
Gene_ID CT6 CT7 CT5 CT8 log2FoldChpvalue padj GeneNameChrom Strand Start End GeneLengt GeneType GeneDescrCT6_readc CT7_readc CT5_readc CT8_readc CT6_fpkm CT7_fpkm CT5_fpkm CT8_fpkm
ENSMUSG02687.519 2947.201 1999.951 2238.282 0.37811 0.004182 0.035192 Nalcn chr14 - 1.23E+08 1.24E+08 7115 protein_cosodium_lea 2972 3046 1964 2022 16.24041 17.73305 11.6744 13.5281
ENSMUSG03165.883 3128.136 2106.874 2313.556 0.47289 0.000182 0.003973 Acvr1b chr15 + 1.01E+08 1.01E+08 4413 protein_coactivin_A_r 3501 3233 2069 2090 30.84476 30.34591 19.82872 22.54463
ENSMUSG01719.035 1411.676 1149.667 1137.96 0.40612 0.006088 0.045148 Gabra2 chr5 - 70961057 71095849 2392 protein_cogamma-am 1901 1459 1129 1028 30.89898 25.26519 19.96185 20.45798
ENSMUSG01285.885 1240.418 825.8455 997.3751 0.41935 0.005843 0.043851 Sox9 chr11 + 1.13E+08 1.13E+08 4135 protein_coSRY_(sex_d 1422 1282 811 901 13.37049 12.84224 8.294942 10.37242
ENSMUSG04260.061 4082.154 3095.648 2948.954 0.43422 0.000317 0.005834 Ddx3x chrX + 13280970 13294052 4692 protein_coDEAD/H_(A 4711 4219 3040 2664 39.03717 37.24602 27.40208 27.02757
ENSMUSG07877.179 7719.228 5881.731 6265.419 0.33934 0.00311 0.028619 Dnajc5 chr2 + 1.82E+08 1.82E+08 6578 protein_coDnaJ_(Hsp4 8711 7978 5776 5660 51.48697 50.23756 37.13653 40.95937
ENSMUSG01948.722 1684.53 1163.923 1253.084 0.53268 0.000185 0.003988 Bcl11a chr11 + 24078056 24174123 5989 protein_coB_cell_CLL/ 2155 1741 1143 1132 13.98995 12.04128 8.071606 8.99752
ENSMUSG03644.246 4118.921 2557.983 3110.57 0.41375 0.002727 0.025905 Dlg3 chrX + 1.01E+08 1.01E+08 5017 protein_codiscs_large 4030 4257 2512 2810 31.23087 35.14697 21.17598 26.66201
ENSMUSG0988.3775 1104.958 709.7587 758.2707 0.45491 0.002969 0.027522 Sec24b chr3 - 1.3E+08 1.3E+08 5128 protein_coSec24_rela 1093 1142 697 685 8.286962 9.224577 5.748477 6.358772
ENSMUSG02029.203 1627.443 1226.039 1295.149 0.48085 0.001217 0.014961 Luzp1 chr4 + 1.36E+08 1.37E+08 7526 protein_coleucine_zip 2244 1682 1204 1170 11.59263 9.257424 6.765974 7.400352
ENSMUSG0 5472.7 5590.587 3748.382 4225.284 0.44063 0.000311 0.005791 Mef2d chr3 + 88142372 88172086 5401 protein_comyocyte_e 6052 5778 3681 3817 43.56602 44.31306 28.82436 33.64176
ENSMUSG03511.317 3556.767 2466.335 2820.546 0.38779 0.002431 0.023879 Kpnb1 chr11 - 97159714 97187881 5894 protein_cokaryopheri 3883 3676 2422 2548 25.61418 25.83412 17.37929 20.5788
ENSMUSG0654.6984 677.295 441.9445 423.9674 0.53633 0.001322 0.016004 Nup214 chr2 + 31974436 32053975 6605 protein_conucleopori 724 700 434 383 4.261759 4.38989 2.778977 2.760302
ENSMUSG01841.113 1982.539 1086.532 1176.703 0.69012 5.53E-07 5.77E-05 Grik3 chr4 + 1.25E+08 1.26E+08 8973 protein_coglutamate_ 2036 2049 1067 1063 8.821923 9.458726 5.029152 5.639314
ENSMUSG01558.978 1413.612 1094.678 1129.104 0.38018 0.007011 0.049651 Sipa1l2 chr8 - 1.25E+08 1.25E+08 6365 protein_cosignal-indu 1724 1461 1075 1020 10.53082 9.507803 7.142958 7.628383
ENSMUSG01936.062 2305.706 955.1703 997.3751 1.0104 2.41E-12 4.14E-09 Kmt2a chr9 - 44803355 44881296 16470 protein_colysine_(K)-s 2141 2383 938 901 5.054128 5.993201 2.40867 2.604125
ENSMUSG03022.102 3433.886 2087.526 2262.636 0.52447 6.62E-05 0.001989 Supt6 chr11 - 78206746 78245987 6488 protein_cosuppressor 3342 3549 2050 2044 20.02713 22.6581 13.36322 14.99687
ENSMUSG06131.919 7270.279 4400.097 4673.604 0.5208 4.58E-05 0.00154 Celf2 chr2 - 6539694 7509563 8856 protein_coCUGBP_Ela 6781 7514 4321 4222 29.77003 35.14487 20.63549 22.69401
ENSMUSG03440.784 3192.962 2525.397 2599.153 0.34646 0.005248 0.04105 Rmnd5a chr6 - 71388634 71440637 6165 protein_corequired_fo 3805 3300 2480 2348 23.99633 22.17222 17.01322 18.12991
ENSMUSG03391.048 4842.66 2356.358 2262.636 0.73757 2.10E-06 0.00016 Peg3 chr7 - 6703892 6730421 8694 protein_copaternally_ 3750 5005 2314 2044 16.77007 23.84585 11.25672 11.19159
ENSMUSG03879.359 4129.565 2811.541 3306.503 0.35832 0.006077 0.045105 Ncan chr8 - 70093085 70120873 7195 protein_coneurocan 4290 4268 2761 2987 23.18193 24.57095 16.22944 19.76219
