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Supplementary Figure 3: Representative Flow cytometry analysis about CAR-T cells
subtypes and Gene set enrichment analysis results. A: Effector cells were subjected to three
consecutive repeated stimulations with 8226 target cells (CAR+ cells and 8226 target cells at a ratio
of 1:1; a 3-day interval was used for each stimulation), CAR+ cell subtypes were determined with
flow cytometry (n=3). B: GSEA of hypoxia, glycolysis, and fatty acid metabolism and MSigDB
hallmark gene set for two different BCMA-targeted CAR-T cells (OX40-CAR-T cells and
41BB-CAR-T cells). C: Representative GSEA of TNF-α signalling via NFκB and the IFN-γ response
and MSigDB hallmark gene sets for two different BCMA-targeted CAR-T cells(OX40-CAR-T cells
and CD28-CAR-T cells).


