H  h  a  n  c  c  B  m  n  mSLC7A11 :-: FValidated



CISD1 CDGSH iro  s  d  1HGNC:308Genetic inh  o  C  c  t  e -i  f  S  o  t  i  s  c  o  C  i  fCytotoxicit  a  w  b  q-P  RHuman HepG2 and H  cCISD1 :-: M  l  R  M  l  R  :  FValidated
SLC7A11 Solute carr  f  7 m  1HGNC:110Elevated le  o  e  a  r  t  e -i  f  R  o  S  e  b  p  s  c  t  u  e -i  fWestern b  c  d  a  qHuman H1299 cellSLC7A11 :-: FValidated
FANCD2 FA comple  g  DHGNC:358Inhibits era -i  f  P  a n  r  i  t  n  r  o  fCell viabilit  a  Q-P  w  b  i  a  l  p  a  g  aMice Bone marr  s  cFANCD2 :-: FValidated
GPX4 Glutathion  p  4HGNC:455Protects lip  p  C  d  i  b  G  a  i  i  i  fRT-PCR, w  b  c  a  c  p  a  sHuman Umbilical v  e  cGPX4 :-: LD  L  :  FValidated
NFE2L2 Nuclear fac  e  2 l  2HGNC:778Nrf2 activa  c  t  t  r  o  H  t  a -i  f  N  i  s  h  a  n  c  c  t  a -i  fCell viabilit  a  R  g  t  w  bMice Head and n  c  c  ( –1  n  mNFE2L2 :-: FValidated
FTMT Ferritin mitHGNC:173Overexpre  s  i  e -i  fCell viabilit  a  w  bMice, fly SH-SY5Y c  d  m  W  e -G  a  U -FFTMT :-: La  i  p  L  i  p  :  FValidated
HSPA5 Heat shock p  f  A (  m  5HGNC:523Negatively r  f  S  o  H  e  i  e -i  d  O  H  i  e -i  f  c  dCell viabilit  a  w  b  s  g  tHuman, mPancreatic d  a  c  l  (  C  M  n  m  B  mHSPA5 :+: G  G  :-: L  R  L  R  :  FValidated
ATF4 Activating t  f  4HGNC:786Inhibition o  A  e  i  e -i  c  d  A  r  i  t  i  o  H  w  i  t  p  a  G  p  d  a  s  fCCK8 cell v  a  c  c  s  a  w  b  q-P  RHuman Pancreatic d  a  c  (  P  C  M  a  PATF4 :+: H  H  :  G  G  :-: L  R  L  R  :  FValidated
SLC7A11 Solute carr  f  7 m  1HGNC:110Slc7a11 de  i  s  t  i  o -i  fCell viabilit  R  R -PMice Mice, hepa  b  m –d  mSLC7A11 :-: FValidated
GPX4 Glutathion  p  4HGNC:455Ferroptosis d  n  i  G  mRT-qPCR, b  t  w  bMice Forebrain n  o  G  m  a  G  mGPX4 :-: FeValidated
GPX4 Glutathion  p  4HGNC:455Downregu  c  i  s  t  f  f  c  dImmunobl  c  vHuman Human ma  e  cGPX4 :-: Li  R  L  R  :  FValidated
HMOX1 Heme oxyg  1HGNC:501Demonsra  a  r  H -1 d  p  e -i  fRT-PCR, w  b  c  v  sMice Renal prox  t  cHMOX1 :-: FValidated
ATF4 Activating t  f  4HGNC:786ATF4 expre  i  a  c  d  r  A  k  r  c  s  f  fsiRNA, cell t  c  v  a  R -P  iHuman U87 and U  g  cATF4 :+: xC  x  :-: L  R  L  R  :  FValidated
NFE2L2 Nuclear fac  e  2 l  2HGNC:778Nrf2 over e  p  r  t  fCell growth aHuman, raF98, U87 g  cNFE2L2 :+  x  x  :-: L  R  L  R  :  FValidated
TP53 Tumor pro  pHGNC:119Inhibits fer  i  h  c  c  (  c  L  o  T  r  e  s  I  c  d  i  b  e  i  h  C  cRNAi, live-c  i  c  v  q  w  bHuman, mHCT116, a  n  mTP53 :+: N  D  N  D  :  S  S  :-: FValidated
SLC7A11 Solute carr  f  7 m  1HGNC:110Knockdow  s  c  t  eshRNA, cel  vHuman HCT116 SLC7A11 :-: FValidated
HELLS Helicase, ly  sHGNC:486LSH inhibit  f  b  d  t  i  l  o  i  a  l  RPlate-colo  f  a  m  o  t  R  L  R  a  i  iHuman, mLung cance  H  a  P  c  S  MHELLS :+: G  H  :  S  H  :  F  G  :-: F  S  :-: F  F  :-: FValidated
SCD Stearoyl-C  dHGNC:105Depletion o  t  S  a  F  m  g  i  fshRNA, RT-q  M  a  t  i  d  l  R  dHuman A549 canc  cSCD :-: FerValidated
FADS2 Fatty acid d  2HGNC:357Depletion o  t  S  a  F  m  g  i  fshRNA, RT-q  M  a  t  i  d  l  R  dHuman A549 canc  cFADS2 :-: FValidated
SRC SRC proto-o  n -r  t  kHGNC:112Src-STAT3 a  r  t  c  u  t  u  t  f  S  i  d  c  v  s  a  t  l  o  v  w  r  b  f  iImmunobl  R  q  w  b  c  vHuman MCF-10A a  S -1  cSRC :+: ST  S  :-: A  A  :  FValidated
STAT3 Signal tran  a  a  o  t  3HGNC:113Src-STAT3 a  r  t  c  u  t  u  t  fImmunobl  R  q  w  b  c  vHuman MCF-10A a  S -1  cSTAT3 :-: A  A  :  FValidated
NFE2L2 Nuclear fac  e  2 l  2HGNC:778ARF-media  f  w  l  a  b  c -e  o  NGene trans  c  d  qHuman, mH1299, Sao  U  c  n  mNFE2L2 :+  S  S  :-: FValidated
PML Promyeloc  lHGNC:911PML expre  t  c  h  r  t  fCell death aHuman IMR90 cellPML :-: FerValidated
MTOR Mechanist  t  o  r  kHGNC:394Necessary a  s  t  p  c  c  a  f  c  d  m  o  s  f  c  d  w  m  d  e  c  dCell viabilit  a  R  p  a  w  bMice Cardiomyo  c  C  mMTOR :-: FValidated
NFS1 NFS1 cyste  dHGNC:159Suppressio  o  N  c  w  i  o  c  t  t  t  f  i  v  a  s  t  g  S  o  N  p  c  c  t  fRNAi, cell v  a  cHuman MDA-MB-2  c  N  S  mNFS1 :-: TF  T  :  FValidated
TP63 Tumor pro  pHGNC:159Delta Np63 a  c  i  f  i  o  p  O  p  c  f  f -i  asiRNA, cell d  qHuman ME-180 ceTP63 :-: FeValidated
SLC7A11 Solute carr  f  7 m  1HGNC:110Overexper  o  S  a  B -i  c  v  b  fCell viabilit  a  q -P  s  g  o  w  bHuman MDA-MB-2   M -M -4  D -0SLC7A11 :-: FValidated
TP53 Tumor pro  pHGNC:119p53 stabiliz  s  f  p  s  m  s -i  fImmunobl  c  d  q  t -l  iHuman HT-1080 cTP53 :+: C  C  :  G  G  :-: L  R  L  R  :  FValidated