ENSMUSG01930.637 2244.749 1264.735 1373.743 0.60099 2.02E-05 0.000843 Braf chr6 - 39603237 39725463 9728 protein_coBraf_transf 2135 2320 1242 1241 8.532916 9.878541 5.399656 6.07266
ENSMUSG0404.2129 598.9223 239.3017 304.4153 0.68073 0.000877 0.011899 Cdk12 chr11 + 98203059 98278504 5912 protein_cocyclin-depe 447 619 235 275 2.939654 4.336952 1.681131 2.214262
ENSMUSG0691.7738 693.7436 458.2374 494.8132 0.46845 0.004538 0.036925 Foxj2 chr6 + 1.23E+08 1.23E+08 5283 protein_coforkhead_b 765 717 450 447 5.629943 5.62169 3.602466 4.027705
ENSMUSG0439.4798 374.4474 190.4231 265.6715 0.64678 0.001509 0.01722 Mical3 chr6 - 1.21E+08 1.21E+08 2893 protein_comicrotubul 486 387 187 240 6.531471 5.541035 2.733765 3.949058
ENSMUSG02903.642 3072.017 1968.384 2081.093 0.52056 3.83E-05 0.001369 Ranbp2 chr10 + 58446852 58494155 9477 protein_coRAN_bindi 3211 3175 1933 1880 13.17324 13.87718 8.626388 9.443167
ENSMUSG0866.2998 925.9591 589.5987 658.6439 0.45965 0.003614 0.031727 Dvl3 chr16 + 20516982 20532520 2936 protein_codishevelled 958 957 579 595 12.68623 13.50157 8.34047 9.646986
ENSMUSG04412.884 4274.699 2425.603 2837.15 0.6682 2.30E-07 2.80E-05 Glg1 chr8 - 1.11E+08 1.11E+08 7021 protein_cogolgi_appa 4880 4418 2382 2563 27.02365 26.06484 14.34864 17.37722
ENSMUSG01797.708 2181.858 1407.298 1326.144 0.48876 0.000714 0.01032 Snrnp200 chr2 + 1.27E+08 1.27E+08 6745 protein_cosmall_nucl 1988 2255 1382 1198 11.45929 13.84819 8.66551 8.454844
ENSMUSG01108.647 1366.201 676.1547 654.216 0.78744 6.54E-07 6.64E-05 Nfat5 chr8 + 1.07E+08 1.07E+08 13443 protein_conuclear_fa 1226 1412 664 591 3.545826 4.350777 2.089007 2.092772
ENSMUSG01050.773 1121.407 681.2462 801.4423 0.48778 0.001694 0.018603 Dnmt1 chr9 - 20907206 20959888 5876 protein_coDNA_meth 1162 1159 669 724 7.688604 8.17015 4.815178 5.865263
ENSMUSG02200.112 4026.035 1307.504 1383.706 0.9903 1.28E-07 1.76E-05 Cacna1e chr1 - 1.54E+08 1.55E+08 14921 protein_cocalcium_ch 2433 4161 1284 1250 6.33968 11.55123 3.639445 3.987887
ENSMUSG0 1688.29 1998.02 794.2781 1094.788 0.83657 4.13E-07 4.69E-05 Cacna1b chr2 - 24603887 24763152 9736 protein_cocalcium_ch 1867 2065 780 989 7.455674 8.785528 3.388302 4.835556
ENSMUSG0266.7625 345.4205 162.9288 167.1516 0.66848 0.001487 0.017148 Utp20 chr10 - 88746607 88826814 8831 protein_coUTP20_sm 295 357 160 151 1.298779 1.674506 0.766263 0.81395
ENSMUSG03802.495 3753.182 2708.692 2951.167 0.38834 0.001592 0.017843 Large chr8 - 72814599 73353540 4647 protein_colike-glycosy 4205 3879 2660 2666 35.18167 34.57606 24.20901 27.30978
ENSMUSG0861.7784 883.3863 446.0177 694.0668 0.50592 0.006516 0.047442 Hdac9 chr12 - 34371503 34528889 4422 protein_cohistone_de 953 913 438 627 8.379099 8.55225 4.189126 6.749623
ENSMUSG05296.365 6115.007 3820.681 4548.517 0.41024 0.002254 0.022754 Chd5 chr4 + 1.52E+08 1.52E+08 9486 protein_cochromodom 5857 6320 3752 4109 24.00575 27.59703 16.72814 20.61977
ENSMUSG01108.647 1389.422 571.2692 751.6289 0.78348 5.13E-06 0.000308 Polr2a chr11 - 69733997 69758637 6740 protein_copolymerase 1226 1436 561 679 7.072187 8.825167 3.52023 4.795574
ENSMUSG0484.6938 500.2308 284.1072 358.6565 0.50598 0.006711 0.048491 Msh6 chr17 + 87975050 87990883 4254 protein_comutS_hom 536 517 279 324 4.898809 5.034095 2.773797 3.625586
ENSMUSG0 4004.15 4552.39 2811.541 2947.847 0.52938 2.91E-05 0.001115 Celf1 chr2 + 90940382 91019497 7851 protein_coCUGBP_Ela 4428 4705 2761 2663 21.92834 24.8235 14.87337 16.14644
ENSMUSG0442.1927 474.1065 276.979 283.3829 0.58588 0.001494 0.01716 Igf1r chr7 + 67952859 68226780 4489 protein_coinsulin-like 489 490 272 256 4.235283 4.52142 2.562638 2.714695
ENSMUSG0903.3752 1005.299 596.7269 566.7658 0.62905 6.41E-05 0.00194 Insr chr8 - 3150922 3279617 9355 protein_coinsulin_rec 999 1039 586 512 4.151881 4.600448 2.649243 2.605295
ENSMUSG01406.155 1198.812 724.015 872.2881 0.62205 8.56E-05 0.002369 Adcy9 chr16 - 4287529 4420498 4974 protein_coadenylate_ 1555 1239 711 788 12.1548 10.31796 6.045495 7.541386
ENSMUSG012388.63 11068.94 6693.32 7601.526 0.66515 7.36E-08 1.10E-05 Mef2c chr13 + 83504034 83667079 6427 protein_comyocyte_e 13700 11440 6573 6867 82.87727 73.73032 43.25371 50.86153
