Table S1:Ferroptosis-related genes were identified from FerDb(http://www. zhounan.

Symbol
RPL8
IREB2

Name HGNC_ID Evidence Test methiTest in
Ribosoma HGNC:10:Required i shRNA scrHuman
Iron respo HGNC:611Required ishRNA scrHuman

ATP5MC3 ATP synth. HGNC:84ZRequired i shRNA scrHuman

cs
EMC2
ACSF2
NOX1
CYBB
NOX3
NOX4
NOX5
DUOX1
DUOX2
G6PD
PGD
VDAC2
PIK3CA
FLT3
SCP2
TP53
ACSL4
LPCAT3
NRAS
KRAS
HRAS
TF
TFRC
TFR2
SLC38A1
SLC1A5
GLS2
GOT1
CARS1
TP53
ALOXS5
KEAP1
HMOX1
TP53
TP53
GLS2
ATG5

Citrate syr HGNC:24ZzRequired ishRNA scr Human
ER membrHGNC:28¢Required i shRNA scrHuman
Acyl-CoA HGNC:261Required ishRNA scrHuman
Nicotinam HGNC:78¢&Suppresse Inhibition ‘Human
CytochronHGNC:257Suppresse Inhibition ‘Human
Nicotinam HGNC:78¢Suppresse Inhibition ‘Human
Nicotinam HGNC:78¢Suppresse Inhibition ‘Human
Nicotinam HGNC:14¢&Suppresse Inhibition ‘Human
Dual oxide HGNC:30€ Suppresse Inhibition ‘Human
Dual oxide HGNC:13ZSuppresse Inhibition ‘Human
Glucose-6 HGNC:405Required ishRNA sileHuman
Phosphog HGNC:88<Required i shRNA sileHuman
Valtage-d HGNC:12€Required i shRNA sileHuman
PhosphatiiHGNC:897Inhibitor b Cell surviv Mice
Fms relate HGNC:37€Inhibitor b Cell surviv Mice
Sterol carr HGNC:10€SCP-2 inh Cell viabili- Mice
Tumor prcHGNC:11¢Inhibits cy: Cell death Human
Acyl-CoA HGNC:357Deletion cRetroviral-Human
Lysophosg HGNC:30z Deletion o Retroviral-Human
NRAS protHGNC:79¢NRAS12V Cell viabiliHuman
KRAS prot HGNC:64CKRAS12V |Cell viabiliHuman
HRas prottHGNC:517HRAS12V Cell viabiliHuman
TransferrirHGNC:117Essential fcKilling acti Mice
TransferrirHGNC:117RNAI of triRNAI Mice
TransferrirHGNC:117RNAI of triRNAI Mice
Solute carlHGNC:134RNAI knocRNAI knocMice
Solute carlHGNC:10¢Pharmaco RNAI knocMice
Glutamina HGNC:295Both inhib shRNA, weMice
Glutamic- HGNC:44>=RNAi redushRNA, gF Mice
Cysteinyl-HGNC:14<Required fsiRNA screHuman
Tumor prcHGNC:11¢Wild type Cell death Human
ArachidonHGNC:435The 5-LipcCell ViabiliMice

Test settin Pathway Confidenc
NRAS mutRPL8 :+: FValidated
NRAS mutIREB2 :+: FValidated
NRAS mutATP5MC3 Validated
NRAS mutCS :+: FerrValidated
NRAS mutEMC2 :+: [Validated
NRAS mutACSF2 :+: Validated
KRAS mut.NOX1 :+: Deduced
KRAS mut.CYBB :+: FDeduced
KRAS mut.NOX3 :+: 'Deduced
KRAS mut.NOX4 :+: 'Deduced
KRAS mut.NOX5 :+: 'Deduced
KRAS mut.DUOX1 :+ Deduced
KRAS mut.DUOX2 :+ Deduced
KRAS mut.G6PD :+: fValidated
KRAS mut PGD :+: FeValidated
KRAS mut.VDAC? :+:Validated
HT22 cells PIK3CA :-:Validated
HT22 cellsFLT3 :+: Li Validated
PZL cells SCP2 :+: FValidated

, mH1299, UzTP53 :-: SlValidated

Chronic mACSL4 :+: Predicted
Chronic mLPCAT3 :+Predicted
RMS13 celNRAS :+: FDeduced
RMS13 celKRAS :+: FDeduced
RMS13 celHRAS :+: FDeduced
Mouse enr TF :+: Ferr Validated
Mouse enr TFRC :+: F Validated
Mouse enr TFR2 :+: FiValidated
Mouse ernr SLC38A1 : Validated
Mouse ernr SLC1A5 :+Validated
Mouse enr GSL2 :+: CValidated
Mouse ernr GOT1 :+: ¢Validated

, raHT-1080 fCARS1 :-: Validated

H1299 cel TP53 :-: SlValidated
HT22 moLALOX5 :+: Validated

Kelch like IHGNC:231Knockdow Western b Human, mHepG2, H¢KEAP1 :-: Validated
Heme oxy HGNC:501Zinc prota Cell viabiliHuman, mHT-1080 fHMOX1 :+Validated
Tumor prcHGNC:11€p53/3KR/ Western b Mice p53A3KR/ TP53 :-: Sl Validated
Tumor prcHGNC:11¢Incubatior Cell viabiliHuman, mMouse enr TP53 :-: Sl Validated
Glutamina HGNC:295Upregulati Cell viabili Mice Mouse enr GLS2 :+: F Validated
Autophag HGNC:58¢Knockout shRNA  Human, mMouse enr ATG5 :+: FValidated



ATG7 Autophag HGNC:16¢Knockout shRNA

NCOA4 Nuclear reHGNC:767Inhibition :shRNA, geHuman
TF TransferrirHGNC:117Involved irWestern b Human
ALOX5  ArachidonHGNC:43ESilencing /gPCR Human
ALOX12 ArachidonHGNC:42¢Silencing /gPCR Human
ALOX12B ArachidonHGNC:43(Silencing /gPCR Human
ALOX15 ArachidonHGNC:43=Silencing /gPCR Human

ALOX15B ArachidonHGNC:434Silencing /gPCR, siRFHuman

ALOXE3
PHKG2
TFRC
ACO1
IREB2
SLC38A1
GLS2
G6PDX
ULK1
ATG3
ATG4D
ATGS
BECN1

ArachidonHGNC:137Silencing /gPCR, siRMHuman
PhosphoryHGNC:89:U-2-0S ctshRNA sufHuman
TransferrirHGNC:117The gene "RNAI scre«Mice
Aconitase HGNC:117The gene ‘RNAI scre«Mice
iron respo HGNC:611The gene "RNAI scre«Mice
Solute carlHGNC:134The gene ‘RNAI scre¢Mice
GlutaminaHGNC:295The gene 'RNAI scre¢Mice
_NA_ _NA_ The gene "RNAI scre«Mice
Unc-51 likHGNC:12E Potential f RNAI scre«Mice
Autophag HGNC:20¢ Potential f RNAI scre«Mice
Autophag HGNC:207Potential f RNAI scre«Mice
Autophag HGNC:58¢ Potential f RNAI scre«Mice
Beclin 1 HGNC:10ZPotential  RNAI scre«Mice

MAP1LC3,MicrotubuHGNC:68%Potential  RNAI scre«Mice
GABARAP GABA typeHGNC:13ZPotential fRNAI screeMice
GABARAP GABA typeHGNC:40€Potential fRNAI screeMice
ATG16L1 Autophag HGNC:214Potential RNAI scre«Mice

WIPI1
WIPI2
SNX4
ATG13
ULK2
NCOA4
ACSL4
TP53
SAT1
ALOX15
ACSL4
LPCAT3
ALOX15
ACSL4
KEAP1
EGFR
NOX4
MAPK3

WD repea HGNC:254Potential fRNAI scre¢Mice
WD repea HGNC:32z Potential f RNAI scre«Mice
Sorting neHGNC:111Potential fRNAI scre¢Mice
Autophag HGNC:29(Knockout Gene knocMice
Unc-51 likHGNC:134Knockout Gene knocMice

Human, mMouse err ATG7 :+: FValidated

PANC1 or NCOA4 :- Validated
MDA MB :TF :+: LipicValidated
G-401 cell ALOX5 :+: Validated
G-401 cell ALOX12 :+Validated
G-401 cellALOX12B Validated
G-401 cell ALOX15 :4Validated
G-401, BJ¢ALOX15B Validated
G-401, BJ¢ALOXE3 :+Validated
U-2-0S, FPHKG2 :+:Validated
Mouse enr TFRC :+: L Screened
Mouse err ACO1 :+: IScreened
Mouse err IREB2 :+: | Screened
Mouse ernr SLC38A1 : Screened
Mouse ernr GLS2 :+: L Screened
Mouse enr G6PDX :+:Screened
Mouse err ULK1 :+: L Validated
Mouse ermr ATG3 :+: L Validated
Mouse ermr ATG4D :+:Screened
Mouse ermr ATG5 :+: L Validated
Mouse enr BECN1 :+: Screened
Mouse er MAP1LC3,Screened
Mouse ermr GABARAP Screened
Mouse ermr GABARAP Screened
Mouse ermr ATG16L1 :Screened
Mouse ermr WIPI1 :+: |Screened
Mouse ermr WIPI2 :+: |Screened
Mouse enr SNX4 :+: L Screened
Mouse emr ATG13 :+: Validated
Mouse err ULK?2 :+: L Validated

