Supplementary Table 1- HLA class | and 11 allele frequencies for loci A, B and DRB1

among nonresponder and responder PLHIVs.

Nonresponders Responders Nonresponders Responders

Alleles x? Residuals x? Residuals

N % N % p Gtest (a:0.05): 1.96 (a: 0.05): 1.96
A*01 14 5.15 14 5.26 0.9319 10.8120 -0.0606 0.0606
A*02 68 25.00 66 24.81 0.0504 -0.0504
A*03 16 5.88 14 5.26 0.3129 -0.3129
A*11 14 5.15 16 6.02 -0.4387 0.4387
A*23 16 5.88 16 6.02 -0.0651 0.0651
A*24 45 16.54 28 10.53 2.0378 -2.0378
A*26 6 221 9 3.38 -0.8295 0.8295
A*29 10 3.68 10 3.76 -0.0508 0.0508
A*30 14 5.15 10 3.76 0.7795 -0.7795
A*31 26 9.56 30 11.28 -0.6529 0.6529
A*32 5 1.84 8 3.01 -0.8830 0.8830
A*33 4 147 7 2.63 -0.9514 0.9514
A*34 1 0.37 3 1.13 -1.0262 1.0262
A*36 2 0.74 1 0.38 0.5596 -0.5596
A*66 3 1.10 2 0.75 0.4243 -0.4243
A*68 24 8.82 25 9.40 -0.2317 0.2317
A*69 0 0.00 1 0.38 -1.0122 1.0122
A*T74 3 1.10 5 1.88 -0.7443 0.7443
A*80 1 0.37 1 0.38 -0.0158 0.0158
Homozygotes 14 0.10 19 0.14  0.3561 0.9983 -0.9977 0.9977
Heterozygotes 122 0.90 114 0.86 0.9977 -0.9977
B*07 13 6.19 18 8.49 0.0451 40.1008 -0.9193 0.9193
B*08 8 381 7 3.30 0.2723 -0.2723
B*13 4 1.90 0 0.00 2.0143 -2.0143
B*14 9 4.29 13 6.13 -0.8646 0.8646
B*15 28 13.33 20 9.43 1.2442 -1.2442
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