CDKN1A Cyclin dep  k  i  1HGNC:178Required t  t  s  fCRISPR, sh  i  c -c  p  c  d  qHuman HT-1080 cCDKN1A :+  G  G  :-: L  R  L  R  :  FValidated
MIR137 microRNA 1HGNC:315Suppresse  f  b  i  v  a  i  vImmunobl  l  r  a  q -P  c  v  a  c  f  a  m  a  i  a  f  c  s  x  m  mHuman, mMelanoma c  l  A  a  G-3  C  mMIR137 :-: S  S  :  G  G  :  L  R  L  R  :  FValidated
SLC40A1 Solute carr  f  4  m  1HGNC:109Overexpre  o  F  i  fCell viabilit  a  l  R  m  R -q  w  bMice TM4 Serto  cSLC40A1 :-: L  R  L  R  :  FValidated
GPX4 Glutathion  p  4HGNC:455Activation b  fCell viabilit  a  l  R  m  R -q  w  bMice TM4 Serto  cGPX4 :-: Li  R  L  R  :  FValidated
GPX4 Glutathion  p  4HGNC:455GPX4-ove  c  w  r  t  r  o  s -i  c  d  C  G -k  c  w  s  t  r  o  s -i  c  dImmunohi  q -P  t  s  f  c  c  v  aHuman LCL-K cell GPX4 :-: 8-O  8-O  :  FDeduced
ENPP2 Ectonucleo  p  2HGNC:335Overexpre  m  p  m  a  p  a  s  i  e -i  fCell viabilit  a  q -P  w  b  R  m  ERat H9c2 cells ENPP2 :-: FValidated
VDAC2 Voltage de  a  c  2HGNC:126Overexpre  c  p  p  c  f  fWestern b  c  v  aHuman HT1080 ceVDAC2 :-: FValidated
FH Fumarate hHGNC:370FH inactiva  ( -/- ) p  s  l  w  i  o  f  F -/- s  c  t  m  f  iCRISPR/Ca  s  c  v  a  i  q  Human UOK262, H  H  A  cFH :+: GPX  G  :-: FValidated
CISD2 CDGSH iro  s  d  2HGNC:242Overexpre  c  r  t  f  I  b  r  t  f  c  dCell viabilit  a  d  a  G  a  R  l  a  l  p  a  R  g  t  iHuman Head and n  c  cCISD2 :-: L  R  L  R  :  FValidated
SLC40A1 Solute carr  f  4  m  1HGNC:109A negative r  o  f  b  r  i  i  c  K  a  e -i  fCell viabilit  q -P  w  b  sHuman SH-SY5Y cSLC40A1 :-: L  R  L  R  :  FValidated
MIR9-1 microRNA 9-1HGNC:316Overexpre  o  m -9 s  G  w  s  r  f  S  o  m -9 i  t  s  o  m  c  t  f  iImmunobl  l  r  a  q  c  v  a  M  a  i  a  g  aHuman A375 and G-3  cMIR9 :-: G  G  :  a  K  a  K  :  L  R  L  R  :  FValidated
MIR9-2 microRNA 9-2HGNC:316Overexpre  o  m -9 s  G  w  s  r  f  S  o  m -9 i  t  s  o  m  c  t  f  iImmunobl  l  r  a  q  c  v  a  M  a  i  a  g  aHuman A375 and G-3  cMIR9 :-: G  G  :  a  K  a  K  :  L  R  L  R  :  FValidated
MIR9-3 microRNA 9-3HGNC:316Overexpre  o  m -9 s  G  w  s  r  f  S  o  m -9 i  t  s  o  m  c  t  f  iImmunobl  l  r  a  q  c  v  a  M  a  i  a  g  aHuman A375 and G-3  cMIR9 :-: G  G  :  a  K  a  K  :  L  R  L  R  :  FValidated
CBS Cystathion  b -sHGNC:155Inhibition t  f  i  h  cCell viabilit  w  b  L -M  f  c  x  mHuman, mHepG2 cel  f  I  mCBS :-: FerValidated
NFE2L2 Nuclear fac  e  2 l  2HGNC:778Associated w  r  t  f  I  o  N  s  c  t  fCell viabilit  a  c  d  a  R  p  m  R  g  t  iHuman, mHNC cell li  ( -H –1  S  l  ( -1  -1  a  -1  a  B  m  n  mNFE2L2 :+  F  F  :-: F  N  :  F  F  :-: F  N  :  H -1  H -1 :-: FValidated



SQSTM1 Sequestoso  1HGNC:112Inhibition o  t  p  g  s  r  c  v  a  i  c  l  R  l  i  H  c  t  w  r  b  t  w  f -1  a f  isiRNA, qPR  f  m  a  f  c  R  p  mHuman HN3 cells SQSTM1 :+  N  N  :  F  F  :-: F  N  :  F  F  :-: F  N  :  H -1  H -1 :-: FValidated
GPX4 Glutathion  p  4HGNC:455Overexpre  G  r  i  d  c  d  a  R  t  M  t  e  w  a  t  b  r  b  o  o  GCell viabilit  c  d  R  d  w  bHuman HCT116, L  a  H  C  cGPX4 :-: FeValidated
ISCU Iron-sulfur c  a  eHGNC:298Over expre  s  a  D  i  fCell viabilit  c  c  R  d  w  b  i  e  e  l  tHuman HL60, KG1  T -1 cISCU :+: G  G  :-: FValidated
FTH1 Ferritin hea  c  1HGNC:397FTH recon  c  e  t  r  l  p  c  a  r  t  D -i  fCell viabilit  c  c  R  d  w  b  i  e  e  l  tHuman HL60, KG1  T -1 cFTH1 :-: Li  R  L  R  :  FValidated
ACSL3 Acyl-CoA s  l  c  f  m  3HGNC:357Required f  e  m  f  a  t  p  c  a  f  N  c  w  f  sDead cell c  g  k  c  i  t -l  c  B  4  i  C  R -q  w  bHuman HEK293, H -1  cACSL3 :-: FValidated
OTUB1 OTU deub  u  a  b  1HGNC:230Inactivatio  p  f  b  d -r  S  l  O  i  c  f  t  gCRISPR/Ca  R  c  d  w  b  q -PHuman, mH1299, SK-N-B  T  U -U -3  S  c  n  mOTUB1 :+: S  S  :-: FValidated
CD44 CD44 mole  (  b  gHGNC:168Knockdow  s  c  t  fWestern b  s  c  dHuman H1299 cellCD44 :+: S  S  :-: FValidated
LINC00336Long interg  n -p  c  R  3HGNC:338Overexpre  i  f  K  p  fqRT-PCR, M  a  c -f  a  l  R  a  i  a  iHuman A549 and S -A-1 c(LINC0033  :-: FValidated
STAT3 Signal tran  a  a  o  t  3HGNC:113Upregulate  i  f  r  c  I  i  fCell viabilit  t  R  a  l  p  m  M  m  w  bHuman Osteosarco  c  M  a  S -2STAT3 :-: FValidated
BRD4 Bromodom  c  4HGNC:135Inhibition i  fCell prolife  a  m  a  i  a  R -P  w  b  i  i  aHuman MDA-MB-2  H  H  A  a  M -1  c  f  a  B  n  mBRD4 :-: Fe  F  :  L  R  L  R  :  FValidated
PRDX6 Peroxiredo  6HGNC:167A negative r  o  f  c  dWestern b  f  c  S  a  g  t  s  L  qHuman H1299 cellPRDX6 :-: L  R  L  R  :  FValidated