Nuclear reHGNC:767EliminatiotRNAiI knocHuman, mMouse enmr NCOA4 :+Validated

Acyl-CoA HGNC:357KnockdowshRNA, geHuman
Tumor prcHGNC:11¢p53 acetyl Mass specHuman
Spermidin HGNC:105p53-medi.gRT-PCR, Human
ArachidonHGNC:43:SAT1- ancCell death Human
Acyl-CoA HGNC:357Inhibition Cell death Mice
Lysophosg HGNC:30zKnockdowshRNA  Mice
Arachidon HGNC:43: Liproxstati ldentificatiMice
Acyl-CoA HGNC:357An essentiCell viabiliHuman
Kelch like IHGNC:231Keap 1 sile Cell viabili Mice
Epidermal HGNC:32:Cell death Fluorescer Human
NADPH 0yHGNC:78¢<Inhibition 'Fluorescer Human
Mitogen-¢HGNC:687Inhibiting ImmunoblHuman

LNCaP (htACSL4 :+: Validated

, MH1299 cellTP53 :-: SlValidated
, mH1299, UZSAT1 :+: AValidated

H1299, UZALOX15 :4Validated
Mouse enr ACSL4 :+: Validated
Mouse lur LPCAT3 :+Validated
Kidney of 'ALOX15 :4Validated

, mMMouse en ACSL4 :+: Validated

Head and KEAP1 :-: Validated
Human miEGFR :+: NValidated
Human miNOX4 :+: Validated
Human miMAPK :-: (Validated



MAPK1
BID
ACSL4
ZEB1
KEAP1
DPP4
ALOX15
ALOX12
CDKNZ2A
PEBP1
SOCS1
CDO1
MYB
HMOX1
MAPK8
MAPK9
MAPK1
MAPKS
SLC1AS
CHAC1
MAPK14

Mitogen-¢HGNC:687Inhibiting ImmunoblHuman
BH3 intereHGNC:10EBID deleticCell viabili Mice
Acyl-CoA HGNC:357Knockout CRISPR/CéHuman
Zinc fingetHGNC:11€Knockout sgRNA, ce Human
Kelch like IHGNC:231Keap1 inhiCell viabiliHuman
Dipeptidyl HGNC:30CRequired fCell death Human
Arachidon HGNC:43:SuppressicsiRNA, tralHuman
ArachidonHGNC:42€12-LOX insiRNA, tralHuman
Cyclin depHGNC:17&¢ CombinatiRNAI, imnrHuman
PhosphatiiHGNC:86%:Elevated leWestern bHuman
SuppressoHGNC:19ZExpressior Cell death Human
Cysteine dHGNC:17¢CDO1 supsiRNA, we:Human
MYB protcHGNC:754Erastin-incWestern bHuman
Heme oxy HGNC:501Inhibiting Cell viabiliHuman
Mitogen-¢HGNC:68¢IJNK1/2 int MitoSOX fRat
Mitogen-¢HGNC:68¢IJNK1/2 int MitoSOX [Rat
Mitogen-¢HGNC:687ERK1/2 int MitoSOX fRat
Mitogen-¢HGNC:687ERK1/2 int MitoSOX [Rat
Solute carlHGNC:10¢Overexpre Cell viabili Human
ChaC glutiHGNC:28¢CHAC1 deWestern bHuman
Mitogen-¢HGNC:687Ferroptosi Cell viabili Mice

LINC0047:Long inter HGNC:21%Increases ¢Bisulfite seHuman

NOX4
GOT1
BECN1
PRKAAZ
PRKAAL
ELAVL1
BAP1
TP53
ABCC1
ACSL4
MIR6852
ACVR1B
TGFBR1
BAP1
EPAS1
HILPDA
HIF1A
ALOX12
ACSL4
HMOX1
IFNG

NADPH 0yHGNC:78<Activated Western bHuman
Glutamic- HGNC:44Z>0OverexpreImmunoblHuman
Beclin1 HGNC:10:KnockdowshRNA, weHuman
Protein kirHGNC:937Inhibition 'siRNA, we:Human
Protein kirHGNC:937Inhibition 'siRNA, we:Human
ELAV like IHGNC:331ELAVL1 sifimmunohiHuman
BRCA1 assHGNC:95(Suppresse Flow cytorHuman
Tumor prcHGNC:11¢Facilitates Western b Rat
ATP bindirHGNC:51 Accelerate Western b Human
Acyl-CoA HGNC:357Inhibition :siRNA, we:Human
microRNAHGNC:49¢Promotes gRT-PCR, Human
Activin A rHGNC:17zInhibition Western b Human
Transform HGNC:117Inhibition Western b Human
BRCA1 assHGNC:95(Promotes ImmunoprHuman
EndothelieHGNC:337A driver ol CRISPR, s¢Mice
Hypoxia irHGNC:28¢ Promotes RNA-Seq, Mice
Hypoxia irHGNC:491Re-sensiti; cDNA scre Mice
Arachidon HGNC:42€An essentiRNAI, gRT Human
Acyl-CoA HGNC:357Required fWestern bHuman
Heme oxy HGNC:501Enhances " Gene transHuman

Human miMAPK :-: (Validated
HT-22 cellBID :+: FerValidated

, MNIH3T3, HACSL4 :+: Validated

KP4 pancr ZEB1 :+: L Validated

, raF98, U87 ¢(KEAP1 :+: Validated
, MTP53-/- HDPP4 :+: L Validated

HT1080, PALOX15 :+4Validated
HT1080, PALOX12 :+4Validated

, mMH1299, Sa CDKN2A : Validated
, mMHK2, HAE((PEBP1/15Validated

U20S or IISOCS1 :+: Validated
Gastric carCDO1 :-: (Validated
Gastric carMYB :+: C/Validated
MDA-MB-HMOX1 :+Validated
PC12 cells MAPKS :+ Validated
PC12 cells MAPK9 :+ Validated
PC12 cells MAPK1 :+ Validated
PC12 cells MAPK3 :+ Validated
MelanomeSLC1A5 :+Validated
MDA-MB-CHACI :-: Validated
TM4 Sertc MAPK14 :-Validated
Lung canc LINC0047:Validated

, raRat C6, huNOX4 :+: [Validated

A375 and GOT1 :+: ¢Validated

, mHCT116, CBECN1 :-: Validated

HCT116 aiPRKAA2 :+4Validated
HCT116 aiPRKAA1L :+Validated

, mHuman liv ELAVL1 :+ Validated

HEK-293T BAP1 :-: S Validated
Hepatic st TP53 :+: FValidated
HAP1, H1:ABCC1 :-: Validated

, mMale C57EACSL4 :+: Validated

A549 and MIR6852 : Validated
HK-2 cells ACVR1B :-Validated
HK-2 cells TGFBR1 :- Validated
HEK293T (BAP1 :-: S Validated
786-0 cel EPAS1 :+: Validated
786-0 cel HILPDA :+Validated
786-0 cel HIF1A :+: [Validated

, MH1299 cellALOX12 :4Validated

U20Ss ACSL4 :+: Validated
H1299 cel HMOX1 :+Validated

Interferon HGNC:54%Interferon BODIPY-CHuman, mHT-1080, IFNG :-: SlValidated



mA549, CalzANOG6 :+: Validated
C57BL/6 nLPIN1 :+: IValidated
mHL-60 cellHMGB1 :+Validated
HUVEC ce TNFAIP3 :-Validated
Sprague CTLR4 :+: FeValidated
Sprague CNOX4 :+: Validated
HT1080 ce ATF3 :-: SIValidated
MDA-MB-ATM :-: M Validated
mMouse en YAP :+: A(Validated
mCalu-1, TFEGLNZ2 :-: Validated
mHK-2 cells MIOX :-: CValidated
m RCC4, 78tTAZ :+: ENValidated
mCell lines /MTDH :-: 'Validated
HEK293T, IDH1 :-: G Validated
Mice in CESIRT1 :+: FPredicted
TOV-21G, TAZ :+: AlMValidated
SH-SY5Y ((Beclin1/SIValidated
mHepatic stiFBXW?7 :+:Deduced
mHK-2 cells PANX1 :-: Validated
mCell lines TDNAIJBG :-Predicted

