GO molecular function Fold Enrichment | Raw P-value | FDR

MHC class II receptor activity > 100 | 4.05x 107 | 6.59 x 10~ 12
Immune receptor activity 40.58 | 6.92 x 107° 4.22 x 107¢

CDS8 receptor binding >100 | 1.48 x 1075 | 7.22x 1073

T cell receptor binding > 100 | 3.29 x 1077 1.78 x 1074

Protein-containing complex binding 5.96 | 2.72 x 107° 1.21 x 1072

MHC class II protein complex binding > 100 | 1.96 x 107*° | 4.79 x 10712
MHC protein complex binding >100 | 1.17x107'* | 1.43 x 107!
Beta-2-microglobulin binding > 100 | 4.43x 1075 | 1.80 x 1072

Peptide antigen binding >100 | 4.37 x 10717 | 213 x 10713
Peptide binding 24.29 | 6.89 x 1071° | 5.60 x 1077

Amide binding 19.57 | 3.64 x107° | 2.54 x 10°¢

Antigen binding 41.08 | 120 x 107 | 1.17x 1078




