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Wild-type cn deduced protein (291 residues)
MKRPMFDYNQTYIQHGYMELCIPPTQDGQFAMKPNYLHIWPRGSFMMIALPNQDCSWTVTLFMPFSQFSALDSPVRI-
SRS SN/ Y V EMRDLY TROS F LWRK R L D SR SSEAE DR Y S HCASNKR
wopkMvs - R SES L RO T L PEFTSVFLFS PLLS *

cn’ deduced protein (84 residues)
MKRPMFDYNQTYIQHGYMELCIPPTQDGQFAMKPNYLHIWPRGSFMMIALPNQDCSWTVTLFMPFSQFSALDSPVRLLLP
HPLP*

cn? deduced protein (84 residues)
MKRPMFDYNQTYIQHGYMELCIPPTQDGQFAMKPNYLHIWPRGSFMMIALPNQDCSWTVTLFMPFSQFSALDSPVRQLLP
HPLP*

cn® deduced protein (84 residues)
MKRPMFDYNQTYIQHGYMELCIPPTQDGQFAMKPNYLHIWPRGSFMMIALPNQDCSWTVTLFMPFSQFSALDSPVRQVIP
HPLP*

cn’ deduced protein (84 residues)
MKRPMFDYNQTYIQHGYMELCIPPTQDGQFAMKPNYLHIWPRGSFMMIALPNQDCSWTVTLFMPFSQFSALDSPVRLQLL
PHPLP*

cn® deduced protein (289 residues)

. RN QHG AV T PR TGP B0 BT NN S R A LB ORCaNT i EHERBOR AL I FIEFI
RN s © 1 v s VK CGPYNVGS SAVLIG RN 1. 1.DR [ LTESGHDL
ora 1 RSN - /< 01 /RO FLHRKRT DNATYWMFPSLIVPLYNSVTFSDMRY SHCASNKRHODK

MVSRGLRVACVFLCLTTVYCSVSWWPSLRQTLHPHFTSVFLFSPLLS*

cndeduced protein (86 residues)
MKRPMFDYNQTYIQHGYMELCIPPTQDGQFAMKPNYLHIWPRGSFMMIALPNQDCSWTVTLFMPFSQFSALDSPSSTPTS
LTPSVS™*
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Wild-type w protein (1161 aa)
MLIREVANKVIEMPCAQNHRNGSQKELSNGLYLELSDTEKKPQVNGYSSGSGGSGSPYSTVSILPKENITYTWSNVNVET

EAIDFFKTSVLLLLSMY SMKNKTNKYPCGKCLANVSKCSKAVLCKGSCNQWLHLKCTDLSKEDYERIKKSIIKKWLCSNC
ELADIDEEIEVEDRVLYVELKEELESQELIIKNLSEDLAKANDEIKNVSTYTLNLETLVLKKEESIELLERKVKEISENK
SECKCLNKYKATGPRRSLPAKLSTPVSSIMNKNNRLDSEKNKELPYTVVKNRKQKHATNIIFQNKDLNFISKNQYEVLSV
EEEEEENGPKEQPVQTSSREKKKLLICADSHGRDLAWNLNQTQHTYEAVGFVRPGGRTGQVLDNHNIEEEKLGEEDGLVI
LCGTNDVAINNAQDAIKNIELVLNKITSTVSKIVVVDIPRRYDLVEWSCVNQEVKKTNCALKEMCNKFRDVSLVEVSRAE
RHLHTRHGMHLNRRGKMWLAHQTARVLDSKQEQETYNVSPTLRTGSEESVADAMMTTEISTPTTEDSTTSSGNSPLQTPT
HNRMGAVCPSHYNPADFFIQLLAVVPNAEESCRNMIEMVCDSFATSEIGSKISMLAEVGGGTKVKSAWNWSDPFNNSVSM

w’ deduced protein (299 residues)
MLIREVANKVIEMPCAQNHRNGSQKELSNGLYLELSDTEKKPQVNGY SSGSGGSGSPYSTVSILPKENITY TWSNVNVET
RLEHRONRVVNLVENVVHRDRPQORKHI LKNVTGVAY BGELMATMGSSCAGKTTLINS LT FRAPK T LAVTIGHRATNGVEV]

—VCI*

w? deduced protein (323 residues)
MLIREVANKVIEMPCAQNHRNGSQKELSNGLYLELSDTEKKPQVNGYSSGSGGSGSPYSTVSILPKENITYTWSNVNVET
RLEHRONRVVNLVHNVVHRDRPQORKHI LKNVTGVA Y FOBLMALMES S CAGK T L INS LI RAP KT LAV CHRATNGUEYH

[KRLSFASEVLTNPPLMFCDEPTSGLDS FMAONVVVLKS LARKGKTIVETICAPKTIGI LHVRQDLAHGRGSCGI PWNS T

RSH*

w? deduced protein (324 residues)
MLIREVANKVIEMPCAQNHRNGSQKELSNGLYLELSDTEKKPQVNGYSSGSGGSGSPYSTVSILPKENITYTWSNVNVET

KRLSFASEVLTNPPLMFCDEPTSGLDSFMAQNVVTVLKSLAEKGKT IVCTIHQPSSVISILHVRQDLAHGRGSCGIPWNS
IRSH*
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