ANOG6 AnoctamirHGNC:25z Essential f(lmmunocyHuman,
LPIN1 Lipin 1 HGNC:13:OverexpreEnzyme-Ili Mice
HMGB1 High mob HGNC:49¢Required fGene transHuman,
TNFAIP3 TNF alpha HGNC:11¢ OverexprelLentivirus Human
TLR4 Toll like re HGNC:11& Knockdow ImmunohiRat
NOX4 NADPH 0yHGNC:78<Knockdow ImmunohiRat
ATF3 Activating HGNC:785Promotes Cell viabiliHuman
ATM ATM serin HGNC: 79t Essential ftsiRNA, we:Human
YY1AP1 YY1 associHGNC:30¢Makes cellCell death Human,
EGLN2  Egl-9 famiHGNC:14¢€Inhibiting CytotoxicitHuman,
MIOX Myo-inosiHGNC:14EOverexpre MTT assayHuman,
TAZ Tafazzin  HGNC:115TAZ remo Cell viabili Human,
MTDH MetadheriHGNC:29¢ Can enhar Cell viabili Human,
IDH1 Isocitrate (HGNC:53¢Deletion oCell transfiHuman
SIRT1 Sirtuin 1 HGNC:14<¢Knockout Lipid pero Mice
TAZ Tafazzin  HGNC:11:TAZ remo'siRNA, gR" Human
BECN1 Beclin1 HGNC:10:OverexpreCell viabiliHuman
FBXW7  F-box andHGNC:167FBXW?7 pleCell viabili Human,
PANX1  Pannexin :HGNC:85¢Deletion pCell viabili Human,
DNAJB6 Dnal heat HGNC:14&Promotes Western b Human,
BACH1  BTB domaHGNC:93:tPromotes Western b Mice
ACSL4  Acyl-CoA HGNC:3570verexpre Western bHuman
LONP1  Lon pepticHGNC:947Inhibition Cell viabiliHuman
PTGS2 Prostaglar HGNC:96(Simply a dRT-gPCR, Human
DUSP1  Dual speciHGNC:30€¢Expressior RT-gPCR, Human
NOS2 Nitric oxid HGNC:787Expressior RT-gPCR, Human
NCF2 NeutrophiHGNC:76€ Expressior RT-gPCR, Human
MT3 Metallothi HGNC:74(Expressior RT-gPCR, Human
UBC Ubiquitin (HGNC:124Expressior RT-gPCR, Human
ALB Albumin  HGNC:39¢Expressior RT-gPCR, Human
TXNRD1 Thioredox HGNC:124Expressior RT-gPCR, Human
SRXN1  SulfiredoxiHGNC:161Expressior RT-gPCR, Human
GPX2 GlutathiorHGNC:455Expressior RT-gPCR, Human
BNIP3 BCL2 inter HGNC:10¢ Expressior RT-gPCR, Human
OXSR1  Oxidative :HGNC:85CExpressior RT-gPCR, Human
SELENOS Selenopro HGNC:30ZExpressior RT-gPCR, Human
ANGPTL7 Angiopoie HGNC:24(Expressior RT-gPCR, Human
CHAC1 ChaC glutiHGNC:28€Up-regulaRNA-seq, Human

SLC7A11 Solute carrHGNC:11CSimilar to RNA silencHuman

DDIT4 DNA damiHGNC:24¢Up-regulaRNA-seq Human
LOC2845€_NA_ _NA_ Up-regulaRNA-seq Human
ASNS Asparagin HGNC:75:Up-regulaRNA-seq Human

TSC22D3 TSC22 dorHGNC:305Up-regulaRNA-seq Human

C57BL/6J IBACH1 :+:Validated
HEB, T98CACSL4 :-: Validated
PANC1, B>LONP1 :-: Validated

BJeLR cellsValidated
BJeLR cell:Deduced
BJeLR cell:Deduced
BJeLR cell:Deduced
BJeLR cell:Deduced
BJeLR cell:Deduced
BJeLR cell:Deduced
BJeLR cell:Deduced
BJeLR cell:Deduced
BJeLR cell:Deduced
BJeLR cell:Deduced
BJeLR cell:Deduced
BJeLR cell:Deduced
BJeLR cell:Deduced
HT-1080 ¢Validated
HT-1080 (Deduced
HT-1080 ¢Screened
HT-1080 ¢Screened
HT-1080 (Screened
HT-1080 (Screened

_NA_

Inferred as
Inferred as
Inferred as
Inferred as
Inferred as
Inferred as
Inferred as
Inferred as
Inferred as
Inferred as
Inferred as
Inferred as
Inferred as
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt



DDIT3
JDP2
SESN?2
SLC1A4
PCK2
TXNIP
VLDLR
GPT2
PSAT1
LURAPIL
SLC7AS

DNA damiHGNC:27zUp-regulaRNA-seq
Jun dimeriHGNC:175Up-regulaRNA-seq
Sestrin 2 HGNC:207Up-regulaRNA-seq
Solute carlHGNC:10¢Up-regulaRNA-seq
Phosphoe HGNC:87zUp-regulaRNA-seq
Thioredox HGNC:16¢Up-regulaRNA-seq
Very low cHGNC:12€Up-regulaRNA-seq
Glutamic- HGNC:18(Up-regulaRNA-seq
PhosphostHGNC:191Up-regulaRNA-seq
Leucine ricHGNC:314Up-regulaRNA-seq
Solute carlHGNC:11(Up-regulaRNA-seq

HERPUD1 Homocyst HGNC:137Up-regulaRNA-seq

XBP1
ATF3
SLC3AZ2
CBS
ATF4
ZNF419
KLHL24
TRIB3
ZFP69B

X-box binnHGNC:12¢ Up-regulaRNA-seq
Activating HGNC:785Up-regulaRNA-seq
Solute carlHGNC:11(Up-regulaRNA-seq
Cystathior HGNC:155Up-regulaRNA-seq
Activating HGNC:78€Up-regulaRNA-seq
Zinc fingetHGNC:20€Up-regulaRNA-seq
Kelch like "HGNC:25¢Up-regulaRNA-seq
Tribbles psHGNC:16zUp-regulaRNA-seq
ZFP69 zincHGNC:28(Up-regulaRNA-seq

ATP6V1GzATPase H-HGNC:86zUp-regulaRNA-seq

VEGFA
GDF15
TUBE1L
ARRDC3
CEBPG

Vascular e HGNC:12¢€Up-regulaRNA-seq
Growth ditHGNC:301Up-regulaRNA-seq
Tubulin egHGNC:207Up-regulaRNA-seq
Arrestin dtHGNC:29zUp-regulaRNA-seq
CCAAT enHGNC:18-Up-regulaRNA-seq

SNORA16.Small nucl HGNC:32¢ Down-regRNA-seq

RGS4

Regulator HGNC:10C(Down-regRNA-seq

BLOC1S5-BLOC1S5-HGNC:42(Down-regRNA-seq

LOC3907C_NA_

EIF251
KIM-1
IL6
CXCL2
RELA

TF
FTL
RPL8

_NA_ Down-regRNA-seq

Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human

EukaryoticHGNC:32¢ PhosphoryWestern bHuman

Kidney inju_NA_

Down-regReal-time Mice

InterleukirHGNC:601Down-regReal-time Mice

C-X-C mcHGNC:46(Down-regReal-time Mice

RELA prottHGNC:995 Down-regReal-time Mice

HSD17B11Hydroxyst HGNC:22SEnriched itGene trap Human
AGPAT3 1-acylglycHGNC:32€Enriched itGene trap Human
SETD1B  SET doma HGNC:291Enriched i1Gene trap Human
HMOX1 Heme oxy HGNC:501Its expressWestern bHuman
TransferrirHGNC:1171ts express Gene expr Human
Ferritin lig HGNC:39€¢Its express Gene exprHuman
Ribosoma HGNC:10:Significant Gene exprHuman

HT-1080 ¢Screened
HT-1080 (Screened
HT-1080 ¢Screened
HT-1080 ¢Screened
HT-1080 (Screened
HT-1080 (Screened
HT-1080 (Screened
HT-1080 (Screened
HT-1080 (Screened
HT-1080 (Screened
HT-1080 ¢Screened
HT-1080 (Screened
HT-1080 (Screened
HT-1080 ¢Screened
HT-1080 (Screened
HT-1080 (Screened
HT-1080 (Screened
HT-1080 ¢Screened
HT-1080 (Screened
HT-1080 ¢Screened
HT-1080 (Screened
HT-1080 (Screened
HT-1080 (Screened
HT-1080 ¢Screened
HT-1080 (Screened
HT-1080 ¢Screened
HT-1080 (Screened
HT-1080 (Screened
HT-1080 ¢Screened
HT-1080 (Screened
HT-1080 (Screened
HT-1080 ¢Deduced
Fer-1-treeDeduced
Fer-1-treeDeduced
Fer-1-treeDeduced
Fer-1-treeDeduced
Chronic mScreened
Chronic mScreened
Chronic mScreened
Pancreatic Deduced
Patient PC Deduced
Patient PC Deduced
Patient PC Deduced

Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt
Further stt

_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_



ATP5MC3 ATP synth.HGNC:84:Significant Gene expr Human

TFRC
MAFG
1133
FTH1
SLC40A1
TF

TFRC
FTH1
GPX4
HAMP
HSPB1
NFE2L2
STEAP3
DRD5
GPX4
DRD4
MAP3K5
MAPK14
SLC2A1
SLC2A3
SLC2A6
SLC2A8
SLC2A12
GLUT13
SLC2A14
EIF2AK4
EIF251
ATF4
ALOXS5
ALOX12
ALOX15
ALOXS5
ACSF2
IREB2
GPX4
HMGB1
HMOX1
NFE2L2
ELAVL1
SLC3A2
SLC7A11
TFAP2C

TransferrirHGNC:117Expressior Gene expr Human
MAF bZIP HGNC:67¢The intera Western bHuman
InterleukirHGNC:16(CIL-33 upre Western b Mice

Ferritin he HGNC:397An increasImmunoblHuman

Solute carlHGNC:10¢Erastin-incQ-PCR ~ Mice
TransferrirHGNC:117Erastin-incQ-PCR ~ Mice
TransferrirHGNC:117Erastin-incQ-PCR ~ Mice

