Coef. Coef. Coef. t Coef. P-
Parameters estimate standard value value
error (>]t])
N100 -3.3E-04 1.8E-05 -1.8E+01 2.0E-16
IAAS 5.8E-04 1.3E-04 4.6E+00 3.7E-06
UAL -6.5E-06 2.4E-06 -2.7E+00 7.3E-03
TLO 6.1E-06 2.3E-06 2.7E+00 7.5E-03
TAL -3.3E-06 1.8E-06 -1.8E+00 6.8E-02
Co -2.8E-04 2.6E-04 -1.1E+00 2.8E-01
UAC 7.0E-04 6.6E-04 1.1E4+00 2.9E-01
UACP 4.6E-03 4.4E-03 1.0E+00 3.0E-01
WORKFLOW: GENPAT -2.7E-03 2.7E-03 -9.8E-01 3.3E-01
TL1000 -1.2E-06 1.3E-06 -9.5E-01 3.4E-01
C1000 1.1E-03 1.4E-03 7.9E-01 4.3E-01
REFERENCE: ATCCBAA679 3.8E-02 5.2E-02 7.3E-01 4.6E-01
REFERENCE: ATCC19115 3.1E-02 4.4E-02 7.2E-01 4.7E-01
MAC 6.8E-03 1.0E-02 6.5E-01 5.2E-01
WORKFLOW: INNUENDO -2.0E-03 3.5E-03 -5.9E-01 5.6E-01
MA -5.4E-03 9.2E-03 -5.9E-01 5.6E-01
GC -7.7E-02 1.3E-01 -5.9E-01 5.6E-01
NG50 -5.4E-08 9.3E-08 -5.8E-01 5.6E-01
LG50 -6.9E-03 1.3E-02 -5.4E-01 5.9E-01
ID100 3.2E-03 6.2E-03 5.1E-01 6.1E-01
WORKFLOW: SeqgSphere -3.4E-03 6.9E-03 -4 9E-01 6.2E-01
N50 3.6E-08 7.8E-08 4.6E-01 6.4E-01
L50 5.6E-03 1.2E-02 4 .5E-01 6.5E-01
N75 -8.4E-08 1.9E-07 -4 .4E-01 6.6E-01
NG75 7.8E-08 1.9E-07 4.1E-01 6.8E-01
TL50000 -4.7E-08 1.3E-07 -3.6E-01 7.2E-01
LGA50 3.9E-03 1.3E-02 3.0E-01 7.6E-01
LA 1.6E-08 5.6E-08 2.9E-01 7.7E-01
BREADTH 4.3E-03 1.5E-02 2.9E-01 7.7E-01
L75 -2.9E-03 1.0E-02 -2.8E-01 7.8E-01
LG75 2.6E-03 9.5E-03 2.7E-01 7.9E-01
LC -1.4E-08 5.6E-08 -2.6E-01 8.0E-01
GF -8.6E-03 3.3E-02 -2.6E-01 8.0E-01
C50000 1.2E-03 4.9E-03 2.5E-01 8.0E-01
LA50 -3.2E-03 1.3E-02 -2.5E-01 8.0E-01
MM100 -2.4E-04 1.2E-03 -2.0E-01 8.4E-01
LGA75 -1.4E-03 7.6E-03 -1.8E-01 8.5E-01
NGA50 2.1E-08 1.1E-07 1.8E-01 8.6E-01
SEQUENCING: NextSeq B -2.1E-04 1.2E-03 -1.7E-01 8.6E-01
C5000 -9.3E-04 6.0E-03 -1.6E-01 8.8E-01
UAMC -2.6E-03 1.7E-02 -1.5E-01 8.8E-01
LA75 1.3E-03 8.6E-03 1.5E-01 8.8E-01
MACL -1.3E-09 9.5E-09 -1.4E-01 8.9E-01
NA75 1.5E-08 1.1E-07 1.4E-01 8.9E-01
DEPTH -4.4E-06 3.5E-05 -1.2E-01 9.0E-01



NGA75 -1.1E-08 1.0E-07 -1.1E-01 9.1E-01
DR -3.0E-01 3.1E+00 -9.9E-02 9.2E-01
C10000 -7.6E-04 7.8E-03 -9.8E-02 9.2E-01
DNA: extraction_A 1.4E-04 1.5E-03 9.8E-02 9.2E-01
