-log1g(p-value)

-log1p(p-value)

lost loops (BG3yyT vs BG3ggaAF-32 ~)

40

20 —

Ndae1

axo

Fie

CG12343

lost loops (BG3wT vs BG3cp190~ Chro™)

250 —

200 —

150

100

50 —

Ndae1

CG6287

Dh31-R

maintained loops (BG3yT vs BG3ggaF-32 )

CG12290
14 — 5
12 —
10 —
A 8 CG17264
[ N
>
&
=
8 6-
4— GEFmeso
: CG14183
N ry
CG31897 CG31874
- ; CG4681
2 : AltD, ‘cGoast
...................................... rer et A G
0 — : :
I I I I I
-4 -2 0 2 4
logo(FC)
maintained loops (BG3yt vs BG3¢cp190~ Chro™)
60 T T
50 — :
mthl2
40 — :
s z
= :
[ N
& 30 : :
E : £G12290
g : {
9 : CG9331
20 : :
slp2
10 — : : ry
: CG14183 nahoda
Ac78C : : CG17571
e @ g 9% RO CG31874 ...
0— g CG7966
I I I I I I I
-3 -2 -1 0 1 2 3




Figure S12. Differential expression of genes located at chromatin loops. Volcano plots of the -log1o of the
adjusted p-value as a function of logz fold change. We considered all genes located at lost chromatin loops (A
and C) and maintained chromatin loops (B and D) in BEAF-32 single knockdown (A and B) and Cp190 and
Chro double knockdown (C and D).