Ferritin he HGNC:397Erastin-incQ-PCR, wtMice
GlutathiorHGNC:455Erastin-incQ-PCR, w¢Mice

Hepcidin eéHGNC:155Erastin-incQ-PCR ~ Mice
Heat shoc HGNC:524Erastin-incQ-PCR ~ Mice
Nuclear faHGNC:77¢&Erastin-incQ-PCR ~ Mice
STEAP3 mHGNC:24%Erastin-incQ-PCR  Mice

Dopamine HGNC:30z FerroptotiiWestern bHuman
GlutathiorHGNC:455Erastin prc Western b Human
Dopamine HGNC:30z Antiferrop Western bHuman
Mitogen-¢HGNC:68E Cold stres!LDH assay Human
Mitogen-¢HGNC:687Cold stres:LDH assay Human
Solute carlHGNC:11(CIncreased ChlIP analyHuman
Solute carlHGNC:11(DecreasecRT-gPCR Human
Solute carlHGNC:11(CIncreased RT-gPCR Human
Solute carlHGNC:13&DecreasecRT-gPCR Human
Solute carlHGNC:18(Increased RT-gPCR Human
_NA_ _NA_ Increased RT-gPCR Human
Solute carlHGNC:18=DecreasecRT-gPCR Human
EukaryoticHGNC:19¢ CHAC1 de Western bHuman
EukaryoticHGNC:32¢ CHAC1 de Western bHuman
Activating HGNC:78¢ CHAC1 de Western bHuman
Arachidon HGNC:43E Overexpre Western bHuman
Arachidon HGNC:42¢Overexpre Western bHuman
Arachidon HGNC:43:Overexpre Western bHuman
Arachidon HGNC:43ENecessary gRT-PCR, Mice
Acyl-CoA HGNC:261Increased Western bRat
Iron respoHGNC:611Increased Western b Rat
GlutathiorHGNC:455Upregulat:Western b Rat
High mob HGNC:49¢ Associatec ELISA, wesHuman
Heme oxy HGNC:501Required fRNA-seq, Mice
Nuclear faHGNC:77¢DOX treat RNA-seq, Mice
ELAV like IHGNC:331Binds to alRNA pulld Human
Solute carlHGNC:11(Strongly cWestern b Human
Solute carlHGNC:11(Strongly cWestern b Human
TranscriptiHGNC:117Activated BehavioralMice

Patient PC Deduced
Patient PC Deduced

, mHepG2, HeDeduced

C57BL/6 nDeduced
HT1080 ceValidated
Bone marrValidated
Bone marrValidated
Bone marrValidated
Bone marrValidated
Bone marrValidated
Bone marrDeduced
Bone marrValidated
Bone marrValidated
Bone marrDeduced
PANC1 ce Deduced
PANC1 ce Deduced
PANC1 ce Deduced
A549 cells Deduced
A549 cells Deduced
H358, A54Deduced
H358, A54Deduced
H358, A54Deduced
H358, A54Deduced
H358, A54Deduced
H358, A54Deduced
H358, A54Deduced
MDA-MB-Deduced
MDA-MB-Deduced
MDA-MB-Deduced
HEK293 ceDeduced
HEK293 ceDeduced
HEK293 ce Deduced
C57BL/6 aDeduced
Wistar ratsDeduced
Wistar ratsDeduced
Wistar ratsValidated

, mMHT1080 arDeduced

Mice Deduced
Mice Deduced
H358, PCSDeduced
HT-1080 ¢Deduced
HT-1080 ¢Deduced
C57BL/6 nDeduced

_NA_
_NA_
_NA_
_NA_

An error n
Used as a
Used as a
Used as a
Used as a
Used as a
_NA_
Used as a
Used as a
_NA_
_NA_

Has been
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
Not essen
Not essen
Not essen
_NA_
_NA_
_NA_
Inhibits fer
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_



SP1 Sp1l transcHGNC:11ZActivated BehavioralMice C57BL/6 nDeduced _NA_
HBA1 Hemoglot HGNC:48zUpregulat Tandem mnHuman  HepG2, BeDeduced _NA_
NNMT  NicotinamHGNC:78tUpregulat Tandem nHuman  HepG2, BeDeduced _NA_
PLIN4 Perilipin 4 HGNC:29:Upregulat Tandem nHuman  HepG2, BeDeduced _NA_
HIC1 HIC ZBTB HGNC:49(Essential fillmmunohiHuman  HepG2, BeDeduced _NA_
STMN1  Stathmin JHGNC:651DownreguTandem mHuman  HepG2, BeDeduced _NA_
RRM2 RibonucletHGNC:104DownreguTandem mHuman  HepG2, BeDeduced _NA_
CAPG Capping aHGNC:147DownreguTandem nHuman  HepG2, BeDeduced _NA_
HNF4A  HepatocytHGNC:50zEssential fillmmunohiHuman  HepG2, BeDeduced _NA_
NGB NeuroglotHGNC:14CHuman neCell death Human  SH-SY5Y (Deduced _NA_
YWHAE Tyrosine 3HGNC:12¢Required tMass specHuman  HEK293T (Deduced _NA_
GABPB1 GA bindinHGNC:407DownreguRT-gPCR, Human  HepG2, HiDeduced _NA_
AURKA  Aurora kinHGNC:11ZInhibition gRT-PCR, Human  OE33, STKPredicted _NA_
MIR4715 microRNAHGNC:41€Inhibition gRT-PCR, Human  OE33, STKPredicted _NA_
RIPK1 Receptor iHGNC:10CReduced €eCell viabilirHuman  Patient-deDeduced _NA_
PRDX1  PeroxiredcHGNC:93ENecessary Western bHuman  Primary ccDeduced _NA_
MIR30B  microRNAHGNC:31¢UpregulatiGSH assayHuman, raTrophoblaDeduced _NA_
SLC7A11 Solute carlHGNC:11(Silencing (RT-gPCR, Human  HT-1080 (SLC7A11 : Validated
GPX4 Glutathior HGNC:455RNAi-mecAffinity-be Human, mHRAS mut GPX4 :-: L Validated
AKR1C1 Aldo-ketoHGNC:384Up-regulaRNA-seq, Human  DU-145 p AKR1C1 :-Validated
AKR1C2 Aldo-ketoHGNC:38:5Up-regulaRNA-seq, Human  DU-145 p AKR1C2 :-Validated
AKR1C3 Aldo-ketoHGNC:38€Up-regulaRNA-seq, Human  DU-145 p AKR1C3 :-Validated
GPX4 GlutathiorHGNC:455Knockout Cell viabilrHuman, mMouse enr GPX4 :-: L Validated
RB1 RB transcr HGNC:98ERb knock-RNA interfHuman, mHCC cell i RB1 :-: FerValidated
HSPB1 Heat shoc HGNC:524Knockdow RNAI, RT-iHuman, mHela and HSPB1 :-: Validated
HSF1 Heat shoc HGNC:52zKnockdowRNAI, RT-tHuman, mHela and HSF1 :-: F¢Validated
SLC7A11 Solute carlHGNC:11(Overexpre Western b Human, mH1299 cel SLC7A11 : Validated
GPX4 GlutathiorHGNC:455Ex vivo, Gy Viability asMice T cells GPX4 :-: F Validated
GCLC Glutamate HGNC:431RNAi knocRNAI, gPCMice Mouse enr GCLC :+: (Validated
SLC7A11 Solute carlHGNC:11(OverexpreCell death Human  H1299 cel SLC7A11 : Validated
NFE2L2  Nuclear faHGNC:77¢NRF2 play Cell ViabiliHuman, mHepG2, HeNFE2L2 :+ Validated
SQSTM1 SequestosHGNC:11zThe intera ImmunoptHuman, mHepG2, HeSQSTM1 :-Validated
NQO1 NAD(P)H (HGNC:287KnockdowgRT-PCR, Human, mHepG2, H(NQO1 :-: Validated
HMOX1 Heme oxy HGNC:501KnockdowgRT-PCR, Human, mHepG2, H(HMOX1 :-Validated
FTH1 Ferritin he HGNC:397KnockdowgRT-PCR, Human, mHepG2, H¢FTH1 :-: F¢Validated
MUC1 Mucin 1, cHGNC:75C(MUC1-C (shRNA, G Human  MDA-MB-MUC1 :+: Validated
SLC3A2  Solute carlHGNC:11CRequired fCell surviv Mice Mouse ES-SLC3A2 :+Validated
MT1G Metallothi HGNC:73€A negative RNA interfHuman, mHCC cells MT1G :-: FValidated
NFE2L2  Nuclear faHGNC:77¢Required fshRNA, gkHuman  Huh7 and,NFE2L2 :+ Deduced
SLC40A1 Solute carlHGNC:10¢Involved irWestern bHuman ~ MDA MB :SLC40A1 : Validated
SLC7A11 Solute carlHGNC:11(KnockdowsiRNA, we:Human MDA MB :SLC7A11 : Validated
GPX4 GlutathiorHGNC:455KnockdowsiRNA, we:Human ~ MDA MB :GPX4 :-: F Validated
SLC7A11 Solute carlHGNC:11CInhibition Cell viabilrHuman, mAMC-HNISLC7A11 : Validated