TL5000 1.1E-07 1.2E-06 9.6E-02 9.2E-01
C25000 -6.1E-04 8.0E-03 -7.6E-02 9.4E-01
NA50 -6.9E-09 1.0E-07 -6.7E-02 9.5E-01
PLATING: tenth_culture 9.5E-05 2.0E-03 4.8E-02 9.6E-01
TL10000 -3.4E-08 9.8E-07 -3.5E-02 9.7E-01
PLATING: fifth_culture 6.2E-05 1.9E-03 3.2E-02 9.7E-01
LMA -2.2E-05 7.3E-04 -3.0E-02 9.8E-01
SQLM -1.8E-05 7.7E-04 -2.4E-02 9.8E-01
TL25000 6.2E-09 3.7E-07 1.7E-02 9.9E-01
SQEM -6.4E-05 3.8E-03 -1.7E-02 9.9E-01
WORKFLOW: BioNumerics -5.5E-05 3.7E-03 -1.5E-02 9.9E-01
DNA: extraction B 1.2E-05 1.4E-03 8.2E-03 9.9E-01
Model intercept 5.3E+00 6.0E+00 8.9E-01 3.7E-01
B
Coef. Coef. P-
Coef. Coef. t
Parameters h standard value
estimate error value (>[t])

C25000 4.0E-03 3.7E-02 1.1E-01 9.1E-01
TL25000 -2.1E-07 2.0E-06 -1.1E-01 9.1E-01
C10000 -3.3E-03 3.6E-02 -9.1E-02 9.3E-01
REFERENCE: ATCC19115 1.2E-02 1.4E-01 9.0E-02 9.3E-01
LMA -1.4E-04 1.7E-03 -8.7E-02 9.3E-01
LGA75 -1.6E-03 1.9E-02 -8.3E-02 9.3E-01
REFERENCE: ATCCBAA679 1.3E-02 1.6E-01 7.8E-02 9.4E-01
MA -1.2E-03 1.6E-02 -7.7E-02 9.4E-01
DR -7.3E-01 1.2E+01 -6.0E-02 9.5E-01
GF -7.3E-03 1.2E-01 -5.9E-02 9.5E-01
ID100 -7.3E-04 1.6E-02 -4.7E-02 9.6E-01
LA75 1.5E-03 3.2E-02 4 5E-02 9.6E-01
TL10000 1.5E-07 3.4E-06 4.5E-02 9.6E-01
LG75 1.1E-03 2.4E-02 4 .5E-02 9.6E-01
C1000 -2.2E-04 5.8E-03 -3.9E-02 9.7E-01
MACL 8.3E-10 2.2E-08 3.8E-02 9.7E-01
C50000 -5.3E-04 1.6E-02 -3.4E-02 9.7E-01
PLATING: tenth_culture 1.0E-04 4.5E-03 2.2E-02 9.8E-01
GC 7.8E-03 3.6E-01 2.2E-02 9.8E-01
L75 -7.3E-04 3.4E-02 -2.2E-02 9.8E-01
TL50000 8.8E-09 4.1E-07 2.2E-02 9.8E-01
Co 8.4E-05 4.1E-03 2.0E-02 9.8E-01
MM100 5.3E-05 2.6E-03 2.0E-02 9.8E-01
NA50 7.7E-09 4.0E-07 1.9E-02 9.8E-01
UAL -2.3E-07 1.3E-05 -1.8E-02 9.9E-01
NA75 8.3E-09 4.7E-07 1.8E-02 9.9E-01
N100 -1.0E-05 6.0E-04 -1.7E-02 9.9E-01
C5000 -2.9E-04 1.7E-02 -1.7E-02 9.9E-01



NGA75 -6.8E-09 4.2E-07 -1.6E-02 9.9E-01
L50 -8.7E-04 5.5E-02 -1.6E-02 9.9E-01
DNA: extraction A -5.2E-05 3.4E-03 -1.5E-02 9.9E-01
N50 -9.6E-09 6.3E-07 -1.5E-02 9.9E-01
DEPTH 1.2E-06 8.1E-05 1.5E-02 9.9E-01
NGA50 -5.2E-09 3.7E-07 -1.4E-02 9.9E-01
TLO 1.5E-07 1.1E-05 1.4E-02 9.9E-01