MIR17 microRNA 1HGNC:315Protects en  H  c  f  e -i  f  O  s  r  e -i  g  i  a  R  g  o  H  cLentivirus t  C -8 a  D  s  a  R  s  a  R -q  w  bHuman HUVEC celMIR17 :-: A  A  :  A  A  :  L  R  A  :-: G  G  :-: L  R  L  R  :  FValidated
SCD Stearoyl-C  dHGNC:105Inhibition o  S  i  f  c  d  E  o  S  p  c  f  fCell viabilit  c  d  B  s  s  R -q  w  b  g  o  Human, mOVCAR-4, C  F -t c  m  o  x  mSCD :+: Co  C  :-: FValidated
SESN2 Sestrin 2 HGNC:207Has cytopr  e  a  f  I  c  e  S  e -i  c  d  R  f  a  g  d  w  a  c  i  c  t  t  i  c  cMTT assay  R -P  l  a  i  s  L  p  a  G  mHuman, mHepG2 and A -1  c  l  m  e  f  c  I  mSESN2 :-: L  R  L  R  :  FValidated
NF2 Neurofibro  2HGNC:777Genetic ina  o  N  r  c  c  m  s  t  f  M  c  d -d  i  o  fCell death, c  v  l  p  i  C  C  a  q -PHuman, mMouse em  f  N  c  h  e  t  c  h  m  c  x  mNF2 :-: YA  Y  :  FValidated
ARNTL Aryl hydro  r  n  t  lHGNC:701Degration o  t  p  i  c  f  f  B  A  d  d  f  t  c  dCytotoxicit  a  w  b  i  R  i  g  t  q  M  aHuman, mCalu-1, TH  H  a  H -6  c  a  n  mARNTL :-: E  E  :-: H  H   :-: L  R  L  R  :  FValidated
HIF1A Hypoxia in  f  1 s  aHGNC:491Destabilizin  H  f  f  t  c  dCytotoxicit  a  w  b  i  R  i  g  t  q  M  aHuman, mCalu-1, TH  H  a  H -6  c  a  n  mHIF1A  :-: L  R  L  R  :  FValidated
JUN Jun proto-o  A -1 t  f  sHGNC:620O-GlcNAc  c-J  r  a  o  f  t  fImmunoflu  w  b  i  c  v  c  f  q  l  p  a  i  aHuman, mBel-7402, S -7  c  a  n  mJUN :+: GS  G  :-: F  J  :  P  P  :-: F  J  :  C  C  :-: FDeduced
CA9 Carbonic a  9HGNC:138Inhibition i  fqRT-PCR, w  b  c  v  a  s  R  dHuman Mesothelio  c  l  A -M -1  N -H  a  N -H  m  c  l  M -5CA9 :-: FerValidated
HSPA5 Heat shock p  f  A (  m  5HGNC:523Knockdow  o  G  e  a -i  f  o  p  c  cFluorescen  s  C  W  b  s  q -PHuman, mPancreatic c  c  A -1 a  P  B  n  mGRP78 :-: L  R  L  R  :  FValidated
TMBIM4 Transmem  B  i  m  c  4HGNC:242Protects ag  f  i  H  c  I  i  f  c  dCell viabilit  a  c  s  a  i  w  b  R  g  t  q -P  l  p  aHuman, mHep G2, H -7  S -7  a  P  c  n  mS1R :-: FerValidated
HSPA5 Heat shock p  f  A (  m  5HGNC:523Serves as a n  r  o  D -i  fCell viabilit  c  f  c  d  l  R  a  G  d  s  w  b  R -P  x  t  mHuman, mGlioma cel  l  U  a  U  m  h  n  c  l  H  a  n  B  mHSPA5 :+: G  G  :-: FPredicted
PLIN2 Perilipin 2 HGNC:248An indispe  g  a  p  i  t  s  o  f  c  b  a  l  i  g  cCell prolife  a  c  a  c  s  a  x  t  R -s  R ‑q  R  aHuman, mSGC7901 a  M  c  n  mPLIN2 :-: FScreened
MIR212 microRNA 2HGNC:315Overexpre  o  m -2 -5  a  f  w  d  o  m -2 -5  p  f  c  dControlled c  i  m  i  a  M  a  R -P  w  b  c  dMice HT22 and N -2  c  C  J m(miR-212-5  :-: FValidated
Fer1HCH Ferritin 1 H  C  H_NA_ Reduced h  c  l  c  s  m  d  a  fRT-qPCR, i  E  s  T  sDrosophilaFly Fer1HCH :-: R  R  :  FPredicted
AIFM2 Apoptosis i  f  m  a  2HGNC:214A glutathio -i  f  s  P  t  o  F  s  s  w  G  i  t  t  fExpression c  c  d  c  v  L  a  w  b  L -M  N  c  aHuman, mMCF-7, HT  P  cFPS1 :+: Co  C  :-: L  R  L  R  :  FValidated
AIFM2 Apoptosis i  f  m  a  2HGNC:214A potent fe -r  f  P  c  w  f  rSynthetic l  C -C  s  c  d  w  b  l  d  f  g  m  t  x  g  C  mHuman, mU-2 OS ce  l  N -H  N -H  N -H  a  N  c  C  S  mFPS1 :+: Co  C  :-: L  R  L  R  :  FValidated
LAMP2 Lysosomal a  m  p  2HGNC:650Knockdow  p  fCell viabilit  w  b  R  i  g  a  l  p  aHuman ARPE-19, h  cLAMP2 :+: C  C  :  G  G  :-: L  R  L  R  :  FValidated
ZFP36 ZFP36 ring f  pHGNC:128ZFP36 plas  i  F  p -i  H  f  O  o  Z  i  e - o  s -i  fCell viabilit  l  p  i  G  a  R  a  w  b  R -P  R -sHuman, mHepatic ste  c  C  mZFP36 :-: A  A  :  FValidated
GPX4 Glutathion  p  4HGNC:455Depletion o  i  r  i  c  d  b  fQuantitativ  p  a  s  R -s  a  q -P  c  v  l  p  a  G  m  w  bHuman, m  rH9c2 and C  c  r  v  m  C  mGPX4 :-: Li  R  L  R  :  FValidated
PROM2 Prominin 2HGNC:206Induced by f  s  a  p  r  t  f  c  d  F  f  r  i  m  e  a  b  c  cRNA-seq, w  b  q  s  c  c  c  d  i  aHuman MCF10A, H  a  M -M -2  cProminin2 :  F -c  M  F -c  M  :-: FValidated
CHMP5 Charged m  b  p  5HGNC:269Ferroptosis a  i  E -I  s  (  C  a  C  K  o  C  o  C  s  h  c  c  t  fRNAi, west  b  i  m  a  c  aHuman, mPANC1 an  H  c  a  n  o  B  mCHMP5 :-: FValidated
CHMP6 Charged m  b  p  6HGNC:256Ferroptosis a  i  E -I  s  (  C  a  C  K  o  C  o  C  s  h  c  c  t  fRNAi, west  b  i  m  a  c  aHuman, mPANC1 an  H  c  a  n  o  B  mCHMP6 :-: FValidated
AKR1C1 Aldo-keto r  f  1 m  CHGNC:384Inhibition c  r  r  m  c  t  f  eRNAi, cell t  w  b  q -P  c  v  l  p  eHuman MeWo, A2  S -M  5  S -M  2  C  C -1  a  A  cAKR1C1 :-: L  R  L  R  :  FValidated