CISD1
SLC7A11
FANCD2
GPX4
NFE2L2
FTMT
HSPAS
ATF4
SLC7A11
GPX4
GPX4
HMOX1
ATF4
NFE2L2
TP53
SLC7A11
HELLS
SCD
FADS2
SRC
STAT3
NFE2L2
PML
MTOR
NFS1
TP63
SLC7A11
TP53
CDKN1A
MIR137
SLC40A1
GPX4
GPX4
ENPP2
VDAC2
FH
CISD2
SLC40A1
MIR9-1
MIR9-2
MIR9-3
CBS
NFE2L2

CDGSH ircHGNC:30&Genetic in CytotoxicilHuman
Solute carlHGNC:11(CElevated le Western b Human
FA comple HGNC:35¢ Inhibits er:Cell viabili Mice
GlutathiorHGNC:455Protects IijRT-PCR, wHuman
Nuclear faHGNC:77ENrf2 active Cell viabili Mice
Ferritin mi HGNC:17ZOverexpre Cell viabili Mice, fly

HepG2 an CISD1 :-: 'Validated
H1299 cel SLC7A11 : Validated
Bone martFANCD? :-Validated
Umbilical \GPX4 :-: L Validated
Head and NFE2L2 :-:Validated
SH-SY5Y (FTMT :-: L Validated

Heat shoc HGNC:52:Negatively Cell viabiliHuman, mPancreaticHSPAS :+: Validated

Activating HGNC:78¢Inhibition | CCK8 cell "Human
Solute carlHGNC:11(Slc7al11 deCell viabili Mice
GlutathiorHGNC:455Ferroptosi RT-gPCR, Mice
GlutathiorHGNC:455DownregtImmunoblHuman
Heme oxy HGNC:501DemonsraRT-PCR, wMice
Activating HGNC:78¢ ATF4 expr siRNA, cellHuman

PancreaticATF4 :+: FValidated
Mice, hepiSLC7A11 : Validated
Forebrain GPX4 :-: F Validated
Human miGPX4 :-: L Validated
Renal proHMOX1 :-Validated
U87 and LATF4 :+: x Validated

Nuclear faHGNC:77¢Nrf2 over Cell growt Human, raF98, U887 ¢NFE2L2 :+ Validated
Tumor prcHGNC:11¢Inhibits ferRNAI, live-Human, mHCT116, aTP53 :+: NValidated

Solute carlHGNC:11CKnockdowshRNA, ce Human

HCT116 SLC7A11:Validated

Helicase, N HGNC:48€¢LSH inhibi Plate-coloHuman, mLung canc HELLS :+: Validated

Stearoyl-CHGNC:10EDepletion shRNA, RTHuman
Fatty acid HGNC:357Depletion shRNA, RTHuman
SRC proto HGNC:11ZSrc-STATSImmunoblHuman
Signal trar HGNC:11=Src-STATSImmunoblHuman

A549 cancSCD :-: Fe Validated
A549 cancFADS? :-: Validated
MCF-10A SRC :+: ST Validated
MCF-10A STATS :-:,Validated

Nuclear faHGNC:77€ ARF-medi Gene transHuman, mH1299, Sa NFE2L2 :+ Validated

PromyelocHGNC:911PML expre Cell death Human
Mechanist HGNC:394Necessary Cell viabili Mice

NFS1 cysttHGNC:15¢SuppressicRNAI, cell Human
Tumor prcHGNC:15¢Delta Np6 siRNA, cellHuman
Solute carlHGNC:11COverexper Cell viabiliHuman
Tumor prcHGNC:11¢p53 stabililmmunoblHuman
Cyclin depHGNC:17&Required t CRISPR, sk Human

IMR9O0 cellPML :-: Fe Validated
CardiomycMTOR :-: IValidated
MDA-MB-NFS1 :-: T'Validated
ME-180 c¢TP63 :-: FeValidated
MDA-MB-SLC7A11 : Validated
HT-1080 (¢TP53 :+: CValidated
HT-1080 ¢CDKN1A : Validated

microRNAHGNC:31ESuppresse ImmunoblHuman, mMelanomeMIR137 :- Validated

Solute carlHGNC:10¢Overexpre Cell viabili Mice
Glutathior HGNC:45% Activation Cell viabili- Mice
Glutathior HGNC:455 GPX4-ove ImmunohiHuman
EctonuclecHGNC:33EOverexpre Cell viabili Rat
Voltage deHGNC:12€ Overexpre Western bHuman
Fumarate HGNC:37CFH inactivi CRISPR/CeéHuman
CDGSH ircHGNC:24ZOverexpre Cell viabiliHuman
Solute carlHGNC:10¢€A negative Cell viabiliHuman
microRNAHGNC:31€Overexpre ImmunoblHuman
microRNAHGNC:31€Overexpre ImmunoblHuman
microRNAHGNC:31€Overexpre ImmunoblHuman

TM4 SertoSLC40AL1 : Validated
TM4 Sertoa GPX4 :-: L Validated
LCL-K cell GPX4 :-: 8 Deduced
H9c?2 cells ENPP2 :-: Validated
HT1080 ce VDAC? :-: Validated
UOK262, tFH :+: GP>Validated
Head and CISD2 :-: [ Validated
SH-SY5Y (SLC40A1 : Validated
A375 and MIR9 :-: GValidated
A375 and MIR9 :-: GValidated
A375 and MIR9 :-: GValidated

Cystathior HGNC:155Inhibition - Cell viabiliHuman, mHepG2 celCBS :-: FerValidated
Nuclear faHGNC:77€ Associatec Cell viabiliHuman, mHNC cell liINFE2L2 :+ Validated



SQSTM1
GPX4
ISCU
FTH1
ACSL3
OTUB1
CD44

Sequestos HGNC:11ZInhibition 'siRNA, gPIHuman
GlutathiorHGNC:455Overexpre Cell viabili Human
Iron-sulfulHGNC:29¢ Over exprtCell viabiliHuman
Ferritin he HGNC:397FTH recon Cell viabiliHuman
Acyl-CoA HGNC:357Required fDead cell (Human
OTU deubHGNC:23(Inactivatio CRISPR/CeéHuman
CD44 molHGNC:16&Knockdow Western b Human

LINC0033tLong inter HGNC:33¢ OverexpreqRT-PCR, Human

STAT3
BRD4
PRDX6
MIR17
SCD
SESN2
NF2
ARNTL
HIF1A
JUN
CA9
HSPAS
TMBIM4
HSPAS
PLIN2
MIR212
Fer1HCH
AIFM2
AIFM?2
LAMP2
ZFP36
GPX4
PROM2
CHMP5
CHMP6
AKR1C1
AKR1C2
AKR1C3
CBS
NFE2L2
CAV1
GCH1

Signal trar HGNC:11ZUpregulatiCell viabili Human
Bromodor HGNC:13EInhibition Cell prolifeHuman
PeroxiredcHGNC:167A negative Western bHuman
microRNAHGNC:31¢t Protects eilLentivirus Human

HN3 cells SQSTM1 :-Validated
HCT116, LGPX4 :-: F Validated
HL60, KG1ISCU :+: G Validated
HL60, KG1FTH1 :-: LiValidated
HEK293, FACSLS :-: |Validated

, mH1299, SKOTUBL1 :+:Validated

H1299 cel CD44 :+: ¢Validated
A549 and (LINC0033Validated
Osteosarc STATS :-: |Validated
MDA-MB-BRD4 :-: F Validated
H1299 cel PRDX6 :-: Validated
HUVEC ce MIR17 :-:,Validated

Stearoyl-CHGNC:10&Inhibition Cell viabiliHuman, mOVCAR-4,SCD :+: CcValidated
Sestrin 2 HGNC:207Has cytop/MTT assayHuman, mHepG2 an SESN2 :-: Validated
NeurofibrcHGNC:777Genetic in.Cell death Human, mMouse e NF2 :-: YAValidated
Aryl hydrcHGNC:701Degration CytotoxiciiHuman, mCalu-1, TFARNTL :-: Validated
Hypoxia ir HGNC:491Destabilizi CytotoxiciiHuman, mCalu-1, TFHIF1A :-: Validated
Jun proto-HGNC:62CO-GIlcNAcImmunofltHuman, mBel-7402, JUN :+: G¢Deduced
Carbonic éHGNC:13€Inhibition gRT-PCR, Human  MesothelicCA9 :-: Fe'Validated
Heat shoc HGNC:52-Knockdow Fluorescer Human, mPancreatic GRP78 :-: Validated
Transmenr HGNC:24zProtects aiCell viabiliHuman, mHep G2, HS1R :-: FerValidated
Heat shoc HGNC:52ZServes as Cell viabiliHuman, mGlioma ce HSPAS :+: Predicted
Perilipin 2 HGNC:24¢& An indispe Cell prolifeHuman, mSGC7901 ¢PLIN2 :-: FScreened
microRNAHGNC:31EOverexpre Controllec Mice HT22 and (miR-212-Validated
Ferritin 1 F_NA_ Reduced FRT-gPCR, DrosophileFly FerlHCH : Predicted
Apoptosis HGNC:214A glutathicExpressior Human, mMCF-7, H FPS1 :+: CValidated
Apoptosis HGNC:214A potent f Synthetic IHuman, mU-2 OS ceFPS1 :+: CValidated
LysosomalHGNC:65CKnockdow Cell viabiliHuman ~ ARPE-19, LAMP2 :+:Validated
ZFP36 rincHGNC:12¢ ZFP36 pla«Cell viabiliHuman, mHepatic stiZFP36 :-: +Validated
GlutathiorHGNC:45E Depletion QuantitatiHuman, mH9c2 and GPX4 :-: L Validated
Prominin zHGNC:20€Induced b RNA-seq, Human  MCF10A, IProminin2 Validated
Charged nHGNC:26¢Ferroptosi RNAI, wes Human, mPANC1 an CHMPS5 :-:Validated
Charged nHGNC:25¢€Ferroptosi RNAI, wes Human, mPANC1 an CHMP6 :-:Validated
Aldo-keto HGNC:384Inhibition RNAI, cell Human  MeWo, AzZAKR1C1 :-Validated
Aldo-keto HGNC:38E Inhibition RNAI, cell Human  MeWo, AzZAKR1C2 :- Validated
Aldo-keto HGNC:38tInhibition RNAI, cell Human  MeWo, AzZAKR1C3 :-Validated
Cystathior HGNC:155Knockdow RNAI, cell Human  SKOV3 an:/CBS :+: CyValidated
Nuclear faHGNC:77¢GeneticalhRNAI, cell Human  SKOV3 an'NFE2L2 :+ Validated
Caveolin 1HGNC:15zCav-1 defiimmunoflitHuman, mLO2 cells, CAV-1 :+: Validated
GTP cyclolHGNC:41¢Gch1 over CRISPR acHuman  HT-1080,7GCH1 :+: IValidated