LA50 4.8E-04 3.7E-02 1.3E-02 9.9E-01
MAC 3.0E-04 2.3E-02 1.3E-02 9.9E-01
LG50 6.7E-04 5.1E-02 1.3E-02 9.9E-01
LC 1.5E-09 1.3E-07 1.2E-02 9.9E-01
SQEM -7.2E-05 6.2E-03 -1.2E-02 9.9E-01
TL1000 9.2E-08 8.0E-06 1.1E-02 9.9E-01
TAL 3.9E-08 3.8E-06 1.0E-02 9.9E-01
UAC 1.2E-04 1.2E-02 9.7E-03 9.9E-01
NG50 5.9E-09 6.1E-07 9.5E-03 9.9E-01
UACP 1.6E-04 2.0E-02 7.7E-03 9.9E-01
SEQUENCING: NextSeq B -2.1E-05 2.8E-03 -7.6E-03 9.9E-01
SQLM 1.4E-05 2.3E-03 6.2E-03 1.0E+00
LGA50 -1.9E-04 3.1E-02 -6.1E-03 1.0E+00
BREADTH 2.1E-04 3.5E-02 5.9E-03 1.0E+00
DNA; extraction_B -1.2E-05 3.3E-03 -3.7E-03 1.0E+00
NG75 1.4E-09 3.8E-07 3.6E-03 1.0E+00
LA -3.6E-10 1.2E-07 -2.9E-03 1.0E+00
TL5000 8.3E-09 3.4E-06 2.4E-03 1.0E+00
N75 -5.7E-10 3.6E-07 -1.6E-03 1.0E+00
PLATING: fifth_culture 6.4E-06 4.4E-03 1.4E-03 1.0E+00
Model intercept 7.9E+00 1.8E+01 4.5E-01 6.5E-01
C
Coef. Coef. P-
Parameters C_oef. standard Coef. t value
estimate value
error (>]t])

MM100 -1.2E-04 5.6E-03 -2.1E-02 9.8E-01
ID100 3.5E-04 1.8E-02 1.9E-02 9.8E-01
PLATING: tenth_culture 9.1E-05 5.2E-03 1.7E-02 9.9E-01
PLATING: fifth_culture 5.5E-05 5.1E-03 1.1E-02 9.9E-01
Co -2.8E-05 2.7E-03 -1.0E-02 9.9E-01
TL1000 -5.9E-08 5.9E-06 -9.9E-03 9.9E-01
DNA: extraction_B -3.6E-05 3.9E-03 -9.4E-03 9.9E-01
C1000 3.0E-05 4.6E-03 6.7E-03 9.9E-01
LMA 1.9E-05 3.4E-03 5.7E-03 1.0E+00
C50000 -1.2E-04 2.1E-02 -5.6E-03 1.0E+00
GC 2.0E-03 3.7E-01 5.5E-03 1.0E+00
DEPTH -5.1E-07 9.5E-05 -5.4E-03 1.0E+00
TL50000 2.5E-09 5.9E-07 4.2E-03 1.0E+00
REFERENCE: ATCC19115 1.7E-03 4.1E-01 4.1E-03 1.0E+00
SEQUENCING: NextSeq B 1.2E-05 3.3E-03 3.7E-03 1.0E+00
C25000 1.3E-04 3.7E-02 3.7E-03 1.0E+00
REFERENCE: ATCCBAA679 1.7E-03 5.0E-01 3.4E-03 1.0E+00



L50 -4.8E-01 1.4E+02 -3.3E-03 1.0E+00
LA50 4.8E-01 1.4E+02 3.3E-03 1.0E+00
L75 2.2E-01 6.6E+01 3.3E-03 1.0E+00
LA75 -2.2E-01 6.6E+01 -3.3E-03 1.0E+00
MACL -4,7E-07 1.4E-04 -3.3E-03 1.0E+00
MA 1.9E-04 7.0E-02 2.7E-03 1.0E+00
UAC 5.8E-05 2.3E-02 2.5E-03 1.0E+00
C5000 3.8E-05 1.6E-02 2.3E-03 1.0E+00
TAL 9.9E-08 4.7E-05 2.1E-03 1.0E+00
LG75 -6.6E-05 3.2E-02 -2.0E-03 1.0E+00