AKR1C2 Aldo-keto r  f  1 m  CHGNC:385Inhibition c  r  r  m  c  t  f  eRNAi, cell t  w  b  q -P  c  v  l  p  eHuman MeWo, A2  S -M  5  S -M  2  C  C -1  a  A  cAKR1C2 :-: L  R  L  R  :  FValidated
AKR1C3 Aldo-keto r  f  1 m  CHGNC:386Inhibition c  r  r  m  c  t  f  eRNAi, cell t  w  b  q -P  c  v  l  p  eHuman MeWo, A2  S -M  5  S -M  2  C  C -1  a  A  cAKR1C3 :-: L  R  L  R  :  FValidated
CBS Cystathion  b -sHGNC:155Knockdow  i  e -r  c  c  f  c  d  w  o  c  f  rRNAi, cell v  R  a  G  g  r  a  c  u  a  w  b  q -PHuman SKOV3 and O  cCBS :+: Cy  C  :  C  C  :  G  G  :-: L  R  L  R  :  FValidated
NFE2L2 Nuclear fac  e  2 l  2HGNC:778Genetically r  o  N  e  f  sRNAi, cell v  R  a  G  g  r  a  c  u  a  w  b  q -PHuman SKOV3 and O  cNFE2L2 :+  C  :  C  C  :  C  C  :  G  G  :-: L  R  L  R  :  FValidated
CAV1 Caveolin 1HGNC:152Cav-1 defi  a  f  S  h  R  o  C -1 p  f  w  w  a  b  C -1 o  Immunoflu  w  b  R  dHuman, mLO2 cells, m  mCAV-1 :+: x  x  :  G  G  :-: F  C -1 :-: R  R  :  FValidated
GCH1 GTP cycloh  1HGNC:419Gch1 over  a  i  d  m  B  r  f  f  I  o  G  a  c  s  r  c  c  t  f  iCRISPR act  s  q -P  c  v  c  c  w  bHuman HT-1080,7 -O  A-4  C -1  A  D  M -7 cGCH1 :+: P  P  :-: F  G  :  C  C  :-: L  R  L  R  :  FValidated



Table S1:Ferroptosis-related genes were identified from FerDb(http://www.zhounan.org/ferrdb/)

Caution Protein enUniProtKB PMID Remark
_NA_ 60S riboso  p  LP62917 (RL22632970 _NA_
_NA_ Iron-respo  e -b  p  2P48200 (IR22632970 _NA_
_NA_ ATP syntha  F  c  s  CP48201 (A22632970 ATP5G3 in article
_NA_ Citrate synO75390 (C22632970 _NA_
_NA_ ER membr  p  c  s  2Q15006 (E22632970 TTC35 in article
_NA_ Medium-c  a -C  l  AQ96CM8 (22632970 _NA_
The presen  i  s  i  n  s  t  c  i  r  i  fNADPH ox  1Q9Y5S8 (N22632970 _NA_
The presen  i  s  i  n  s  t  c  i  r  i  fCytochrom  b-2  h  cP04839 (C 22632970 NOX2 in article
The presen  i  s  i  n  s  t  c  i  r  i  fNADPH ox  3Q9HBY0 (N22632970 _NA_
The presen  i  s  i  n  s  t  c  i  r  i  fNADPH ox  4Q9NPH5 (N22632970 _NA_
The presen  i  s  i  n  s  t  c  i  r  i  fNADPH ox  5Q96PH1 (N22632970 _NA_
The presen  i  s  i  n  s  t  c  i  r  i  fDual oxida  1Q9NRD9 ( 22632970 _NA_
The presen  i  s  i  n  s  t  c  i  r  i  fDual oxida  2Q9NRD8 ( 22632970 _NA_
_NA_ Glucose-6-p  1-dP11413 (G22632970 _NA_
_NA_ 6-phospho  dP52209 (6P22632970 _NA_
_NA_ Voltage-d  a -s  c  p  2P45880 (VD22632970 _NA_
Also involv  i  n  a  aPhosphatid  4P42336 (PK24739485 PI3Kalpha in article
Also involv  i  n  a  aReceptor-t  t -p  k  FP36888 (FL24739485 _NA_
Transient e  O  t  m  w  i  pNon-speci  l -t  pP22307 (N25402683 _NA_
The acetyla -d  m  (  a  r  t  a  t  i  f  u  r  o  s  ( -i  sCellular tum  a  pP04637 (P525799988 _NA_
Author pre  b  o  g  fLong-chai -f -a --C  l  4O60488 (A25965523 _NA_
Author pre  b  o  g  fLysophosp  a  5Q6P1A2 (M25965523 _NA_
Inferred as a p  b  R  m  i  r  t  fGTPase NRP01111 (RA26157704 _NA_
Inferred as a p  b  R  m  i  r  t  fGTPase KRP01116 (RA26157704 _NA_
Inferred as a p  b  R  m  i  r  t  fGTPase HRP01112 (RA26157704 _NA_
_NA_ SerotransfeP02787 (TR26166707 Transferrin in article
_NA_ Transferrin r  p  1P02786 (TF26166707 Tfr in article
_NA_ Transferrin r  p  2Q9UP52 (T26166707 Tfr in article
_NA_ Sodium-co  n  a  a  t  1Q9H2H9 (S26166707 _NA_
_NA_ Neutral am  a  t  BQ15758 (A26166707 _NA_
_NA_ Glutamina  l  iQ9UI32 (G26166707 _NA_
_NA_ Aspartate aP17174 (A26166707 _NA_
_NA_ Cysteine--t  lP49589 (SY26184909 CARS in article
_NA_ Cellular tum  a  pP04637 (P526218928 p53 in article
_NA_ Arachidon  5-lP09917 (LO26235588 5-LOX in article
_NA_ Kelch-like E -a  p  1Q14145 (K26403645 _NA_
Other artic  (  2  2  s  i  a sHeme oxyg  1P09601 (H26405158 HO-1 in article
_NA_ Cellular tum  a  pP04637 (P526943586 p53 in article
_NA_ Cellular tum  a  pP04637 (P527034505 p53 in article
_NA_ Glutamina  l  iQ9UI32 (G27034505 _NA_
_NA_ Autophagy p  5Q9H1Y0 (A27245739 _NA_



_NA_ Ubiquitin-l  m -a  e  AO95352 (A27245739 _NA_
_NA_ Nuclear re  c  4Q13772 (N27245739 _NA_
_NA_ SerotransfeP02787 (TR27441659 Transferrin in article
_NA_ Arachidon  5-lP09917 (LO27506793 _NA_
_NA_ Arachidon  1 -lP18054 (LO27506793 _NA_
_NA_ Arachidon  1 -lO75342 (L27506793 _NA_
_NA_ Arachidon  1 -lP16050 (LO27506793 _NA_
_NA_ Arachidon  1 -l  BO15296 (L27506793 _NA_
_NA_ Hydropero  i  AQ9BYJ1 (LO27506793 _NA_
_NA_ Phosphory  b k  g  c  cP15735 (PH27506793 _NA_
_NA_ Transferrin r  p  1P02786 (TF27514700 _NA_
_NA_ Cytoplasm  a  hP21399 (A27514700 _NA_
_NA_ Iron-respo  e -b  p  2P48200 (IR27514700 _NA_
_NA_ Sodium-co  n  a  a  t  1Q9H2H9 (S27514700 _NA_
_NA_ Glutamina  l  iQ9UI32 (G27514700 _NA_
_NA_ _NA_ _NA_ 27514700 Not found in HGNC
_NA_ Serine/thre -p  k  UO75385 (U27514700 _NA_