ENSMUSG0981.1433 924.9915 548.8665 741.6662 0.48262 0.004679 0.037684 Kit chr5 + 75574916 75656722 5241 protein_cokit_oncoge 1085 956 539 670 8.048941 7.555655 4.349533 6.085431
ENSMUSG02164.845 2237.009 1404.243 1539.788 0.53329 6.09E-05 0.00186 Ncoa2 chr1 - 13139105 13374083 8171 protein_conuclear_re 2394 2312 1379 1391 11.39127 11.72036 7.13768 8.103687
ENSMUSG01570.734 1841.275 979.6096 963.0592 0.73226 4.47E-07 4.96E-05 Tpr chr1 + 1.5E+08 1.5E+08 7480 protein_cotranslocate 1737 1903 962 870 9.02862 10.53818 5.439281 5.536667
ENSMUSG0934.1207 994.6562 666.9899 608.8305 0.52731 0.000684 0.010015 Kmt2b chr7 - 30568858 30588726 8469 protein_colysine_(K)-s 1033 1028 655 550 4.742326 5.027932 3.270975 3.091443
ENSMUSG0956.7277 1313.952 623.2028 751.6289 0.61406 0.000437 0.007331 Cbfa2t3 chr8 - 1.23E+08 1.23E+08 4047 protein_cocore-bindin 1058 1358 612 679 10.16426 13.89936 6.395673 7.986698
ENSMUSG0860.8741 899.8348 624.2211 623.221 0.44023 0.004486 0.03664 Bbs1 chr19 - 4886898 4906627 5581 protein_coBardet-Bie 952 930 613 563 6.632055 6.902387 4.645329 4.802055
ENSMUSG0823.7986 827.2675 544.7933 598.8678 0.46558 0.003424 0.030631 Sfmbt1 chr14 + 30714849 30822713 7829 protein_coScm-like_w 911 855 535 541 4.524132 4.523642 2.890118 3.289438
ENSMUSG0410.5429 428.631 231.1553 270.0994 0.60196 0.001641 0.018176 Runx1t1 chr4 + 13743436 13893649 6090 protein_corunt-relate 454 443 227 244 2.898423 3.013109 1.576437 1.907231
ENSMUSG03555.627 3543.221 2075.306 2585.869 0.55367 5.98E-05 0.001833 Pcdha10 chr18 + 36930285 37187657 5422 protein_coprotocadhe 3932 3662 2038 2336 28.19533 27.9761 15.89691 20.50898
ENSMUSG03183.064 2720.791 1826.84 2026.852 0.5624 3.97E-05 0.001403 Gabrb2 chr11 + 42419757 42629028 3989 protein_cogamma-am 3520 2812 1794 1831 34.30851 29.19978 19.0207 21.85018
ENSMUSG01795.899 1648.73 992.8476 1271.902 0.53782 0.000455 0.007502 Khsrp chr17 - 57021058 57031507 3990 protein_coKH-type_sp 1986 1704 975 1149 19.35216 17.68989 10.33474 13.70812
ENSMUSG02940.717 3410.664 2052.903 2348.979 0.48321 0.000416 0.007112 Zmiz1 chr14 + 25459185 25666743 7482 protein_cozinc_finger 3252 3525 2016 2122 16.89881 19.51506 11.3957 13.50077
ENSMUSG0377.9888 425.7283 232.1736 271.2063 0.54196 0.005147 0.040539 Ankrd26 chr6 - 1.19E+08 1.19E+08 6930 protein_coankyrin_re 418 440 228 245 2.345126 2.629952 1.391457 1.68292
ENSMUSG0 2854.81 3123.298 1911.359 2045.67 0.55002 2.03E-05 0.000843 Arid1a chr4 - 1.34E+08 1.34E+08 8187 protein_coAT_rich_in 3157 3228 1877 1848 14.99246 16.33191 9.696333 10.74504
ENSMUSG0544.3763 610.5331 301.4183 354.2287 0.68178 0.000164 0.003625 Fzd3 chr14 - 65201026 65262463 4157 protein_cofrizzled_ho 602 631 296 320 5.630405 6.287496 3.011478 3.664381
ENSMUSG09967.873 9307.002 7031.398 7707.794 0.36301 0.002036 0.021103 Clstn3 chr6 - 1.24E+08 1.24E+08 4014 protein_cocalsyntenin 11023 9619 6905 6963 106.7691 99.26152 72.75358 82.57522
ENSMUSG01720.844 1656.47 1232.149 1290.721 0.38525 0.004504 0.036731 Elavl2 chr4 - 91250763 91400785 4191 protein_coELAV_(emb 1903 1712 1210 1166 17.65405 16.92055 12.21056 13.24377
ENSMUSG01617.756 2017.372 1266.772 1278.544 0.46101 0.001834 0.019559 Nfib chr4 - 82290173 82705750 9116 protein_conuclear_fa 1789 2085 1244 1155 7.630082 9.473929 5.771439 6.031265
ENSMUSG06488.205 5341.923 4649.582 4279.525 0.37335 0.004739 0.038108 Rbfox1 chr16 + 6809222 7412479 4084 protein_coRNA_bindi 7175 5521 4566 3866 68.30608 55.99644 47.28443 45.06162
ENSMUSG02716.456 2911.401 1734.174 2160.795 0.48147 0.000686 0.010018 Man1a2 chr3 - 1.01E+08 1.01E+08 7969 protein_comannosida 3004 3009 1703 1952 14.65613 15.64036 9.038136 11.66022
ENSMUSG03250.885 3392.281 2271.839 2679.961 0.38996 0.003231 0.029366 Fam163b chr2 - 27110380 27142491 2959 protein_cofamily_wit 3595 3506 2231 2421 47.23643 49.07896 31.88766 38.94759
ENSMUSG0785.8189 1173.656 463.3289 532.4499 0.80455 1.41E-05 0.000668 Nav1 chr1 - 1.35E+08 1.36E+08 13117 protein_coneuron_na 869 1213 455 481 2.575778 3.830493 1.46705 1.745586