org/ferrdb/)
Caution  Protein enUniProtkKB PMID Remark
_NA_ 60S riboscP62917 (R 22632970 _NA_
_NA_ Iron-respcP48200 (1F22632970 _NA_
_NA_ ATP synth.P48201 (A22632970 ATP5G3 in article
_NA_ Citrate syrO75390 ((22632970 _NA_
_NA_ ER membrQ15006 (E22632970 TTC35 in article
_NA_ Medium-cQ96CM8 (22632970 _NA_
The preseiNADPH 0yQ9Y5S8 (N22632970 _NA_
The preselCytochronP04839 (C 22632970 NOX2 in article
The preseiNADPH 0y Q9HBYO0 (122632970 _NA_
The preseiNADPH 0y QINPH5 (22632970 _NA_
The preseiNADPH 0y Q96PH1 (122632970 _NA_
The presetDual oxide QINRD9 (22632970 _NA_
The presetDual oxide QINRDS8 (22632970 _NA_
_NA_ Glucose-6P11413 (G22632970 _NA_
_NA_ 6-phosphiP52209 (6 22632970 _NA_
_NA_ Voltage-d P45880 (V22632970 _NA_
Also involPhosphatilP42336 (P 24739485 PI3Kalpha in article
Also invohReceptor- P36888 (FI24739485 _NA_
Transient ¢tNon-spec P22307 (N25402683 _NA_
The acetyl Cellular tu PO4637 (P 25799988 _NA_
Author preLong-chai 060488 (£25965523 _NA_
Author preLysophosg Q6P1A2 (125965523 _NA_
Inferred asGTPase NIP01111 (R26157704 _NA_
Inferred asGTPase KFP01116 (R26157704 _NA_
Inferred asGTPase HIP01112 (R26157704 _NA_
(
(

~ o~ o~ o~ o~ o~

_NA_ Serotransf P02787 (T 26166707 Transferrin in article
_NA_ Transferrir P02786 (T 26166707 Tfr in article
_NA_ Transferrir QOUP52 (126166707 Tfr in article
_NA_ Sodium-ccQ9H2H9 (26166707 _NA_

_NA_ Neutral anQ15758 (£26166707 _NA_

_NA_ GlutaminaQ9UI32 (C26166707 _NA_

_NA_ Aspartate P17174 (A26166707 _NA_

_NA_ Cysteine--P49589 (S'26184909 CARS in article
_NA_ Cellular tu P04637 (P 26218928 p53 in article
_NA_ ArachidonP09917 (L126235588 5-LOX in article
_NA_ Kelch-like Q14145 (k26403645 _NA_

Other articHeme oxy P09601 (H26405158 HO-1 in article
_NA_ Cellular tu P04637 (P 26943586 p53 in article
_NA_ Cellular tu P04637 (P 27034505 p53 in article
_NA_ GlutaminaQ9UI32 (C27034505 _NA_

_NA_ Autophag Q9H1Y0 (427245739 _NA_

—~

—~ o~ o~ —~



_NA_ Ubiquitin- 095352 (£27245739 _NA_
_NA_ Nuclear reQ13772 (N27245739 _NA_
_NA_ Serotransf P02787 (T 27441659 Transferrin in article
_NA_ ArachidonP09917 (L(27506793 _NA_
_NA_ ArachidonP18054 (L(27506793 _NA_
_NA_ Arachidon 075342 (L27506793 _NA_
_NA_ ArachidonP16050 (L(27506793 _NA_
_NA_ Arachidon 015296 (L27506793 _NA_
_NA_ HydropercQ9BYJ1 (L'27506793 _NA_
_NA_ PhosphoryP15735 (P 27506793 _NA_
_NA_ Transferrir P02786 (T 27514700 _NA_
_NA_ CytoplasnmP21399 (A27514700 _NA_
_NA_ Iron-respcP48200 (IF27514700 _NA_
_NA_ Sodium-ctQ9H2H9 (27514700 _NA_
_NA_ GlutaminaQ9UI32 (C27514700 _NA_
_NA_ _NA_ _NA_ 27514700 Not found in HGNC
_NA_ Serine/thriO75385 (L27514700 _NA_
_NA_ Ubiquitin- QONT62 (27514700 _NA_
_NA_ Cysteine pQ86TLO (A27514700 _NA_
_NA_ Autophag Q9H1YO0 (427514700 _NA_
_NA_ Beclin-1 Q14457 (E27514700 _NA_
_NA_ MicrotubuQ9H492 (127514700 _NA_
_NA_ Gamma-aP60520 (G27514700 _NA_
_NA_ Gamma-a Q9HORS (27514700 _NA_
_NA_ Autophag Q676U5 (427514700 _NA_
_NA_ WD repea Q5MNZ9 127514700 _NA_
_NA_ WD repea Q9Y4P8 (V27514700 _NA_
_NA_ Sorting ne095219 (£27514700 _NA_
_NA_ Autophag 075143 (£27514700 _NA_
_NA_ Serine/thriQ8IYT8 (U 27514700 _NA_
_NA_ Nuclear reQ13772 (N27514700 _NA_
_NA_ Long-chai 060488 (£27565726 _NA_
_NA_ Cellular tu P04637 (P 27705786 _NA_
Activated Diamine a P21673 (5.27698118 _NA_
_NA_ ArachidonP16050 (L(27698118 _NA_

_NA_ Long-chai 060488 (£27842066 _NA_
_NA_ Lysophosp Q6P1A2 (127842066 _NA_
_NA_ ArachidonP16050 (L127842066 15-LOX in article
_NA_ Long-chai 060488 (£27842070 _NA_
_NA_ Kelch-like Q14145 (k28012440 _NA_
_NA_ Epidermal PO0533 (E'28297659 _NA_

_NA_ NADPH 0y Q9NPH5 (28297659 _NA_
_NA_ Mitogen-¢P27361 (V28297659 ERKL1 in article



_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_

NA

Mitogen-:P28482 (V28297659 ERK2 in article
BH3-interiP55957 (B 28384611 _NA_
Long-chai 060488 (£28551825 _NA_

Zinc fingelP37275 (Z 28678785 _NA_
Kelch-like Q14145 (k28805788 _NA_
Dipeptidyl P27487 (D28813679 _NA_
ArachidonP16050 (L(28837253 _NA_
ArachidonP18054 (L(28837253 _NA_
Cyclin-defP42771 (C28985506 ARF in article
PhosphatitP30086 (P 29053969 _NA_
Suppressc 015524 (£29081404 _NA_

Cysteine dQ16878 (29144989 _NA_
TranscriptiP10242 (N29144989 C-Myb in article
Heme oxy P09601 (H29274359 HO-1 in article
Mitogen-:P45983 (V29330409 JNK1 in article
Mitogen-:P45984 (V29330409 JNK2 in article
Mitogen-:P28482 (V29330409 ERK2 in article
Mitogen-¢P27361 (V29330409 ERK1 in article
Neutral anQ15758 (£29348676 _NA_
Glutathior Q9BUX1 (129383104 _NA_
Mitogen-:Q16539 (N29436589 p38 MAPK in article

Also triggePutative u Q9H8W?2 (29588351 P53RRA in article

_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_

NADPH 0y Q9NPHS5 (29702192 _NA_

Aspartate P17174 (A30035324 _NA_

Beclin-1 Q14457 (E30057310 _NA_

5'-AMP-a P54646 (A30057310 PRKAA in article
5'-AMP-a Q13131 (#30057310 AMPK alpha in article
ELAV-like Q15717 (E30081711 _NA_

Ubiquitin «Q92560 (E30202049 _NA_

Cellular tu P04637 (P 30321484 P53 in article
Multidrug P33527 (W30726737 MRP1 in article
Long-chai 060488 (£30737476 _NA_

