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Figure S3: MOET top 100 GO term overlap with compared enrichment tools. This heat map depicts term overlap from DAVID, GSEA, and PANTHER relative to the top 100 p-value ranked GO terms from MOET. The most
significant terms from each tool are shown dark blue while the less significant terms, near rank 100, are shown in green. Term names are displayed to the left of the heat map and some have been truncated due to excessive
length.



