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Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A list of figures that have associated raw data
- A description of any restrictions on data availability
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Materials & experimental systems
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Dual use research of concern

Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

RNA-Seq profiling of 27 samples (3 cell conditions: Hela cells transduced with ID2 S5D, ID2 WT, EV; 3 time points: 0 h, 8 h, 10 h; 3 replicates each) have been
submitted to GEO (raw counts and fastq data; accession no. GSE181639). The remaining data are available within the Article and Supplementary Information.
Source data are provided with this paper.

The list of figures that have associated biological raw data are:

Figure 1;

Figure 3;

Figure 4;

Figure 5;

Figure 6;

Supplementary Figure 3e, f, g;

Supplementary Figure 4a, b, c;

Supplementary Figure 5a, b, e, f;

Supplementary Figure 6.

No statistical methods were used to predetermine sample size. All available samples passing the quality control were included.

No data were excluded.

Three technical replicates were performed and experiments were repeated at least three times with similar results. All attempts at replication
were successful.

No experimental grouping requiring randomization was performed.

Molecular classification was performed independent of and blinded to the clinical features. Investigators were blinded to the clinical and
molecular features during experiments and outcome assessments.
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Antibodies
Antibodies used

Validation

Eukaryotic cell lines
Policy information about cell lines

Cell line source(s)

Authentication

Mycoplasma contamination

Commonly misidentified lines
(See ICLAC register)

Flow Cytometry

Plots

Confirm that:

The axis labels state the marker and fluorochrome used (e.g. CD4-FITC).

The axis scales are clearly visible. Include numbers along axes only for bottom left plot of group (a 'group' is an analysis of identical markers).

All plots are contour plots with outliers or pseudocolor plots.

A numerical value for number of cells or percentage (with statistics) is provided.

Methodology

Sample preparation

ID2 1:500 (C-20, #sc-489), E2A/E47 1:1000 (N-649, #sc-763) and CDH1/Fzr 1:250 (DCS-266, #sc-56312) obtained from Santa Cruz
Biotechnology; HA 1:1000 (C29F4, #3724 or #2367), phospho-SKP2 1:1000 (Ser64) (#14865), SKP2 1:1000 (D3G5, #2652), CCNB1
1:1000 (D5C10, #12231), APC1 1:1000 (D1E9D, #13329), APC3/CCDC27 1:1000 (D3I1V, #12530), TCF12/HEB 1:1000 (D2C10, #11825),
securin1:1,000 (D2B6O #13455) obtained from Cell Signaling Technology; !-actin 1:8000 (#A5441), alpha-tubulin 1:8000 (#T5168),
vinculin 1:5000 (#V9131), and Flag M2 1:500 (#F1804) obtained from Sigma; HA 1:1000 (3F10, #12158167001) obtained from Roche;
phospho-Cyclin B1 (S126) 1:1000 (#ab55184) obtained from Abcam. Secondary antibodies horseradish-peroxidase-conjugated
Thermofisher Scientific: anti-mouse 1:10,000 (#32460); anti rabbit 1:10,000 (#32430), anti-rat 1:10,000 (#31470) .

Antibodies used were commercially available and were validated in multiple previous studies. The following are the Research
Resource Identifiers (RRIDs) from the Resource Identification Portal, supporting guidelines for Rigor and Transparency in scientific
publications.

FLAG, RRID:AB_262044.

HRP-conjugated goat-anti-mouse secondary, RRID:AB_228217.

ID2, RRID:AB_2122883.

E2A/E47, RRID:AB_631405.

CDH1/Fzr, RRID:AB_783404.

HA, RRID:AB_1549585.

phospho-SKP2, RRID:AB_2798634.

SKP2, RRID:AB_11178941.

CCNB1, RRID:AB_2783553.

APC1, RRID:AB_2798182.

APC3/CCDC27, RRID:AB_2797944.

TCF12/HEB, RRID:AB_2797736.

securin, RRID:AB_2798220.

beta-actin, RRID:AB_476744.

alpha-tubulin, RRID:AB_477579.

vinculin, RRID:AB_477629.

Flag M2, RRID:AB_262044.

HA, RRID:AB_390915.

phospho-Cyclin B1 (S126), RRID:AB_879764.

Phospho-Histone H3, RRID:AB_10694086.

HeLa (ATCC, CCL-2)

HEK293T (ATCC, CRL-11268)

U-251 MG (Millipore-Sigma # 09063001)

U-2 OS (American Type Culture Collection, HTB-96)

Cell authentication was performed using short tandem repeats (STR) at the ATCC facility.

Cells were routinely tested for mycoplasma contamination using Mycoplasma Plus PCR Primer Set (Agilent, Santa Clara, CA)
and were found to be negative.

We have not used cell lines listed in the database of commonly misidentified cell lines.

Cells were harvested by trypsinization, washed in PBS and fixed in cold 70% ethanol overnight. Fixed cells were washed twice
in PBS, treated with ribonuclease A 100g/ml in PBS plus 0.1% Triton X-100 and stained with propidium iodide at
concentration of 50 mg/ml for at least 2 hours before the analysis.