ENSMUSG03672.279 4427.574 2508.086 2495.098 0.63818 1.69E-06 0.000135 Mkl2 chr16 + 13256481 13417529 8295 protein_coMKL/myoc 4061 4576 2463 2254 19.03443 22.85062 12.55787 12.93505
ENSMUSG04241.975 4602.704 3160.819 3449.302 0.39086 0.001624 0.018092 Pten chr19 + 32757497 32826160 8292 protein_cophosphata 4691 4757 3104 3116 21.99527 23.76305 15.83181 17.88829
ENSMUSG0428.6285 530.2253 251.5214 290.0247 0.66565 0.000519 0.008324 St3gal1 chr15 - 67102875 67113992 4985 protein_coST3_beta-g 474 548 247 262 3.696889 4.553484 2.095559 2.501882
ENSMUSG010159.58 9970.751 6913.274 7622.558 0.44137 0.000144 0.003327 Clip3 chr7 + 30291672 30308367 3381 protein_coCAP-GLY_d 11235 10305 6789 6886 129.1966 126.2499 84.92365 96.95106
ENSMUSG0952.2063 1072.061 643.5689 622.1141 0.59912 0.000116 0.002927 Ankrd52 chr10 + 1.28E+08 1.28E+08 6620 protein_coankyrin_re 1053 1108 632 562 6.184343 6.932824 4.037636 4.041188
ENSMUSG06706.137 5840.218 4707.625 4648.144 0.39435 0.001349 0.01616 Camta1 chr4 - 1.51E+08 1.52E+08 8533 protein_cocalmodulin 7416 6036 4623 4199 33.79023 29.30056 22.91343 23.42474
ENSMUSG01353.706 1274.282 933.7859 1000.696 0.39965 0.005401 0.041795 Nolc1 chr19 + 46075863 46085528 3634 protein_conucleolar_a 1497 1317 917 904 16.01622 15.01168 10.67216 11.8417
ENSMUSG0932.3122 962.7265 640.514 716.2061 0.42718 0.005835 0.043851 Abca1 chr4 - 53030787 53159895 10262 protein_coATP-bindin 1031 995 629 647 3.906158 4.016238 2.592308 3.001256
ENSMUSG02447.885 2650.159 1837.023 1903.979 0.41257 0.001381 0.016346 Prrt1 chr17 + 34629533 34633126 1940 protein_coproline-rich 2707 2739 1804 1720 54.25124 58.48152 39.32809 42.20437
ENSMUSG0899.7581 865.9701 628.2943 553.4823 0.50846 0.001398 0.016478 Zfp318 chr17 + 46383731 46420920 7850 protein_cozinc_finger 995 895 617 500 4.928067 4.722606 3.324172 3.032013
ENSMUSG0898.8538 952.0833 419.5418 457.1764 0.94319 4.69E-09 1.64E-06 Tnr chr1 + 1.6E+08 1.6E+08 4424 protein_cotenascin_R 994 984 412 413 8.735634 9.213154 3.938675 4.443914
ENSMUSG0685.4439 753.7326 371.6814 419.5396 0.73939 1.46E-05 0.000681 Cacna1d chr14 - 30039949 30491156 9054 protein_cocalcium_ch 758 779 365 379 3.255007 3.563899 1.704984 1.992643
ENSMUSG0380.7017 347.3556 191.4414 173.7934 0.78108 9.17E-05 0.002499 Celsr1 chr15 - 85898758 86033777 11050 protein_cocadherin_E 421 359 188 157 1.4813 1.345738 0.719554 0.676345
ENSMUSG0458.4697 850.4891 244.3933 308.8431 0.914 2.00E-05 0.00084 Tenm1 chrX - 42527866 43429126 12879 protein_coteneurin_t 507 879 240 279 1.530555 2.827061 0.788129 1.031223
ENSMUSG02779.755 3123.298 1789.162 2132.014 0.53733 0.000113 0.002888 Pls3 chrX - 75785654 75875182 3242 protein_coplastin_3_( 3074 3228 1757 1926 36.86498 41.24287 22.92064 28.27965
ENSMUSG0925.9822 956.9211 644.5872 623.221 0.50662 0.000959 0.012581 Scube1 chr15 - 83602583 83725021 7824 protein_cosignal_pep 1024 989 633 563 5.088553 5.235954 3.421708 3.425392
ENSMUSG01322.961 1362.331 911.3832 1039.44 0.41527 0.004414 0.036286 Vps53 chr11 - 76046226 76179647 2833 protein_covacuolar_p 1463 1408 895 939 20.07802 20.58659 13.36117 15.77792
ENSMUSG03147.797 3366.156 2296.278 2365.583 0.44869 0.000311 0.005791 Taok1 chr11 - 77529162 77607815 12409 protein_coTAO_kinas 3481 3479 2255 2137 10.90663 11.61304 7.6856 8.197821
ENSMUSG04288.998 4638.504 2789.138 3496.901 0.46166 0.00082 0.011358 Mpp2 chr11 - 1.02E+08 1.02E+08 4089 protein_comembrane 4743 4794 2739 3159 45.0982 48.56342 28.32976 36.77589
ENSMUSG0 2453.31 2585.332 1950.055 1872.984 0.36861 0.003883 0.033273 Top2b chr14 + 16365179 16430787 5660 protein_cotopoisome 2713 2672 1915 1692 18.63616 19.55458 14.30937 14.23032
ENSMUSG014151.97 13358.19 8611.807 10148.65 0.51429 3.03E-05 0.001132 Slc12a5 chr2 + 1.65E+08 1.65E+08 6024 protein_cosolute_carr 15650 13806 8457 9168 101.0073 94.9317 59.37442 72.44699
ENSMUSG0892.5239 893.0619 571.2692 537.9848 0.60581 0.000112 0.002864 Med1 chr11 - 98152154 98193293 8024 protein_comediator_c 987 923 561 486 4.782439 4.764739 2.956923 2.883209
ENSMUSG0 2032.82 1964.156 1257.607 1540.895 0.46469 0.001261 0.015376 Kif3a chr11 + 53567379 53601967 3161 protein_cokinesin_fam 2248 2030 1235 1392 27.64999 26.60112 16.52382 20.96261