_NA_ Ubiquitin-l -c  e  AQ9NT62 (A27514700 _NA_
_NA_ Cysteine p  AQ86TL0 (A27514700 _NA_
_NA_ Autophagy p  5Q9H1Y0 (A27514700 _NA_
_NA_ Beclin-1 Q14457 (B27514700 _NA_
_NA_ Microtubu -a  p  1  l  c  3Q9H492 (M27514700 _NA_
_NA_ Gamma-am  a  r -a  p -l  2P60520 (G27514700 _NA_
_NA_ Gamma-am  a  r -a  p -l  1Q9H0R8 (G27514700 _NA_
_NA_ Autophagy-r  p  1 -1Q676U5 (A27514700 _NA_
_NA_ WD repeat d  p -i  p  1Q5MNZ9 (27514700 _NA_
_NA_ WD repeat d  p -i  p  2Q9Y4P8 (W27514700 _NA_
_NA_ Sorting ne -4O95219 (S27514700 _NA_
_NA_ Autophagy-r  p  1O75143 (A27514700 _NA_
_NA_ Serine/thre -p  k  UQ8IYT8 (U 27514700 _NA_
_NA_ Nuclear re  c  4Q13772 (N27514700 _NA_
_NA_ Long-chai -f -a --C  l  4O60488 (A27565726 _NA_
_NA_ Cellular tum  a  pP04637 (P527705786 _NA_
Activated b  pDiamine ac  1P21673 (SA27698118 _NA_
_NA_ Arachidon  1 -lP16050 (LO27698118 _NA_
_NA_ Long-chai -f -a --C  l  4O60488 (A27842066 _NA_
_NA_ Lysophosp  a  5Q6P1A2 (M27842066 _NA_
_NA_ Arachidon  1 -lP16050 (LO27842066 15-LOX in article
_NA_ Long-chai -f -a --C  l  4O60488 (A27842070 _NA_
_NA_ Kelch-like E -a  p  1Q14145 (K28012440 _NA_
_NA_ Epidermal g  f  rP00533 (EG28297659 _NA_
_NA_ NADPH ox  4Q9NPH5 (N28297659 _NA_
_NA_ Mitogen-a  p  k  3P27361 (M28297659 ERK1 in article



_NA_ Mitogen-a  p  k  1P28482 (M28297659 ERK2 in article
_NA_ BH3-intera  d  d  aP55957 (BI28384611 _NA_
_NA_ Long-chai -f -a --C  l  4O60488 (A28551825 _NA_
_NA_ Zinc finger E-b -b  h  1P37275 (ZE28678785 _NA_
_NA_ Kelch-like E -a  p  1Q14145 (K28805788 _NA_
_NA_ Dipeptidyl p  4P27487 (D28813679 _NA_
_NA_ Arachidon  1 -lP16050 (LO28837253 _NA_
_NA_ Arachidon  1 -lP18054 (LO28837253 _NA_
_NA_ Cyclin-dep  k  i  2P42771 (C 28985506 ARF in article
_NA_ Phosphatid -b  p  1P30086 (PE29053969 _NA_
_NA_ Suppresso  o  c  s  1O15524 (S29081404 _NA_
_NA_ Cysteine d  t  1Q16878 (C29144989 _NA_
_NA_ Transcripti  a  MP10242 (M29144989 C-Myb in article
_NA_ Heme oxyg  1P09601 (H29274359 HO-1 in article
_NA_ Mitogen-a  p  k  8P45983 (M29330409 JNK1 in article
_NA_ Mitogen-a  p  k  9P45984 (M29330409 JNK2 in article
_NA_ Mitogen-a  p  k  1P28482 (M29330409 ERK2 in article
_NA_ Mitogen-a  p  k  3P27361 (M29330409 ERK1 in article
_NA_ Neutral am  a  t  BQ15758 (A29348676 _NA_
_NA_ Glutathion -s  g -g  1Q9BUX1 (C29383104 _NA_
_NA_ Mitogen-a  p  k  1Q16539 (M29436589 p38 MAPK in article
Also trigge  aPutative un  p  e  b  LQ9H8W2 (29588351 P53RRA in article
_NA_ NADPH ox  4Q9NPH5 (N29702192 _NA_
_NA_ Aspartate aP17174 (A30035324 _NA_
_NA_ Beclin-1 Q14457 (B30057310 _NA_
_NA_ 5'-AMP-ac  p  k  c  s  a -2P54646 (A30057310 PRKAA in article
_NA_ 5'-AMP-ac  p  k  c  s  a -1Q13131 (A30057310 AMPK alpha in article
_NA_ ELAV-like p  1Q15717 (E30081711 _NA_
_NA_ Ubiquitin c -t  h  BQ92560 (B30202049 _NA_
_NA_ Cellular tum  a  pP04637 (P530321484 P53 in article
_NA_ Multidrug r -a  p  1P33527 (M30726737 MRP1 in article
_NA_ Long-chai -f -a --C  l  4O60488 (A30737476 _NA_
_NA_ _NA_ _NA_ 30787392 _NA_
_NA_ Activin rec  t -1P36896 (A30804470 ALK4 in article
_NA_ TGF-beta r  t -1P36897 (TG30804470 ALK5 in article
_NA_ Ubiquitin c -t  h  BQ92560 (B30907299 _NA_
_NA_ Endothelia  P  d -c  p  1Q99814 (E30962421 HIF-2alpha in article
_NA_ Hypoxia-in  l  d -a  pQ9Y5L2 (H30962421 _NA_
_NA_ Hypoxia-in  f  1-aQ16665 (H30962421 HIF-1alpha in article
_NA_ Arachidon  1 -lP18054 (LO30962574 _NA_
_NA_ Long-chai -f -a --C  l  4O60488 (A30962574 _NA_
_NA_ Heme oxyg  1P09601 (H31036877 _NA_
_NA_ Interferon gP01579 (IF31043744 IFNgamma in article



_NA_ Anoctamin-6Q4KMQ2 (31060306 _NA_
_NA_ Phosphatid  p  LQ14693 (L31061954 _NA_
_NA_ High mobi  g  p  BP09429 (H31105999 _NA_
_NA_ Tumor nec  f  a -i  p  3P21580 (TN31160087 Zinc lipoprotein A20 in article
_NA_ Toll-like re  4O00206 (T31196626 _NA_
_NA_ NADPH ox  4Q9NPH5 (N31196626 _NA_
_NA_ Cyclic AMP-d  t  f  A -3P18847 (A31273299 _NA_
_NA_ Serine-pro  k  AQ13315 (A31320750 _NA_
_NA_ YY1-assoc  p  1Q9H869 (Y31341276 YAP in article
_NA_ Egl nine ho  2Q96KS0 (E31355331 _NA_
_NA_ Inositol oxQ9UGB7 (M31437128 _NA_
_NA_ Tafazzin Q16635 (T31484063 _NA_
_NA_ Protein LYRQ86UE4 (L31527591 _NA_
_NA_ Isocitrate d  [  cO75874 (ID31591388 _NA_
_NA_ NAD-depe  p  d  s -1Q96EB6 (S31610175 _NA_
_NA_ Tafazzin Q16635 (T31641008 _NA_
_NA_ Beclin-1 Q14457 (B31650158 Beclin1 in article
_NA_ F-box/WD r -c  p  7Q969H0 (F31679460 _NA_
_NA_ Pannexin-1Q96RD7 (P31694915 _NA_
_NA_ DnaJ homo  s  B m  6O75190 (D31701262 _NA_
_NA_ Transcripti  r  p  BO14867 (B31740582 _NA_
_NA_ Long-chai -f -a --C  l  4O60488 (A31789401 _NA_
_NA_ Lon protea  h  mP36776 (LO31822343 _NA_
Prostaglan  G  s  2P35354 (PG24439385 May promote ferroptosis.