LA 1.9E-07 9.2E-05 2.0E-03 1.0E+00
LC -1.9E-07 9.2E-05 -2.0E-03 1.0E+00
DNA: extraction_A 6.8E-06 4.0E-03 1.7E-03 1.0E+00
GF 7.2E-04 4.3E-01 1.7E-03 1.0E+00
TL10000 5.3E-09 3.3E-06 1.6E-03 1.0E+00
C10000 -4.9E-05 3.5E-02 -1.4E-03 1.0E+00
BREADTH -4.0E-05 3.6E-02 -1.1E-03 1.0E+00
TLO -4,.3E-08 4.5E-05 -9.5E-04 1.0E+00
TL5000 2.3E-09 3.4E-06 6.7E-04 1.0E+00
LG50 -2.9E-05 4.9E-02 -5.9E-04 1.0E+00
TL25000 -1.2E-09 2.1E-06 -5.4E-04 1.0E+00
UAL -1.2E-08 5.0E-05 -2.3E-04 1.0E+00
N75 1.1E-06 6.6E-03 1.7E-04 1.0E+00
NA75 -1.1E-06 6.6E-03 -1.7E-04 1.0E+00
NA50 1.8E-07 1.6E-03 1.1E-04 1.0E+00
NGA75 -7.2E-07 6.6E-03 -1.1E-04 1.0E+00
NG75 7.2E-07 6.6E-03 1.1E-04 1.0E+00
N50 -1.8E-07 1.6E-03 -1.1E-04 1.0E+00
NGA50 -1.7E-07 1.6E-03 -1.0E-04 1.0E+00
NG50 1.7E-07 1.6E-03 1.0E-04 1.0E+00
Model intercept 7.3E+00 1.4E+01 5.2E-01 6.0E-01
D
Coef. Coef. P-
Parameters C_oef. standard Coef. t value
estimate value
error (>[t])

LGA50 3.0E-03 4.1E-02 7.2E-02 9.4E-01
NGA50 3.8E-08 7.7E-07 4 .9E-02 9.6E-01
REFERENCE: ATCC19115 9.8E-03 2.2E-01 4 .5E-02 9.6E-01
REFERENCE: ATCCBAA679 1.2E-02 2.7E-01 4.4E-02 9.7E-01
NA50 -3.4E-08 8.0E-07 -4.3E-02 9.7E-01
C1000 -2.1E-04 5.0E-03 -4.2E-02 9.7E-01
LA 1.9E-08 5.0E-07 3.7E-02 9.7E-01
LC -1.8E-08 5.0E-07 -3.7E-02 9.7E-01
MAC -1.0E-03 3.3E-02 -3.1E-02 9.8E-01
TL50000 -1.6E-08 5.4E-07 -3.0E-02 9.8E-01
ID100 -4.8E-04 1.6E-02 -2.9E-02 9.8E-01
PLATING: tenth_culture 1.3E-04 4.8E-03 2.8E-02 9.8E-01
TLO 3.1E-07 1.1E-05 2.7E-02 9.8E-01
DNA: extraction B -9.0E-05 3.4E-03 -2.7E-02 9.8E-01
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Coef. Coef. Coef. t Coef. P-
Parameters estimate standard value value
error (>]t])
LA75 -1.4E-03 1.6E-02 -8.5E-02 9.3E-01
L75 1.7E-03 2.1E-02 7.7E-02 9.4E-01
LG75 -1.4E-03 2.2E-02 -6.3E-02 9.5E-01
NA75 -1.1E-08 1.9E-07 -6.1E-02 9.5E-01
C5000 7.5E-04 1.2E-02 6.1E-02 9.5E-01
TL5000 -1.4E-07 2.3E-06 -6.0E-02 9.5E-01
REFERENCE: ATCC19115 1.2E-02 2.1E-01 5.8E-02 9.5E-01
NGA75 1.0E-08 1.8E-07 5.8E-02 9.5E-01
LGA75 9.1E-04 1.6E-02 5.7E-02 9.5E-01
NG75 -2.6E-08 5.3E-07 -5.0E-02 9.6E-01
