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Wild-type en deduced protein (291 residues) 

MKRPMFDYNQTYIQHGYMELCIPPTQDGQFAMKPNYLHIWPRGSFMMIALPNQDCSWTVTLFMPFSQFSALDSPVRIIII 

YNYVEMRDLVTRQSFLWRKRLD DMRYSHCASNKR 

WQDKMVS LRQTLHPHFTSVFLFS PLLS * 

en' deduced protein (84 residues) 

MKRPMFDYNQTYIQHGYMELCIPPTQDGQFAMKPNYLHIWPRGSFMMIALPNQDCSWTVTLFMPFSQFSALDSPVRLLLP 

HPLP* 

cn2 deduced protein (84 residues) 

MKRPMFDYNQTYIQHGYMELCIPPTQDGQFAMKPNYLHIWPRGSFMMIALPNQDCSWTVTLFMPFSQFSALDSPVRQLLP 

HPLP* 

cn3 deduced protein (84 residues) 

MKRPMFDYNQTYIQHGYMELCIPPTQDGQFAMKPNYLHIWPRGSFMMIALPNQDCSWTVTLFMPFSQFSALDSPVRQVIP 

HPLP* 

en' deduced protein (84 residues) 

MKRPMFDYNQTYIQHGYMELCIPPTQDGQFAMKPNYLHIWPRGSFMMIALPNQDCSWTVTLFMPFSQFSALOSPVRLQLL 

PHPLP* 

en• deduced protein (289 residues) 

M 

SPSNLVSVKCGPYNVGSSAVLIG QLLDRILTESGWDL 

QTA EMRDL VTRQS FLWRKRLDNAL YWMFPS LWVPLYN SVT FS DMR Y SHCASNKRWQDK 

MVS RGLRVACVFLC L TTVYCSVSWWP SLRQTLH PH FTSVFL FS PLLS * 

cn"deduced protein (86 residues) 

MKRPMFDYNQTYIQHGYMELCIPPTQDGQFAMKPNYLHIWPRGSFMMIALPNQDCSWTVTLFMPFSQFSALOSPSSTPTS 

LTPSVS* 
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Wild-type w protein (1161 aa) 

MLIREVANKVIEMPCAQNHRNGSQKELSNGLYLELSDTEKKPQVNGYSSGSGGSGSPYSTVSILPKENITYTWSNVNVFT 

EAI DFFKT SVLLLLSMY SMKNKTNKYPCGKCLANVS KCSKAVLCKGSCNQWLHLKCT DLSKEDYERI KKS I I KKWLCSNC 

ELADIDEEIEVEDRVLYVELKEELESQELIIKNLSEDLAKANDEIKNVSTYTLNLETLVLKKEESIELLERKVKEISENK 

SECKCLNKYKATG PRRSLPAKLS T PVS S IMNKNNRLDSEKNKEL PYTWKNRKQKHATN I I FQNKDLNF I SKNQYEVLSV 

EEEEEENGPKEQPVQTSSREKKKLLICADSHGRDLAWNLNQTQHTYEAVGFVRPGGRTGQVLDNHNIEEEKLGEEDGLVI 

LCGTNDVAINNAQDAIKNIELVLNKITSTVSKIWVDIPRRYDLVEWSCVNQEVKKTNCALKEMCNKFRDVSLVEVSRAE 

RHLHTRHGMHLNRRGKMWLAHQIARVLDSKQEQETYNVSPTLRTGSEESVADAMMTTEISTPTTEDSTTSSGNSPLQTPT 

HNRMGA VC PSHYN P ADFF I QLLAVVPNAEESCRNMI EMVC OS FAT SE I GSK I SMLAEVGGGTKVKSAWNWS DPFNNSVSM 

DNIKDIACTRSNTTCPSDGHW 

w' deduced protein (299 residues) 

MLIREVANKVIEMPCAQNHRNGSQKELSNGLYLELSDTEKKPQVNGYSSGSGGSGSPYSTVSILPKENITYTWSNVNVFT 

RLEHRQNRVVNLVHNVVHRDRPQQRKHILKNVTGVAYfGELMALMGSSGAGKTTLLNSLTFRAPKTLAVTGHRAINGVPV 

DANALAALSAYVQQDDLFIGTLTVREHLIFQALVRMDRHIPYVQRMIRVEEVINDLMLTRCQDTVIGVPGKIKGISGGE 

KRLSFASEVLTNPPLMFCDEPTSGLDSFMAQNWTVLKSLAEKGKTIVCTIHQPsfvcr * 

w2 deduced protein (323 residues) 

MLIREVANKVIEMPCAQNHRNGSQKELSNGLYLELSDTEKKPQVNGYSSGSGGSGSPYSTVSILPKENITYTWSNVNVFT 

RLEHRQNRVVNLVHNVVHRDRPQQRKHILKNVTGVAYfGELMALMGSSGAGKTTLLN§LTFRAPKTLAVTGHRAINGVPV 

IDANALAALSAYVQQDDLFIGTLTVREHLIFQALVRMDRHIPYVQRMIRVEEVINDLMLTRCQDTVIGVPGKIKGISGGE 

KRLSFASEVLTNPPLMFCDEPTSGLDSFMAQNWTVLKSLAEKGKTIV'cT]:::APKTIGILHVRQDLAHGRGSCGIPWNSI 

RSH* 

w3 deduced protein (324 residues) 

MLI RE VAN KV I EMPCAQNHRNGSQKE LSNGLYLELS DTEKKPQVNGY SSGSGGSGS PY STVS I LP KEN I TYTWSNVNVFT 

LSA YVQQDDLFIGTLTVRE 

KRLS FAS EVL TNP PLMFC DEPT SGLDS FMAQNVVTVLKSLAEKGKTIVCTIHQPSSVI SI LHVRQDLAHGRGSCG I PWNS 

IRSH* 

• FAD-binding domain • Transmembrane domain • ATPase domain • ABC domain 
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