Dual speci  p  p  1P28562 (D24439385 May promote ferroptosis.
Nitric oxide sP35228 (N24439385 May promote ferroptosis.
Neutrophil c  f  2P19878 (N24439385 May promote ferroptosis.
Metallothio -3P25713 (M24439385 May promote ferroptosis.
Polyubiqui -CP0CG48 (U24439385 May promote ferroptosis.
Serum albuP02768 (A24439385 May promote ferroptosis.
Thioredoxi  r  1Q16881 (T24439385 May promote ferroptosis.
Sulfiredoxi -1Q9BYN0 (S24439385 May promote ferroptosis.
Glutathion  p  2P18283 (G24439385 May promote ferroptosis.
BCL2/aden  E  1  k  p -i  p  3Q12983 (B24439385 May promote ferroptosis.
Serine/thre -p  k  OO95747 (O24439385 May promote ferroptosis.
Selenoprot  SQ9BQE4 (S24439385 SELS in article. May promote ferroptosis.
Angiopoie -r  p  7O43827 (A24439385 May promote ferroptosis.
Glutathion -s  g -g  1Q9BUX1 (C24844246 _NA_
Cystine/glu  tQ9UPY5 (X24844246 May inhibit ferroptosis.
DNA dama -i  t  4 pQ9NX09 (D24844246 May promote ferroptosis.
_NA_ _NA_ 24844246 Not found in HGNC. May promote ferroptosis.
Asparagine s  [ -hP08243 (A24844246 May promote ferroptosis.
TSC22 dom  f  p  3Q99576 (T24844246 May promote ferroptosis.



DDIT3 ups  o  r  f  pP0DPQ6 (D24844246 May promote ferroptosis.
Jun dimeri  p  2Q8WYK2 (24844246 May promote ferroptosis.
Sestrin-2 P58004 (SE24844246 May promote ferroptosis.
Neutral am  a  t  AP43007 (SA24844246 May promote ferroptosis.
Phosphoen  c  [Q16822 (P24844246 May promote ferroptosis.
Thioredoxi -i  pQ9H3M7 (24844246 May promote ferroptosis.
Very low-d  l  rP98155 (VL24844246 May promote ferroptosis.
Alanine am  2Q8TD30 (A24844246 May promote ferroptosis.
Phosphose  aQ9Y617 (S24844246 May promote ferroptosis.
Leucine ric  a  p  1-lQ8IV03 (LU24844246 C9ORF150 in article. May promote ferroptosis.
Large neut  a  a  t  s  s  1Q01650 (L24844246 May promote ferroptosis.
Homocyste -r  e  r -r  u -l  d  m  1 pQ15011 (H24844246 May promote ferroptosis.
X-box-bin  p  1P17861 (XB24844246 May promote ferroptosis.
Cyclic AMP-d  t  f  A -3P18847 (A24844246 May promote ferroptosis.
4F2 cell-su  a  h  cP08195 (4F24844246 May promote ferroptosis.
Cystathion  b -sP35520 (C 24844246 May promote ferroptosis.
Cyclic AMP-d  t  f  A -4P18848 (A24844246 May promote ferroptosis.
Zinc finger p  4Q96HQ0 (Z24844246 May promote ferroptosis.
Kelch-like p  2Q6TFL4 (K24844246 May promote ferroptosis.
Tribbles ho  3Q96RU7 (T24844246 May promote ferroptosis.
Zinc finger p  6  h  BQ9UJL9 (Z24844246 ZNF643 in article. May promote ferroptosis.
V-type pro  A  s  G 2O95670 (V24844246 May promote ferroptosis.
Vascular en  g  f  AP15692 (VE24844246 May promote ferroptosis.
Growth/dif  f  1Q99988 (G24844246 May promote ferroptosis.
Tubulin ep  cQ9UJT0 (T24844246 May promote ferroptosis.
Arrestin do -c  p  3Q96B67 (A24844246 May promote ferroptosis.
CCAAT/en -b  p  gP53567 (C 24844246 May promote ferroptosis.
_NA_ _NA_ 24844246 May inhibit ferroptosis.
Regulator o  G-p  s  4P49798 (RG24844246 May inhibit ferroptosis.
_NA_ _NA_ 24844246 MUTED-TXNDC5 in article. May inhibit ferroptosis.
_NA_ _NA_ 24844246 Not found in HGNC. May inhibit ferroptosis.
Eukaryotic t  i  f  2 s  1P05198 (IF24844246 eIF2alpha in article. May promote ferroptosis.
_NA_ _NA_ 25385600 Not found in HGNC. May promote ferroptosis.
Interleukin-6P05231 (IL25385600 IL-6 in article. May promote ferroptosis.
C-X-C mo  c  2P19875 (C 25385600 May promote ferroptosis.
Transcripti  f  pQ04206 (T25385600 p65 in article. May promote ferroptosis.
Estradiol 1 -b -d  1Q8NBQ5 (25965523 May promote ferroptosis.
1-acyl-sn-g -3-p  a  gQ9NRZ7 (P25965523 May promote ferroptosis.
Histone-ly  N-m  SQ9UPS6 (S25965523 May promote ferroptosis.
Heme oxyg  1P09601 (H26097885 HO-1 in article. May promote ferroptosis.
SerotransfeP02787 (TR26097885 May promote ferroptosis.
Ferritin ligh  cP02792 (FR26097885 May promote ferroptosis.
60S riboso  p  LP62917 (RL26097885 May promote ferroptosis.



ATP syntha  F  c  s  CP48201 (A26097885 ATP5G3 in article. May promote ferroptosis.
Transferrin r  p  1P02786 (TF26097885 May inhibit ferroptosis.
Transcripti  f  MO15525 (M26403645 May inhibit ferroptosis.
Interleukin-3O95760 (IL27352622 IL-33 in article. May promote ferroptosis.