N75 2.6E-08 5.3E-07 4 .9E-02 9.6E-01
REFERENCE: ATCCBAA679 1.3E-02 2.6E-01 4 .9E-02 9.6E-01
C1000 -1.7E-04 3.5E-03 -4.7E-02 9.6E-01
TL10000 8.7E-08 1.9E-06 4.6E-02 9.6E-01
MA -4.4E-04 1.0E-02 -4.2E-02 9.7E-01
LMA -8.1E-05 2.0E-03 -4.1E-02 9.7E-01
C10000 -5.9E-04 1.5E-02 -4.1E-02 9.7E-01
NG50 1.8E-08 5.0E-07 3.6E-02 9.7E-01
NGA50 -1.7E-08 5.1E-07 -3.3E-02 9.7E-01
LG50 1.8E-03 5.9E-02 3.1E-02 9.8E-01
UAC -3.2E-05 1.1E-03 -2.8E-02 9.8E-01
SEQUENCING: NextSeq B -8.2E-05 2.9E-03 -2.8E-02 9.8E-01
L50 -1.5E-03 5.5E-02 -2.7E-02 9.8E-01
PLATING: fifth_culture 1.2E-04 4.4E-03 2.7E-02 9.8E-01
PLATING: tenth_culture 1.1E-04 4.6E-03 2.4E-02 9.8E-01
MACL 1.0E-09 4.5E-08 2.3E-02 9.8E-01
BREADTH 7.9E-04 3.5E-02 2.3E-02 9.8E-01
LA50 1.3E-03 5.6E-02 2.3E-02 9.8E-01
LA 6.0E-09 2.7E-07 2.2E-02 9.8E-01
LGA50 -1.3E-03 6.1E-02 -2.2E-02 9.8E-01
N50 -8.6E-09 4.2E-07 -2.1E-02 9.8E-01
ID100 -3.3E-04 1.6E-02 -2.0E-02 9.8E-01
LC -5.1E-09 2.7E-07 -1.9E-02 9.8E-01
TLO 1.8E-07 1.1E-05 1.7E-02 9.9E-01
NA50 7.1E-09 4.4E-07 1.6E-02 9.9E-01
UACP -2.4E-04 1.6E-02 -1.5E-02 9.9E-01
DR -5.2E-02 4.2E+00 -1.2E-02 9.9E-01
TL25000 8.2E-09 7.0E-07 1.2E-02 9.9E-01
TAL 1.1E-07 9.6E-06 1.1E-02 9.9E-01
UAL -1.1E-07 1.0E-05 -1.1E-02 9.9E-01
TL1000 3.4E-08 3.4E-06 1.0E-02 9.9E-01
N100 -1.6E-03 1.8E-01 -9.1E-03 9.9E-01
DNA: extraction_A -2.9E-05 3.5E-03 -8.4E-03 9.9E-01
DEPTH 5.6E-07 8.6E-05 6.5E-03 9.9E-01
TL50000 -1.8E-09 2.8E-07 -6.4E-03 9.9E-01



GF -1.3E-03 2.2E-01 -6.0E-03 1.0E+00
C50000 -6.8E-05 1.1E-02 -6.0E-03 1.0E+00
MM100 1.7E-05 3.4E-03 5.1E-03 1.0E+00
C25000 -7.7E-05 1.7E-02 -4.6E-03 1.0E+00
GC 1.4E-03 3.2E-01 4.3E-03 1.0E+00
DNA: extraction B -6.5E-06 3.3E-03 -2.0E-03 1.0E+00
Co 1.1E-06 7.0E-04 1.6E-03 1.0E+00
Model intercept 6.7E+00 1.6E+01 4.1E-01 6.8E-01
F
Coef. Coef. P-
Parameters esi?rﬁi;te standard cvg?:'et value
error (>]t])

N100 -3.4E-04 3.4E-05 -1.0E+01 2.0E-16
LC -2.6E-07 2.7E-07 -9.8E-01 3.3E-01
LA 2.7E-07 2.7E-07 9.8E-01 3.3E-01
NG50 -2.1E-07 2.3E-07 -9.3E-01 3.5E-01
MACL 3.1E-08 3.8E-08 8.1E-01 4.2E-01
L50 2.3E-02 3.0E-02 7.8E-01 4 .4E-01
