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Figure S1. Panel 1-20. We randomly took 20 metabolic features MetProc had determined to reject,
and inserted those m/z and retention times into a targeted software program called Trace Finder
(Thermo Fisher Scientific; Waltham, MA). We were able to visually inspect every PREDIMED sample
and confirm the abundance of each rejected metabolite, in comparison to MetProc.
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b. Extracted lon Chromatograms
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RT:

Relative Abundance

a. Total lon Chromatograms
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Extracted lon Chromatograms

QI3579 m/z 673.2641; RT 4.58
Matches missingness pattern of MetProc
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RT:

Relative Abundance

a. Total lon Chromatograms

b. Extracted lon Chromatograms

QI3827 m/z711.8228; RT 13.03
Peaks detected in Ql proved to be background noise
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RT:

Relative Abundance

a. Total lon Chromatograms
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b. Extracted lon Chromatograms

QI4513 m/z 799.6203; RT 10.9
Missingness pattern matches MetProc
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RT:

Relative Abundance

a. Total lon Chromatograms

b. Extracted lon Chromatograms

both are background
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