ENSMUSG01960.478 1777.416 1370.639 1413.594 0.38894 0.00419 0.035203 Kansl1 chr11 - 1.04E+08 1.04E+08 5510 protein_coKAT8_regu 2168 1837 1346 1277 15.29787 13.80975 10.33146 11.0324
ENSMUSG05273.758 5695.084 4246.333 4302.771 0.33687 0.004412 0.036286 Ncor1 chr11 - 62316426 62458541 9037 protein_conuclear_re 5832 5886 4170 3887 25.09091 26.97891 19.51551 20.47486
ENSMUSG05764.782 7088.376 4206.619 3844.488 0.61896 3.87E-06 0.000251 Dync1h1 chr12 + 1.11E+08 1.11E+08 14342 protein_codynein_cyt 6375 7326 4131 3473 17.28199 21.15853 12.18186 11.52725
ENSMUSG01203.596 1244.288 771.8754 971.9149 0.43218 0.005848 0.043851 Abca5 chr11 - 1.1E+08 1.1E+08 8231 protein_coATP-bindin 1331 1286 758 878 6.287075 6.471676 3.894795 5.077765
ENSMUSG0 10248.2 9947.529 6427.543 7527.359 0.49693 5.20E-05 0.001658 Atp6v0a1 chr11 + 1.01E+08 1.01E+08 4162 protein_coATPase_H+ 11333 10281 6312 6800 105.8683 102.3203 64.14059 77.77456
ENSMUSG0642.9427 571.8305 361.4984 357.5495 0.64192 0.000235 0.004781 Sema6a chr18 - 47235598 47368870 6856 protein_cosema_dom 711 591 355 323 4.032013 3.570632 2.189907 2.242655
ENSMUSG0902.4709 869.8404 490.8231 534.6639 0.69335 1.34E-05 0.000642 Lyst chr13 + 13590409 13777440 11806 protein_colysosomal_ 998 899 482 483 3.286631 3.154171 1.726682 1.947489
ENSMUSG01964.095 2265.068 1371.657 1460.086 0.52705 0.000145 0.00335 Stxbp5 chr10 - 9755547 9901079 8825 protein_cosyntaxin_b 2172 2341 1347 1319 9.569038 10.98791 6.455367 7.114769
ENSMUSG0311.9764 597.9548 195.5146 283.3829 0.64118 0.004283 0.03572 Plagl1 chr10 + 13090691 13131694 5260 protein_copleiomorph 345 618 192 256 2.550096 4.866661 1.543773 2.316781
ENSMUSG01028.166 1019.813 483.695 712.8852 0.65265 0.000246 0.004926 Grm1 chr10 - 10686059 11082356 6930 protein_coglutamate_ 1137 1054 475 644 6.378968 6.29993 2.898868 4.423676
ENSMUSG04626.294 4931.676 3202.57 3856.664 0.40248 0.002264 0.022829 Wasf1 chr10 + 40883475 40938570 2719 protein_coWAS_prote 5116 5097 3145 3484 73.15508 77.64863 48.91921 60.99576
ENSMUSG0626.6657 692.7761 441.9445 405.149 0.54733 0.001322 0.016004 Rev3l chr10 + 39732118 39875211 10789 protein_coREV3-like_ 693 716 434 366 2.497326 2.748908 1.701283 1.614844
ENSMUSG01213.543 1225.904 505.0794 560.1241 1.0634 3.23E-12 4.77E-09 D10Bwg13chr10 - 18588011 18743758 8216 protein_coDNA_segm 1342 1267 496 506 6.350607 6.387701 2.553226 2.931709
ENSMUSG01389.878 1465.86 897.1269 1044.975 0.49991 0.000681 0.009985 Ptprk chr10 + 28074820 28597397 6177 protein_coprotein_ty 1537 1515 881 944 9.674298 10.15929 6.032069 7.274868
ENSMUSG01297.641 1428.125 753.5459 846.8279 0.68776 4.03E-06 0.00026 Ppp1r12a chr10 + 1.08E+08 1.08E+08 3403 protein_coprotein_ph 1435 1476 740 765 16.39506 17.96606 9.196822 10.70114
ENSMUSG010761.83 9024.473 7238.114 6180.183 0.51475 0.000108 0.002816 Atp2b1 chr10 + 98915152 99026143 7130 protein_coATPase_Ca 11901 9327 7108 5583 64.89588 54.18522 42.16246 37.27424
ENSMUSG0439.4798 459.5931 212.8258 263.4576 0.73867 0.000126 0.003043 Arid5b chr10 - 68095593 68278726 4494 protein_coAT_rich_in 486 475 209 238 4.204616 4.378133 1.966895 2.52101
ENSMUSG0661.0283 694.7112 419.5418 502.5619 0.4759 0.005478 0.04207 Med23 chr10 + 24869986 24913681 5098 protein_comediator_c 731 718 412 454 5.574947 5.833819 3.417948 4.239228
ENSMUSG02652.252 2304.738 1526.44 1889.588 0.4833 0.000979 0.01274 Nuak1 chr10 - 84370905 84440597 5558 protein_coNUAK_fam 2933 2382 1499 1707 20.51713 17.75218 11.40647 14.61994
ENSMUSG03018.485 3336.162 2063.086 2189.576 0.53584 3.01E-05 0.001132 Cand1 chr10 - 1.19E+08 1.19E+08 7766 protein_cocullin_asso 3338 3448 2026 1978 16.71137 18.3907 11.03342 12.12438
ENSMUSG02286.923 2241.847 1515.238 1446.803 0.56497 1.42E-05 0.00067 Cobl chr11 - 12236608 12464960 5615 protein_cocordon-ble 2529 2317 1488 1307 17.51146 17.09246 11.20782 11.08043
ENSMUSG02248.943 2105.42 1659.838 1605.099 0.38283 0.00344 0.030699 Nav3 chr10 - 1.1E+08 1.1E+08 8561 protein_coneuron_na 2487 2176 1630 1450 11.29469 10.52841 8.052507 8.062583
