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Figure S9. Enrichment of other proteins/complexes at TAD borders. (A) Profiles of Pc, dRING, ash1, Kdm2, 

mof, HP2, HP1c, Su(var)3-9, Iswi, Sfmbt, E(z), Pcl, Psc, MRG15, NURF301, PR-Set7, RPD3, wds, HP1a, 

HP1b, HP4 and Su(var)3-7 at direct maintained and lost TAD borders. (B) Clustering of the signal at direct 

maintained and lost TAD borders.  

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 