_NA_ _NA_ 30787392 _NA_

Activin recP36896 (A30804470 ALK4 in article
TGF-beta P36897 (T:30804470 ALK5 in article
Ubiquitin ¢Q92560 (E30907299 _NA_
EndothelicQ99814 (E30962421 HIF-2alpha in article
Hypoxia-itQ9Y5L2 (F30962421 _NA_
Hypoxia-i1Q16665 (F 30962421 HIF-1alpha in article
ArachidonP18054 (L(30962574 _NA_

Long-chai 060488 (£30962574 _NA_

Heme oxy P09601 (H31036877 _NA_

Interferon P01579 (IF31043744 IFNgamma in article



_NA_ Anoctamir Q4KMQ2 131060306 _NA_

_NA_ PhosphatiiQ14693 (L31061954 _NA_

_NA_ High mob P09429 (H31105999 _NA_

_NA_ Tumor necP21580 (T 31160087 Zinc lipoprotein A20 in article
_NA_ Toll-like re000206 (131196626 _NA_

_NA_ NADPH 0y Q9NPH5 (31196626 _NA_

_NA_ Cyclic AMIP18847 (A31273299 _NA_

_NA_ Serine-prcQ13315 (#31320750 _NA_

_NA_ YY1-assocQI9H869 (V31341276 YAP in article

_NA_ Egl nine htQ96KS0 (E31355331 _NA_

_NA_ Inositol ox QOUGB7 (131437128 _NA_
_NA_ Tafazzin Q16635 (131484063 _NA_
_NA_ Protein LY Q86UE4 (131527591 _NA_
_NA_ Isocitrate (O75874 (1131591388 _NA _

_NA_ NAD-deptQ96EB6 (£31610175 _NA_
_NA_ Tafazzin Q16635 (131641008 _NA_
_NA_ Beclin-1 Q14457 (E31650158 Beclinl in article
_NA_ F-box/WLCQ969HO0 (F31679460 _NA_
(

_NA_ Pannexin- Q96RD7 (131694915 NA_
_NA_ Dnal hom O75190 ([31701262 _NA_
_NA_ TranscriptiO14867 (E31740582 _NA_
_NA_ Long-chaiO60488 (£31789401 _NA_

NA Lon prote:P36776 (L131822343 _NA_

Prostaglar P35354 (P 24439385 May promote ferroptosis.

Dual speciP28562 (D 24439385 May promote ferroptosis.

Nitric oxid P35228 (N 24439385 May promote ferroptosis.
NeutrophiP19878 (N24439385 May promote ferroptosis.

Metallothi P25713 (V24439385 May promote ferroptosis.

Polyubiqu POCG48 (L 24439385 May promote ferroptosis.

Serum alb P02768 (A 24439385 May promote ferroptosis.

Thioredox Q16881 (124439385 May promote ferroptosis.
SulfiredoxiQ9BYNO (124439385 May promote ferroptosis.
GlutathiorP18283 (G24439385 May promote ferroptosis.
BCL2/aderQ12983 (E24439385 May promote ferroptosis.
Serine/thriO95747 ((24439385 May promote ferroptosis.

Selenopro Q9BQE4 (£24439385 SELS in article. May promote ferroptosis.
Angiopoie 043827 (£24439385 May promote ferroptosis.

Glutathior Q9BUX1 (124844246 _NA_

Cystine/gl QOUPY5 (024844246 May inhibit ferroptosis.

DNA damiQ9INX09 (124844246 May promote ferroptosis.

_NA_ _NA_ 24844246 Not found in HGNC. May promote ferroptosis.
Asparagin P08243 (A 24844246 May promote ferroptosis.

TSC22 dorQ99576 (124844246 May promote ferroptosis.
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DDIT3 upsPODPQ6 (124844246 May promote ferroptosis.
Jun dimeriQ8WYK2 (24844246 May promote ferroptosis.
Sestrin-2 P58004 (S 24844246 May promote ferroptosis.
Neutral anP43007 (S.24844246 May promote ferroptosis.
Phosphoe Q16822 (F24844246 May promote ferroptosis.
Thioredox QI9H3M7 (24844246 May promote ferroptosis.
Very low-(P98155 (V 24844246 May promote ferroptosis.
Alanine ar Q8TD30 (124844246 May promote ferroptosis.
PhosphostQ9Y617 (24844246 May promote ferroptosis.
Leucine ricQ8IV03 (L124844246 CO9ORF150 in article. May promote ferroptosis.
Large neu Q01650 (L 24844246 May promote ferroptosis.
Homocyst Q15011 (24844246 May promote ferroptosis.
X-box-birP17861 (X 24844246 May promote ferroptosis.
Cyclic AMIP18847 (A24844246 May promote ferroptosis.
4F2 cell-stP08195 (4 24844246 May promote ferroptosis.
Cystathior P35520 (C 24844246 May promote ferroptosis.
Cyclic AMIP18848 (A24844246 May promote ferroptosis.
Zinc fingeltQ96HQO (24844246 May promote ferroptosis.
Kelch-like Q6TFL4 (K24844246 May promote ferroptosis.
Tribbles htQ96RU7 (124844246 May promote ferroptosis.
Zinc fingeltQ9UILY (224844246 ZNF643 in article. May promote ferroptosis.
V-type prc095670 (\ 24844246 May promote ferroptosis.
Vascular e P15692 (V 24844246 May promote ferroptosis.
Growth/di Q99988 ((24844246 May promote ferroptosis.
Tubulin egQ9UITO (T24844246 May promote ferroptosis.
Arrestin dcQ96B67 (£24844246 May promote ferroptosis.
CCAAT/erP53567 (C24844246 May promote ferroptosis.
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_NA_ _NA_ 24844246 May inhibit ferroptosis.

Regulator P49798 (R 24844246 May inhibit ferroptosis.

_NA_ _NA_ 24844246 MUTED-TXNDCS in article. May inhibit ferroptosis.
_NA_ _NA_ 24844246 Not found in HGNC. May inhibit ferroptosis.
EukaryoticP05198 (IF 24844246 elF2alpha in article. May promote ferroptosis.
_NA_ _NA_ 25385600 Not found in HGNC. May promote ferroptosis.

Interleukir P05231 (IL 25385600 IL-6 in article. May promote ferroptosis.
C-X-C mcP19875 (C 25385600 May promote ferroptosis.
TranscriptiQ04206 (125385600 p65 in article. May promote ferroptosis.
Estradiol 1Q8NBQ5 (25965523 May promote ferroptosis.
1-acyl-sn-Q9NRZ7 (25965523 May promote ferroptosis.

Histone-ly Q9UPS6 (£25965523 May promote ferroptosis.

Heme oxy P09601 (H26097885 HO-1 in article. May promote ferroptosis.
Serotransf P02787 (T 26097885 May promote ferroptosis.

Ferritin lig P02792 (FI26097885 May promote ferroptosis.

60S riboscP62917 (R 26097885 May promote ferroptosis.
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ATP synth.P48201 (A26097885 ATP5G3 in article. May promote ferroptosis.
Transferrir P02786 (T 26097885 May inhibit ferroptosis.

TranscriptiO15525 (N26403645 May inhibit ferroptosis.

Interleukir O95760 (1127352622 IL-33 in article. May promote ferroptosis.
Ferritin he P02794 (FI27514700 _NA_

Solute carfQ9NP59 (£27773819 May promote ferroptosis.

Serotransf P02787 (T 27773819 May promote ferroptosis.

Transferrir P02786 (T 27773819 May promote ferroptosis.

Ferritin he P02794 (FI27773819 May inhibit ferroptosis.

Phospholi|P36969 (G27773819 May inhibit ferroptosis.

Hepcidin P81172 (H27773819 May inhibit ferroptosis.

Heat shoc P04792 (H27773819 May inhibit ferroptosis.

Nuclear faQ16236 (MN27773819 NRF2 in article. May inhibit ferroptosis.
MetallorecQ658P3 (27773819 May inhibit ferroptosis.

D(1B) dop P21918 (D27793671 May promote ferroptosis.
Phospholi|P36969 (G27793671 May inhibit ferroptosis.

D(4) dopa P21917 (D27793671 May inhibit ferroptosis.

Mitogen-:Q99683 (N28887319 ASK1 in article. May promote ferroptosis.
Mitogen-:Q16539 (N28887319 p38 in article. May promote ferroptosis.
Solute cariP11166 (G28900510 GLUT1 in article. May inhibit ferroptosis.
Solute cariP11169 (G28900510 GLUT3 in article. May inhibit ferroptosis.
Solute carfQ9UGQ3 (28900511 GLUTG in article. May inhibit ferroptosis.
Solute carfQ9NY64 (28900512 GLUTS in article. May inhibit ferroptosis.
Solute cariQ8TD20 ((28900513 GLUT12 in article. May inhibit ferroptosis.
_NA_ _NA_ 28900514 Not found in HGNC. May inhibit ferroptosis.
Solute carifQ8TDBS8 ((28900515 GLUT14 in article. May inhibit ferroptosis.
elF-2-alptQ9P2K8 (E29383104 GCNZ2 in article. May promote ferroptosis.
EukaryoticP05198 (IF29383104 elF2alpha in article. May promote ferroptosis.
Cyclic AMIP18848 (A 29383104 May promote ferroptosis.
ArachidonP09917 (L129632885 5-LOX in article

ArachidonP18054 (129632885 p12-LOX in article

ArachidonP16050 (L129632885 15-LOX-1 in article

ArachidonP09917 (Lt30294906 May promote ferroptosis.
Medium-cQ96CM8 (30539824 There is a corrigendum for this article. May promote ferroptosis
lron-respcP48200 (IF30539824 There is a corrigendum for this article. May promote ferroptosic
PhospholijP36969 (G30539824 There is a corrigendum for this article.