ENSMUSG01696.428 1942.869 1204.655 1319.502 0.47831 0.000756 0.010698 Cabin1 chr10 - 75646110 75764357 7460 protein_cocalcineurin 1876 2008 1183 1192 9.77726 11.14945 6.706778 7.606207



ENSMUSG03650.576 4037.646 2574.276 3151.528 0.38814 0.004754 0.038167 Ap3d1 chr10 - 80706978 80742211 4730 protein_coadaptor-re 4037 4173 2528 2847 33.18339 36.54396 22.60393 28.65214
ENSMUSG01657.544 1954.48 1006.086 1053.83 0.73062 4.52E-07 4.96E-05 Vps13d chr4 - 1.45E+08 1.45E+08 15849 protein_covacuolar_p 1833 2020 988 952 4.496595 5.279319 2.636472 2.85934
ENSMUSG01874.571 2105.42 1236.223 1315.074 0.58489 2.28E-05 0.000932 Cpeb4 chr11 + 31872211 31935634 6303 protein_cocytoplasmi 2073 2176 1214 1188 12.78719 14.30013 8.145906 8.972219
ENSMUSG020886.14 21966.61 15339.75 16259.1 0.41518 0.000193 0.004127 Sptbn1 chr11 - 30099395 30268175 9107 protein_cospectrin_be 23097 22703 15064 14688 98.60602 103.261 69.95729 76.77468
ENSMUSG0 26984.6 25345.35 19471.01 18976.69 0.42065 0.000135 0.003184 Cyfip2 chr11 - 46193850 46312859 6659 protein_cocytoplasmi 29841 26195 19121 17143 174.2318 162.9438 121.4422 122.5486
ENSMUSG0 2077.13 1915.777 1412.389 1542.002 0.39792 0.00336 0.030221 Jade2 chr11 - 51813455 51857653 6273 protein_cojade_family 2297 1980 1387 1393 14.23669 13.07429 9.35124 10.57077
ENSMUSG04936.462 5025.529 3488.714 3671.801 0.4465 0.000156 0.003522 Rock2 chr12 + 16894978 16988274 8012 protein_coRho-associ 5459 5194 3426 3317 26.49082 26.85279 18.08483 19.70767
ENSMUSG04656.135 4783.638 3160.819 3626.416 0.44196 0.00043 0.007263 Fam49a chr12 + 12262139 12376359 4846 protein_cofamily_wit 5149 4944 3104 3276 41.31071 42.25941 27.08983 32.18038
ENSMUSG07194.448 8009.498 5091.526 6206.75 0.39393 0.002933 0.027331 Nrcam chr12 + 44328885 44601846 7572 protein_coneuronal_c 7956 8278 5000 5607 40.85144 45.28383 27.9272 35.24931
ENSMUSG0 2949.76 3206.508 1918.487 2167.437 0.54443 3.59E-05 0.0013 Ncoa1 chr12 - 4247363 4477182 7328 protein_conuclear_re 3262 3314 1884 1958 17.307 18.73249 10.87335 12.71915
ENSMUSG0908.8009 965.6292 502.0245 640.9325 0.61664 0.000225 0.004647 Adcy3 chr12 + 4133103 4213525 5621 protein_coadenylate_ 1005 998 493 579 6.951454 7.354368 3.70938 4.903382
ENSMUSG01013.697 1057.548 629.3126 636.5046 0.63307 2.95E-05 0.00112 Dnmt3a chr12 + 3806007 3914443 9685 protein_coDNA_meth 1121 1093 618 575 4.500173 4.674648 2.698714 2.826174
ENSMUSG01480.306 1799.67 891.0171 1050.509 0.67016 1.50E-05 0.000691 Nf1 chr11 + 79339693 79581612 11917 protein_coneurofibro 1637 1860 875 949 5.340783 6.465087 3.10534 3.790792
ENSMUSG0993.8032 1232.677 608.9465 650.8952 0.71746 9.22E-06 0.00049 Helz chr11 + 1.08E+08 1.08E+08 13147 protein_cohelicase_w 1099 1274 598 588 3.250081 4.013942 1.923723 2.129028
ENSMUSG011822.55 11543.04 8915.262 9125.816 0.35265 0.001467 0.017037 Pafah1b1 chr11 - 74673949 74724670 8570 protein_coplatelet-ac 13074 11930 8755 8244 59.31313 57.66177 43.20593 45.79182
ENSMUSG03208.384 3355.513 2145.569 2240.496 0.54099 1.31E-05 0.000638 Ube2o chr11 - 1.17E+08 1.17E+08 5205 protein_coubiquitin-c 3548 3468 2107 2024 26.50245 27.59858 17.12032 18.5106
ENSMUSG02337.563 2305.706 1352.309 1493.295 0.64935 1.02E-06 8.76E-05 Cpd chr11 - 76778424 76847018 7946 protein_cocarboxypep 2585 2383 1328 1349 12.64839 12.42235 7.068342 8.08154
ENSMUSG04262.774 4458.537 2641.484 2745.272 0.64947 7.23E-08 1.10E-05 Prpf8 chr11 + 75486816 75509449 7442 protein_copre-mRNA_ 4714 4608 2594 2480 24.62766 25.64786 14.74173 15.86327
ENSMUSG01511.051 1262.671 865.5594 961.9522 0.53566 0.000454 0.007502 Cacna1g chr11 - 94408391 94474198 8383 protein_cocalcium_ch 1671 1305 850 869 7.749972 6.448214 4.288323 4.934589
ENSMUSG02461.449 2394.722 1435.81 1725.758 0.56384 5.11E-05 0.001634 Nr1d1 chr11 - 98767932 98775333 2721 protein_conuclear_re 2722 2475 1410 1559 38.89401 37.67689 21.91586 27.27397
ENSMUSG04667.891 5198.723 2787.101 3020.906 0.70983 1.54E-08 3.61E-06 Myh10 chr11 + 68691559 68816632 7791 protein_comyosin_he 5162 5373 2737 2729 25.76013 28.56617 14.85763 16.67405