Ferritin hea  cP02794 (FR27514700 _NA_
Solute carr  f  4  m  1Q9NP59 (S27773819 May promote ferroptosis.
SerotransfeP02787 (TR27773819 May promote ferroptosis.
Transferrin r  p  1P02786 (TF27773819 May promote ferroptosis.
Ferritin hea  cP02794 (FR27773819 May inhibit ferroptosis.
Phospholip  h  g  pP36969 (G27773819 May inhibit ferroptosis.
Hepcidin P81172 (H27773819 May inhibit ferroptosis.
Heat shock p  b -1P04792 (H27773819 May inhibit ferroptosis.
Nuclear fac  e  2-r  f  2Q16236 (N27773819 NRF2 in article. May inhibit ferroptosis.
Metallored  SQ658P3 (S27773819 May inhibit ferroptosis.
D(1B) dopa  rP21918 (D27793671 May promote ferroptosis.
Phospholip  h  g  pP36969 (G27793671 May inhibit ferroptosis.
D(4) dopam  rP21917 (D27793671 May inhibit ferroptosis.
Mitogen-a  p  k  k  k  5Q99683 (M28887319 ASK1 in article. May promote ferroptosis.
Mitogen-a  p  k  1Q16539 (M28887319 p38 in article. May promote ferroptosis.
Solute carr  f  2P11166 (G28900510 GLUT1 in article. May inhibit ferroptosis.
Solute carr  f  2P11169 (G28900510 GLUT3 in article. May inhibit ferroptosis.
Solute carr  f  2Q9UGQ3 (28900511 GLUT6 in article. May inhibit ferroptosis.
Solute carr  f  2Q9NY64 (G28900512 GLUT8 in article. May inhibit ferroptosis.
Solute carr  f  2Q8TD20 (G28900513 GLUT12 in article. May inhibit ferroptosis.
_NA_ _NA_ 28900514 Not found in HGNC. May inhibit ferroptosis.
Solute carr  f  2Q8TDB8 (G28900515 GLUT14 in article. May inhibit ferroptosis.
eIF-2-alph  k  GQ9P2K8 (E29383104 GCN2 in article. May promote ferroptosis.
Eukaryotic t  i  f  2 s  1P05198 (IF29383104 eIF2alpha in article. May promote ferroptosis.
Cyclic AMP-d  t  f  A -4P18848 (A29383104 May promote ferroptosis.
Arachidon  5-lP09917 (LO29632885 5-LOX in article
Arachidon  1 -lP18054 (LO29632885 p12-LOX in article
Arachidon  1 -lP16050 (LO29632885 15-LOX-1 in article
Arachidon  5-lP09917 (LO30294906 May promote ferroptosis.
Medium-c  a -C  l  AQ96CM8 (30539824 There is a corrigendum for this article. May promote ferroptosis.
Iron-respo  e -b  p  2P48200 (IR30539824 There is a corrigendum for this article. May promote ferroptosis.
Phospholip  h  g  pP36969 (G30539824 There is a corrigendum for this article.
High mobi  g  p  BP09429 (H30686534 May promote ferroptosis.
Heme oxyg  1P09601 (H30692261 May promote ferroptosis.
Nuclear fac  e  2-r  f  2Q16236 (N30692261 NRF2 in article.
ELAV-like p  1Q15717 (E30787392 May inhibit ferroptosis.
4F2 cell-su  a  h  cP08195 (4F31043744 May inhibit ferroptosis.
Cystine/glu  tQ9UPY5 (X31043744 May inhibit ferroptosis.
Transcripti  f  A -2 gQ92754 (A31056284 May inhibit ferroptosis.



Transcripti  f  SP08047 (SP31056284 May inhibit ferroptosis.
Hemoglob  s  aP69905 (H31108460 May promote ferroptosis.
Nicotinam  N-mP40261 (N31108460 May promote ferroptosis.
Perilipin-4Q96Q06 (P31108460 May promote ferroptosis.
Hypermeth  i  c  1 pQ14526 (H31108460 May promote ferroptosis.
Stathmin P16949 (ST31108460 May inhibit ferroptosis.
Ribonucleo -d  r  s  MP31350 (RI31108460 May inhibit ferroptosis.
Macrophag -c  pP40121 (C 31108460 May inhibit ferroptosis.
Hepatocyt  n  f  4-aP41235 (H31108460 May inhibit ferroptosis.
NeuroglobQ9NPG2 (N31405213 May inhibit ferroptosis.
14-3-3 pro  eP62258 (1431581313 14-3-3epsilon in article. May promote ferroptosis.
GA-bindin  p  s  b -1Q06547 (G31700067 May inhibit ferroptosis.
Aurora kin  AO14965 (A31740746 May inhibit ferroptosis.
_NA_ _NA_ 31740746 miR-4715-3p in article. May promote ferroptosis.
Receptor-i  s -p  k  1Q13546 (R31827280 May promote ferroptosis.
Peroxiredo -1Q06830 (P31901729 May promote ferroptosis.
_NA_ _NA_ 31926626 miR-30b-5p in article. May promote ferroptosis.
_NA_ Cystine/glu  tQ9UPY5 (X22632970 _NA_
_NA_ Phospholip  h  g  pP36969 (G24439385 _NA_
_NA_ Aldo-keto r  f  1 m  CQ04828 (A24844246 _NA_
_NA_ Aldo-keto r  f  1 m  CP52895 (A24844246 _NA_
_NA_ Aldo-keto r  f  1 m  CP42330 (A24844246 _NA_
_NA_ Phospholip  h  g  pP36969 (G25402683 _NA_
_NA_ Retinoblas -a  pP06400 (RB25444922 _NA_
_NA_ Heat shock p  b -1P04792 (H25728673 _NA_
_NA_ Heat shock f  p  1Q00613 (H25728673 _NA_
_NA_ Cystine/glu  tQ9UPY5 (X25799988 _NA_
_NA_ Phospholip  h  g  pP36969 (G25824823 _NA_
_NA_ Glutamate--c  l  c  sP48506 (G26166707 _NA_
_NA_ Cystine/glu  tQ9UPY5 (X26218928 _NA_
_NA_ Nuclear fac  e  2-r  f  2Q16236 (N26403645 NRF2 in article
_NA_ Sequestoso -1Q13501 (S26403645 p62 in article.
