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Fig. S7. Putative heterologous cellular interactions relevant to mural cell recruitment.  

a, b, Immunostaining on cross sections of mouse embryos at different regions and developmental 
stages as indicated. α-SMAs+ mural cell coverage is clearly detected around DAs and ICAs. In 
addition to the similar pattern, Pdgfrβ+ mural cell coverage is also detected at the perineural 
vascular plexus and limb bud capillaries (a). Note the increased mural cell recruitment in the DAs 
of E10.5 compared to E9.5 (b). Arrowheads, artery plexus VECs (Nrp2–Emcn+) with Pdgfrβ+ 
mural cell investment; nt, neural tube. DA, dorsal aorta; ICA, internal carotid artery. Scale bars, 
100 µm. 
c, Representative FACS plots for CD41–CD43–CD45–CD31–CD144–Pdgfrβ+ mural cells sorting. 
Single cell suspensions were prepared from mouse embryos at indicated stages and locations. 
Colored boxes indicate sampling cells for scRNA-seq. DA, dorsal aorta. MC, mural cells. 
d, Violin plots with boxplot inside showing the expression levels of the indicated genes in 
different mural cell populations and the corresponding embryo proper VEC clusters. Wilcoxon 
Rank Sum test is employed to test the significance of gene expression difference and P values are 
indicated for the comparison. P < 0.05 is considered to be statistically significant. MC, mural 
cells. 
e, Paired half-violin plot was designed for illustrating the expression levels of paired ligand (left 
half) and receptor (right half) genes in the same cell population. These paired half-violin plots 
showing expression level of the indicated gene pairs in different mural cell populations and VEC 
populations, which are screened out as heterologous ligand-receptor pairs between different 
arterial VEC populations and their corresponding mural cell populations referred in (Fig. 3e). Half 
violins of the putative ligand or receptor providing cell populations were colored by corresponding 
VEC or MC populations, otherwise colored with grey. The shared (blue dotted line frame) and 
distinct (black dotted line frame) heterologous ligand-receptor pairs among three arterial 
vasculatures are indicated. Wilcoxon Rank Sum test is employed to test the significance of gene 
expression difference and P values are indicated for the comparison. P < 0.05 is considered to be 
statistically significant. MC, mural cells. 
 
  