ENSMUSG03718.397 4036.678 2394.036 2754.128 0.54523 2.88E-05 0.001105 Sel1l chr12 - 91806043 91849157 6300 protein_cosel-1_supp 4112 4172 2351 2488 25.37673 27.4304 15.78266 18.79925
ENSMUSG02670.337 2810.774 1792.217 1927.225 0.51736 5.60E-05 0.001758 Ralgapa1 chr12 - 55602929 55821167 7874 protein_coRal_GTPase 2953 2905 1760 1741 14.58113 15.28196 9.45334 10.52529
ENSMUSG02060.853 2074.458 1413.408 1652.698 0.39375 0.00435 0.03599 Ppp2r5e chr12 - 75450883 75596200 4808 protein_coprotein_ph 2279 2144 1388 1493 18.42905 18.47093 12.20936 14.78176
ENSMUSG01917.073 2243.782 1313.614 1342.748 0.58858 2.55E-05 0.001017 Akap5 chr12 + 76324891 76334153 6687 protein_coA_kinase_( 2120 2319 1290 1213 12.32616 14.36474 8.158802 8.634957
ENSMUSG04913.855 4569.806 3741.253 3670.694 0.33271 0.005359 0.041604 Sptb chr12 - 76580488 76710547 10394 protein_cospectrin_be 5434 4723 3674 3316 20.32638 18.82191 14.94942 15.18667
ENSMUSG0 5986.33 6574.6 4177.088 5090.93 0.40325 0.002372 0.023569 Trim9 chr12 - 70244539 70347614 4843 protein_cotripartite_m 6620 6795 4102 4599 53.14552 58.11702 35.82195 45.20429
ENSMUSG02796.032 2881.407 1630.307 1884.054 0.63574 1.82E-06 0.000142 Pcnx chr12 + 81860030 82000924 12139 protein_copecanex_h 3092 2978 1601 1702 9.903296 10.16179 5.577974 6.674325
ENSMUSG0 1003.75 1000.462 703.6489 709.5643 0.45047 0.002682 0.025686 Unc79 chr12 + 1.03E+08 1.03E+08 8874 protein_counc-79_ho 1110 1034 691 641 4.863252 4.826469 3.293265 3.438502
ENSMUSG01502.913 1895.459 911.3832 969.7009 0.75774 7.80E-07 7.48E-05 Ylpm1 chr12 + 84996321 85070515 7003 protein_coYLP_motif_ 1662 1959 895 876 9.227203 11.5872 5.40514 5.954574
ENSMUSG01993.032 1816.118 1204.655 1558.606 0.4126 0.006743 0.048617 Tecpr2 chr12 + 1.11E+08 1.11E+08 7830 protein_cotectonin_b 2204 1877 1183 1408 10.94392 9.92958 6.389855 8.559957
ENSMUSG01814.889 2118.966 962.2984 788.1588 1.0379 1.11E-11 1.28E-08 Ryr2 chr13 - 11553103 12106945 16813 protein_coryanodine_ 2007 2190 945 712 4.641147 5.395445 2.377139 2.015884
ENSMUSG02720.073 2262.165 1906.267 1833.133 0.37729 0.006448 0.047118 Hivep1 chr13 + 42052021 42185026 8753 protein_cohuman_im 3008 2338 1872 1656 13.36116 11.0641 9.045174 9.006045
ENSMUSG02031.916 2293.128 1092.642 1217.661 0.82157 5.13E-09 1.71E-06 Nsd1 chr13 + 55209782 55318325 12784 protein_conuclear_re 2247 2370 1073 1100 6.833756 7.679094 3.549776 4.095969
ENSMUSG01162.903 1391.358 811.5893 884.4647 0.5242 0.000655 0.009767 Ddx46 chr13 + 55635027 55681256 5676 protein_coDEAD_(Asp 1286 1438 797 799 8.808902 10.49409 5.938598 6.70093
ENSMUSG01609.618 1620.67 1102.825 1268.581 0.40448 0.00432 0.035832 Jmy chr13 - 93430097 93499808 8780 protein_cojunction-m 1780 1675 1083 1146 7.882222 7.902212 5.216773 6.213278
ENSMUSG01622.277 1885.783 1225.021 1361.566 0.39695 0.005894 0.044072 Kif2a chr13 - 1.07E+08 1.07E+08 5304 protein_cokinesin_fam 1794 1949 1203 1230 13.15049 15.22077 9.592463 11.03907
ENSMUSG01074.284 891.1268 566.1777 670.8205 0.57872 0.000493 0.008021 Pde4d chr13 + 1.08E+08 1.1E+08 4207 protein_cophosphodie 1188 921 556 606 10.97911 9.068083 5.589466 6.856948
ENSMUSG04181.388 4295.986 2267.766 3294.327 0.53737 0.00058 0.008907 Rasgrf2 chr13 - 91880400 92131656 5797 protein_coRAS_prote 4624 4440 2227 2976 31.01257 31.72547 16.24744 24.4377
ENSMUSG0771.3504 764.3758 407.3221 557.9101 0.56424 0.001518 0.017243 Hcn1 chr13 + 1.18E+08 1.18E+08 3525 protein_cohyperpolar 853 790 400 504 9.408342 9.283171 4.799201 6.80616
ENSMUSG0984.7604 1056.58 696.5208 612.1514 0.56634 0.000284 0.005496 Kat6b chr14 + 21481434 21672478 7660 protein_coK(lysine)_a 1089 1092 684 553 5.527418 5.905032 3.776551 3.436585
ENSMUSG02276.072 2436.327 1507.092 1729.079 0.49596 0.000269 0.005313 Zswim8 chr14 + 20707552 20723618 6072 protein_cozinc_finger 2517 2518 1480 1562 16.11664 17.1772 10.30856 12.2456
ENSMUSG0392.4573 416.0527 226.0638 232.4626 0.66162 0.000544 0.008454 Atp8a2 chr14 - 59647531 60197179 3895 protein_coATPase_am 434 430 222 210 4.33217 4.572875 2.410536 2.566508
ENSMUSG0728.8493 1046.905 531.5553 452.7485 0.70336 0.000132 0.003159 Zc3h13 chr14 + 75284373 75344426 6151 protein_cozinc_finger 806 1082 522 409 5.094628 7.286348 3.58916 3.165252
