






 
Supplemental Table 4. Basal Serum Tryptase, Tryptase Copy Number 

Variants and Mast Cell Numbers by Participants    



Characteristics, N = 21 individuals 

Mean age, years ± SD 41 ± 19.4 

Female sex, N (%) 16 (76) 

Male sex, N (%) 5 (24) 

Clinical GI Symptoms   

GERD, N (%) 4/21 (19.05) 

Abdominal Pain, N (%) 19/21 (90.48)  

Diarrhea, N (%) 13/21 (61.90) 

Constipation, N (%) 9/21 (42.86)  

Food Sensitivity, N (%) 5/21 (23.81) 

GI Dysmotility, N (%) 4/21 (14.29) 

Nocturnal awakening due to abdominal pain or diarrhea, N (%) 21/21 (100) 

Laboratory Findings, Median (IQR)   

BST ng/mL      14 (10.9 - 20.8) 

GI small intestinal MCs*        40 (33.5 – 52.0) 

 

Supplemental Table 1. Summary of HαT-Associated Clinical Features 

Abbreviations:  GERD, gastroesophageal reflux disease;  GI, gastrointestinal;  IQR, interquartile 

range;  BST, basal serum tryptase;  MCs, mast cells. 

Autoimmune Disorders, N (%) – 12/21 (57.14) 

*Refer to Figure 2A. 



 
  

Supplemental  Table 2.  Antibody and Metal List 



 
Supplemental Table 3.  GI Significance of Antigen Production (IgG) in 

Individuals with HαT, CD, and Non-HαT 



Supplementary Figure legends 

 

Supplemental Figure 1. Terminal ileum T cells phenotype differs between HαT 

and quiescent CD.  tSNE plots of automated clustering by FlowSOM for 

leukocytes in HαT and CD (All) (Panel A). CD4 (clusters: 1,4,6), CD8 (clusters: 9-

14, 16-20), and DNT (clusters:  2,3,5,7,8). Cluster identity is determined by marker 

expression of the heatmap in Panel B. Panel B. Heatmap of indicated antibody 

expression in the clusters and the associated phenotype of the cells in each cluster. 

Panel C. tSNE maps of patients with CD and individuals with HαT that are 

associated with Panel A. 
 

 

 
Supplemental Figure 2. Terminal ileum B cells phenotype reveal expanded CD27

+
 

memory B cells in HαT.  tSNE plots of automated clustering by FlowSOM for 

leukocytes in HαT and CD (All) (Panel A). Memory B cells (clusters:  2-6, 9 and 13), IgM 

B cells (clusters:  14-19). Panel B. Heatmap of indicated antibody expression in the 

clusters and the associated phenotype of the cells in each cluster. Panel C. tSNE maps 

of patients with CD and individuals with  HαT that are associated with Panel A. 

Supplemental Figure 3.  Panel A. Principal Component Analysis (PCA) array of IgM 

and IgG in non-HαT, HαT, and quiescent CD individuals. Panel B.  Heatmap indicating 

antibody expression in non-HαT, HαT, and quiescent CD. Note: Race and ethnicity 

were accounted for in the analysis, and removing these variables had no effect on 

the result. 