High mob P09429 (H30686534 May promote ferroptosis.

Heme oxy P09601 (H30692261 May promote ferroptosis.

Nuclear faQ16236 (M30692261 NRF2 in article.

ELAV-like Q15717 (E30787392 May inhibit ferroptosis.

4F2 cell-stP08195 (4 31043744 May inhibit ferroptosis.

Cystine/gl QOUPY5 (031043744 May inhibit ferroptosis.

TranscriptiQ92754 (431056284 May inhibit ferroptosis.
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TranscriptiP08047 (S 31056284 May inhibit ferroptosis.
Hemoglok P69905 (H31108460 May promote ferroptosis.
Nicotinam P40261 (N31108460 May promote ferroptosis.
Perilipin-4Q96Q06 (131108460 May promote ferroptosis.
Hypermet Q14526 (F 31108460 May promote ferroptosis.
Stathmin P16949 (S 31108460 May inhibit ferroptosis.
RibonuclelP31350 (R 31108460 May inhibit ferroptosis.
Macropha P40121 (C31108460 May inhibit ferroptosis.
Hepatocyt P41235 (H31108460 May inhibit ferroptosis.
Neuroglot QINPG2 (31405213 May inhibit ferroptosis.
14-3-3 prP62258 (1.31581313 14-3-3epsilon in article. May promote ferroptosis.
GA-bindirQ06547 ((31700067 May inhibit ferroptosis.
Aurora kin014965 (£31740746 May inhibit ferroptosis.
_NA_ _NA_ 31740746 miR-4715-3p in article. May promote ferroptosis.
Receptor- Q13546 (F31827280 May promote ferroptosis.
PeroxiredcQ06830 (F31901729 May promote ferroptosis.
_NA_ _NA_ 31926626 miR-30b-5p in article. May promote ferroptosis.
_NA_ Cystine/gl Q9UPY5 (022632970 _NA_

_NA_ Phospholi|P36969 (G24439385 _NA_

_NA_ Aldo-keto Q04828 (£24844246 _NA_

_NA_ Aldo-keto P52895 (A24844246 _NA_

_NA_ Aldo-keto P42330 (A24844246 _NA_

_NA_ PhospholijP36969 (G25402683 _NA_

_NA_ RetinoblasP06400 (R 25444922 _NA_

_NA_ Heat shoc P04792 (H25728673 _NA_

_NA_ Heat shoc Q00613 (F25728673 _NA_

_NA_ Cystine/gl Q9UPY5 (025799988 _NA_

_NA_ Phospholi|P36969 (G25824823 _NA_

_NA_ Glutamate P48506 (G26166707 _NA_

_NA_ Cystine/gl Q9UPY5 (026218928 _NA_

_NA_ Nuclear faQ16236 (26403645 NRF2 in article
_NA_ Sequestos Q13501 (£26403645 p62 in article.
_NA_ NAD(P)H (P15559 (N26403645 _NA_

Article (PNHeme oxy P09601 (H26403645 HOL in article
_NA_ Ferritin he P02794 (FI26403645 _NA_

_NA_ Mucin-1 P15941 (Nv26930718 _NA_

_NA_ 4F2 cell-stP08195 (4 26945935 CD98hc in article
_NA_ Metallothi P13640 (27015352 MT-1G in article
Its ability t Nuclear faQ16236 (M27015352 NRF2 in article
_NA_ Solute carfQ9NP59 (£27441659 Ferroportin-1 (FPN) in article
_NA_ Cystine/gl QOUPY5 (027441659 _NA_

_NA_ Phospholi|P36969 (G27441659 _NA_

_NA_ Cystine/gl QOUPY5 (027477897 _NA_



NA_ CDGSH ircQINZ45 (127510639 NA_
NA_ Cystine/gl QQUPY5 (127705786 NA_

_NA_ Fanconi arQ9BXW9 (27773819 _NA_
_NA_ PhospholijP36969 (G27964880 _NA_
_NA_ Nuclear faQ16236 (28012440 NRF2 in article
_NA_ Ferritin - Q8N4E7 (128066232 _NA_
_NA_ EndoplasnP11021 (B 28130223 _NA_

_NA_ Cyclic AMIP18848 (A28130223 _NA_

_NA_ Cystine/gl Q9UPY5 (028195347 _NA_

_NA_ PhospholijP36969 (G28212525 _NA_

_NA_ PhospholijP36969 (G28297659 _NA_

Article (PNHeme oxy P09601 (H28515173 HO-1 in article
_NA_ Cyclic AMIP18848 (A 28553953 _NA_

_NA_ Nuclear faQ16236 (28805788 Nrf2 in article
Promotes Cellular tu P04637 (P 28813679 _NA_

_NA_ Cystine/gl Q9UPY5 (028813679 _NA_

_NA_ Lymphoid QINRZ9 (128900510 LSH in article
_NA_ Acyl-CoA 000767 (£28900510 SCD1 in article
_NA_ Acyl-CoA 095864 (F28900510 _NA_
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_NA_ Proto-oncP12931 (S 28972104 _NA_
_NA_ Signal trar P40763 (S 28972104 _NA_
_NA_ Nuclear faQ16236 (28985506 NRF2 in article
_NA_ Protein PNP29590 (P 29081404 _NA_

_NA_ Serine/thriP42345 (N29127238 _NA_

_NA_ Cysteine dQ9Y697 (M29168506 _NA_

_NA_ Tumor prcQ9H3D4 (29212036 Delta Np63 alpha in article
_NA_ Cystine/gl Q9UPY5 (029274359 _NA_

Found to [Cellular tu P04637 (P 29346757 p53 in article

_NA_ Cyclin-defP38936 (C29346757 Encoding p21

_NA_ _NA_ _NA_ 29348676 _NA_

_NA_ Solute carfQ9NP59 (£29436589 Fpn in article

_NA_ PhospholijP36969 (G29436589 _NA_

The autho PhospholijP36969 (G29463878 _NA_

_NA_ EctonuclecQ13822 (E29551679 _NA_
_NA_ Voltage-d P45880 (V29569437 _NA_
_NA_ Fumarate P07954 (FI29917289 _NA_

_NA_ CDGSH ircQ8N5K1 (129928961 _NA_
_NA_ Solute carfQ9NP59 (£29949159 Ferroportin in article

_NA_ _NA_ _NA_ 30035324 miR-9 in article
_NA_ _NA_ _NA_ 30035324 miR-9 in article
_NA_ NA _NA_ 30035324 miR-9 in article

_NA_ Cystathior P35520 (C 30258181 _NA_
_NA_ Nuclear faQ16236 (M30339884 Nrf2 in article



Not test ceSequestos Q13501 (30339884 p62 in article.

_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_
_NA_

PhospholijP36969 (G30524291 _NA_
Iron-sulfulQ9H1K1 (130557609 _NA_

Ferritin he P02794 (FI30557609 FTH in article
Long-chai 095573 (£30686757 _NA_

Ubiquitin tQ96FW1 (30709928 _NA_

CD44 antitP16070 (C30709928 _NA_

Putative uiQ6ZUF6 (130787392 _NA_

Signal trar P40763 (S30811078 _NA_

Bromodor 060885 (E30988278 _NA_
PeroxiredcP30041 (P 31036877 _NA_

_NA_ _NA_ 31160087 miR-17-92 in article
Acyl-CoA 000767 (£31270077 SCD1 in article
Sestrin-2 P58004 (S 31323261 Sesn?2 in article
Merlin P35240 (M31341276 Also known as merlin
Aryl hydroO00327 (E31355331 _NA_
Hypoxia-i1Q16665 (F31355331 _NA_
TranscriptiP05412 (J131394193 c-Jun in article
Carbonic ¢Q16790 (31442913 _NA_
EndoplasnP11021 (B 31456633 GRP78 in article
Protein lifeQ9HC24 (131507082 S1R in article
EndoplasnP11021 (B 31519193 _NA_
Perilipin-20Q99541 (F31520166 Also known as ADRP
_NA_ _NA_ 31533781 miR-212-5p in article
Ferritin ~ H1UUDZ2 (31568497 _NA_

Apoptosis QIBRQ8 (0131634899 FSP1 in article
Apoptosis QIBRQ8 (31634900 FSP1 in article
Lysosome P13473 (L,31672277 _NA_

MRNA decP26651 (T 31679460 _NA_
PhospholijP36969 (G31685805 _NA_

Prominin- Q8N271 (131735663 Prominin2 in article
Charged nQ9NZZ3 (131761326 _NA_

Charged nQ96FZ7 ((31761326 _NA_

Aldo-keto Q04828 (£31780644 _NA_

Aldo-keto P52895 (A31780644 _NA_

Aldo-keto P42330 (A31780644 _NA_

Cystathior P35520 (C31819185 _NA_

Nuclear faQ16236 (M31819185 NRF2 in article
Caveolin-:Q03135 ((31877357 Cav-1 in article
GTP cyclotP30793 (G31989025 _NA_





