_NA_ NAD(P)H d  [  1P15559 (N26403645 _NA_
Article (PM  2  s  i  a dHeme oxyg  1P09601 (H26403645 HO1 in article
_NA_ Ferritin hea  cP02794 (FR26403645 _NA_
_NA_ Mucin-1 P15941 (M26930718 _NA_
_NA_ 4F2 cell-su  a  h  cP08195 (4F26945935 CD98hc in article
_NA_ Metallothio -1P13640 (M27015352 MT-1G in article
Its ability to i  M  w  v  b  i  r  i  f  n  vNuclear fac  e  2-r  f  2Q16236 (N27015352 NRF2 in article
_NA_ Solute carr  f  4  m  1Q9NP59 (S27441659 Ferroportin-1 (FPN) in article
_NA_ Cystine/glu  tQ9UPY5 (X27441659 _NA_
_NA_ Phospholip  h  g  pP36969 (G27441659 _NA_
_NA_ Cystine/glu  tQ9UPY5 (X27477897 _NA_



_NA_ CDGSH iro -s  d -c  p  1Q9NZ45 (C27510639 _NA_
_NA_ Cystine/glu  tQ9UPY5 (X27705786 _NA_
_NA_ Fanconi an  g  D  pQ9BXW9 (27773819 _NA_
_NA_ Phospholip  h  g  pP36969 (G27964880 _NA_
_NA_ Nuclear fac  e  2-r  f  2Q16236 (N28012440 NRF2 in article
_NA_ Ferritin Q8N4E7 (F28066232 _NA_
_NA_ Endoplasm  r  c  BP11021 (BI28130223 _NA_
_NA_ Cyclic AMP-d  t  f  A -4P18848 (A28130223 _NA_
_NA_ Cystine/glu  tQ9UPY5 (X28195347 _NA_
_NA_ Phospholip  h  g  pP36969 (G28212525 _NA_
_NA_ Phospholip  h  g  pP36969 (G28297659 _NA_
Article (PM  2  s  i  a dHeme oxyg  1P09601 (H28515173 HO-1 in article
_NA_ Cyclic AMP-d  t  f  A -4P18848 (A28553953 _NA_
_NA_ Nuclear fac  e  2-r  f  2Q16236 (N28805788 Nrf2 in article
Promotes f  v  a t -d  m  i  n -C  cCellular tum  a  pP04637 (P528813679 _NA_
_NA_ Cystine/glu  tQ9UPY5 (X28813679 _NA_
_NA_ Lymphoid-s  hQ9NRZ9 (H28900510 LSH in article
_NA_ Acyl-CoA dO00767 (A28900510 SCD1 in article
_NA_ Acyl-CoA 6-dO95864 (F28900510 _NA_
_NA_ Proto-onc  t -p  k  SP12931 (SR28972104 _NA_
_NA_ Signal tran  a  a  o  t  3P40763 (ST28972104 _NA_
_NA_ Nuclear fac  e  2-r  f  2Q16236 (N28985506 NRF2 in article
_NA_ Protein PMP29590 (PM29081404 _NA_
_NA_ Serine/thre -p  k  mP42345 (M29127238 _NA_
_NA_ Cysteine dQ9Y697 (N29168506 _NA_
_NA_ Tumor pro  6Q9H3D4 (P29212036 Delta Np63 alpha in article
_NA_ Cystine/glu  tQ9UPY5 (X29274359 _NA_
Found to p  f  b  o  sCellular tum  a  pP04637 (P529346757 p53 in article
_NA_ Cyclin-dep  k  i  1P38936 (C 29346757 Encoding p21
_NA_ _NA_ _NA_ 29348676 _NA_
_NA_ Solute carr  f  4  m  1Q9NP59 (S29436589 Fpn in article
_NA_ Phospholip  h  g  pP36969 (G29436589 _NA_
The author  d  n  d  w  t  R -i  c  d  i  r  t  f  o  nPhospholip  h  g  pP36969 (G29463878 _NA_
_NA_ Ectonucleo  p  f  m  2Q13822 (E29551679 _NA_
_NA_ Voltage-d  a -s  c  p  2P45880 (VD29569437 _NA_
_NA_ Fumarate hP07954 (FU29917289 _NA_
_NA_ CDGSH iro -s  d -c  p  2Q8N5K1 (C29928961 _NA_
_NA_ Solute carr  f  4  m  1Q9NP59 (S29949159 Ferroportin in article
_NA_ _NA_ _NA_ 30035324 miR-9 in article
_NA_ _NA_ _NA_ 30035324 miR-9 in article
_NA_ _NA_ _NA_ 30035324 miR-9 in article
_NA_ Cystathion  b -sP35520 (C 30258181 _NA_
_NA_ Nuclear fac  e  2-r  f  2Q16236 (N30339884 Nrf2 in article



Not test ce  d  o  c  vSequestoso -1Q13501 (S30339884 p62 in article.
_NA_ Phospholip  h  g  pP36969 (G30524291 _NA_
_NA_ Iron-sulfur c  a  e  IQ9H1K1 (I30557609 _NA_
_NA_ Ferritin hea  cP02794 (FR30557609 FTH in article
_NA_ Long-chai -f -a --C  l  3O95573 (A30686757 _NA_
_NA_ Ubiquitin t  OQ96FW1 (O30709928 _NA_
_NA_ CD44 antigP16070 (C 30709928 _NA_
_NA_ Putative un  p  e  b  LQ6ZUF6 (N30787392 _NA_
_NA_ Signal tran  a  a  o  t  3P40763 (ST30811078 _NA_
_NA_ Bromodom -c  p  4O60885 (B30988278 _NA_
_NA_ Peroxiredo -6P30041 (PR31036877 _NA_
_NA_ _NA_ _NA_ 31160087 miR-17-92 in article
_NA_ Acyl-CoA dO00767 (A31270077 SCD1 in article
_NA_ Sestrin-2 P58004 (SE31323261 Sesn2 in article
_NA_ Merlin P35240 (M31341276 Also known as merlin
_NA_ Aryl hydro  r  n  t -l  p  1O00327 (B31355331 _NA_
_NA_ Hypoxia-in  f  1-aQ16665 (H31355331 _NA_
_NA_ Transcripti  f  A -1P05412 (JU31394193 c-Jun in article
_NA_ Carbonic a  9Q16790 (C31442913 _NA_
_NA_ Endoplasm  r  c  BP11021 (BI31456633 GRP78 in article
_NA_ Protein life  4Q9HC24 (L31507082 S1R in article
_NA_ Endoplasm  r  c  BP11021 (BI31519193 _NA_
_NA_ Perilipin-2Q99541 (P31520166 Also known as ADRP
_NA_ _NA_ _NA_ 31533781 miR-212-5p in article
_NA_ Ferritin H1UUD2 (H31568497 _NA_
_NA_ Apoptosis-i  f  2Q9BRQ8 (A31634899 FSP1 in article
_NA_ Apoptosis-i  f  2Q9BRQ8 (A31634900 FSP1 in article
_NA_ Lysosome-a  m  g  2P13473 (LA31672277 _NA_
_NA_ mRNA dec  a  p  ZP26651 (TT31679460 _NA_
_NA_ Phospholip  h  g  pP36969 (G31685805 _NA_
_NA_ Prominin-2Q8N271 (P31735663 Prominin2 in article
_NA_ Charged m  b  p  5Q9NZZ3 (C31761326 _NA_
_NA_ Charged m  b  p  6Q96FZ7 (C31761326 _NA_
_NA_ Aldo-keto r  f  1 m  CQ04828 (A31780644 _NA_
_NA_ Aldo-keto r  f  1 m  CP52895 (A31780644 _NA_
_NA_ Aldo-keto r  f  1 m  CP42330 (A31780644 _NA_
_NA_ Cystathion  b -sP35520 (C 31819185 _NA_
_NA_ Nuclear fac  e  2-r  f  2Q16236 (N31819185 NRF2 in article
_NA_ Caveolin-1Q03135 (C31877357 Cav-1 in article
_NA_ GTP cycloh  1P30793 (G31989025 _NA_













There is a corrigendum for this article. May promote ferroptosis.
There is a corrigendum for this article. May promote ferroptosis.