N50 1.3E-07 1.7E-07 7.5E-01 4.5E-01
LG50 -2.1E-02 3.0E-02 -7.1E-01 4.8E-01
SQEM 1.5E-02 3.5E-02 4 .4E-01 6.6E-01
TLO 4.6E-06 1.1E-05 4.4E-01 6.6E-01
C1000 2.6E-03 6.3E-03 4.0E-01 6.9E-01
TL25000 -4.3E-07 1.2E-06 -3.7E-01 7.1E-01
REFERENCE: ATCC19115 7.3E-02 2.0E-01 3.6E-01 7.2E-01
BREADTH 1.2E-02 3.5E-02 3.5E-01 7.3E-01
SQLM 5.5E-04 1.6E-03 3.4E-01 7.3E-01
REFERENCE: ATCCBAA679 8.1E-02 2.4E-01 3.3E-01 7.4E-01
C10000 -9.0E-03 2.8E-02 -3.3E-01 7.4E-01
LA50 -1.2E-02 3.9E-02 -3.1E-01 7.6E-01
SEQUENCING: NextSeq B -8.4E-04 2.9E-03 -2.9E-01 7.8E-01
LA75 4.7E-03 1.8E-02 2.7E-01 7.9E-01
L75 -8.7E-03 3.4E-02 -2.6E-01 8.0E-01
LGA75 -4.1E-03 1.7E-02 -2.4E-01 8.1E-01
UAL -2.8E-06 1.2E-05 -2.3E-01 8.2E-01
C25000 5.9E-03 2.6E-02 2.3E-01 8.2E-01
TAL -1.7E-06 7.9E-06 -2.2E-01 8.3E-01
NGA50 8.3E-08 3.9E-07 2.1E-01 8.3E-01
TL10000 7.0E-07 3.4E-06 2.0E-01 8.4E-01
UAC 8.7E-04 4.4E-03 2.0E-01 8.4E-01
NGA75 -4.4E-08 2.4E-07 -1.8E-01 8.5E-01
LGA50 6.8E-03 4.0E-02 1.7E-01 8.6E-01
C50000 3.4E-03 2.1E-02 1.6E-01 8.7E-01
LG75 5.4E-03 3.4E-02 1.6E-01 8.7E-01
UAMC -2.9E-03 1.9E-02 -1.6E-01 8.8E-01
DR 1.3E+00 9.0E+00 1.5E-01 8.8E-01
ID100 2.4E-03 1.7E-02 1.5E-01 8.8E-01
TL1000 -1.3E-06 8.7E-06 -1.4E-01 8.8E-01
LMA -2.3E-04 1.7E-03 -1.4E-01 8.9E-01



MA -4.2E-03 3.7E-02 -1.1E-01 9.1E-01
PLATING: tenth_culture 5.2E-04 4.7E-03 1.1E-01 9.1E-01
TL50000 -6.5E-08 5.9E-07 -1.1E-01 9.1E-01
DEPTH -1.0E-05 9.3E-05 -1.1E-01 9.1E-01
GF -2.2E-02 2.2E-01 -9.9E-02 9.2E-01
Co -3.9E-04 4.1E-03 -9.4E-02 9.3E-01
PLATING: fifth_culture 4.0E-04 4.5E-03 9.0E-02 9.3E-01
NG75 1.0E-07 1.3E-06 8.0E-02 9.4E-01
MAC 2.5E-03 3.9E-02 6.5E-02 9.5E-01
N75 -6.4E-08 1.2E-06 -5.2E-02 9.6E-01
NA75 1.3E-08 2.7E-07 4.7E-02 9.6E-01
GC 1.5E-02 3.7E-01 4.0E-02 9.7E-01
MM100 -9.0E-05 2.7E-03 -3.3E-02 9.7E-01
NA50 1.1E-08 3.4E-07 3.3E-02 9.7E-01
DNA: extraction B 5.5E-05 3.5E-03 1.6E-02 9.9E-01
DNA: extraction_A 3.7E-05 3.4E-03 1.1E-02 9.9E-01
C5000 -2.0E-04 2.1E-02 -9.5E-03 9.9E-01
UACP -1.7E-04 2.1E-02 -8.1E-03 9.9E-01
TL5000 1.6E-08 3.5E-06 4.6E-03 1.0E+00

Model intercept 9.9E-01 1.8E+01 5.6E-02 9.6E-01