ENSMUSG05863.348 6587.178 4130.246 4590.582 0.47706 0.00014 0.003269 Akap11 chr14 - 78492246 78536860 9416 protein_coA_kinase_( 6484 6808 4056 4147 26.77317 29.94894 18.21795 20.96517
ENSMUSG01014.602 973.3697 634.4042 598.8678 0.61154 6.75E-05 0.001997 Nipbl chr15 - 8291225 8444463 8815 protein_coNipped-B_h 1122 1006 623 541 4.94873 4.727201 2.989054 2.921498
ENSMUSG01235.246 1302.342 721.9784 954.2034 0.52307 0.001225 0.015011 Slc7a8 chr14 - 54722216 54781886 4033 protein_cosolute_carr 1366 1346 709 862 13.16878 13.82437 7.435087 10.17442
ENSMUSG01577.063 1560.681 1194.472 1166.741 0.37496 0.005954 0.044357 Pdzd2 chr15 - 12359711 12739924 10756 protein_coPDZ_doma 1744 1613 1173 1054 6.304039 6.211721 4.612276 4.664666
ENSMUSG0735.1792 790.5001 406.3038 433.9301 0.74523 6.97E-06 0.000389 Sema5a chr15 + 32244813 32696341 10809 protein_cosema_dom 813 817 399 392 2.924342 3.130869 1.561189 1.72636
ENSMUSG02946.143 2516.635 1803.419 1609.526 0.61786 8.66E-06 0.00047 Ankrd33b chr15 - 31291479 31367759 7471 protein_coankyrin_re 3258 2601 1771 1454 16.95491 14.42082 10.02554 9.26438
ENSMUSG03287.056 3619.658 2213.796 2216.143 0.59443 2.35E-06 0.000169 Trio chr15 - 27730652 28025848 11494 protein_cotriple_func 3635 3741 2174 2002 12.29579 13.48171 7.999381 8.291318
ENSMUSG06675.391 6614.27 5213.723 5266.937 0.32272 0.004565 0.037056 Oxr1 chr15 + 41447482 41861048 4596 protein_cooxidation_ 7382 6836 5120 4758 62.44781 61.60989 47.11487 49.2805
ENSMUSG0303.8379 455.7228 214.8624 209.2163 0.63309 0.002518 0.024525 Csmd3 chr15 - 47580637 48792063 13022 protein_coCUB_and_S 336 471 211 189 1.003194 1.498206 0.685287 0.690899
ENSMUSG0875.3426 1003.364 448.0543 741.6662 0.53243 0.005581 0.042492 Adcy8 chr15 - 64699042 64922296 5032 protein_coadenylate_ 968 1037 440 670 7.479247 8.536238 3.698112 6.338185
ENSMUSG01464.029 1736.778 920.5479 1135.746 0.56418 0.000304 0.00572 Myh9 chr15 - 77760587 77842175 7433 protein_comyosin_he 1619 1795 904 1026 8.468488 10.00296 5.143661 6.570735
ENSMUSG01150.244 1461.022 736.2347 978.5567 0.5194 0.00239 0.023657 Shisa9 chr16 + 11984113 12270902 4326 protein_coshisa_fami 1272 1510 723 884 11.43204 14.45835 7.068379 9.727393
ENSMUSG01227.107 1443.606 851.3032 881.1438 0.5578 0.000203 0.00431 Crebbp chr16 - 4081328 4213407 10230 protein_coCREB_bind 1357 1492 836 796 5.157359 6.041177 3.456198 3.703976
ENSMUSG02813.214 2930.752 1752.503 1783.32 0.64938 2.58E-07 3.10E-05 Plec chr15 - 76170974 76232574 15455 protein_coplectin 3111 3029 1721 1611 7.826258 8.118179 4.709555 4.962006
ENSMUSG02885.556 2434.392 2047.812 1938.295 0.38068 0.005276 0.041174 Ptk2 chr15 - 73205105 73423191 4414 protein_coPTK2_prote 3191 2516 2011 1751 28.1072 23.61058 19.26849 18.88359
ENSMUSG04168.729 4326.948 2962.25 3106.143 0.45378 0.00016 0.003579 Kif21a chr15 - 90933276 91049948 6439 protein_cokinesin_fam 4610 4472 2909 2806 27.83593 28.76814 19.10704 20.74436
ENSMUSG0393.3616 383.1555 220.9722 251.281 0.57709 0.002822 0.026488 Cblb chr16 + 52031549 52208047 6323 protein_coCasitas_B-l 435 396 217 227 2.674787 2.594182 1.451458 1.708966
ENSMUSG0708.0509 659.8789 397.139 503.6689 0.51058 0.003658 0.031981 Boc chr16 - 44485045 44558897 4452 protein_cobiregional_ 783 682 390 455 6.838011 6.345379 3.704908 4.865046
ENSMUSG01190.032 1143.661 631.3492 761.5916 0.65818 2.51E-05 0.001008 Zbtb20 chr16 + 42875881 43642602 26901 protein_cozinc_finger 1316 1182 620 688 1.902001 1.820025 0.974746 1.217449
ENSMUSG02992.261 3194.897 2357.377 2443.071 0.34025 0.006368 0.046662 Usp7 chr16 - 8689595 8792308 4745 protein_coubiquitin_s 3309 3302 2315 2207 27.11338 28.82499 20.63397 22.14098
ENSMUSG0293.8908 294.1396 155.8007 189.2909 0.58503 0.004857 0.038781 Lmln chr16 + 33062521 33127695 6147 protein_coleishmanol 325 304 153 171 2.055622 2.048513 1.05268 1.324231
ENSMUSG03996.011 4147.948 2675.088 2738.63 0.55057 4.78E-06 0.000292 Gsk3b chr16 + 38089001 38246084 8303 protein_coglycogen_s 4419 4287 2627 2474 20.69246 21.38685 13.38114 14.18389
ENSMUSG0699.0081 865.0025 439.9079 480.4226 0.6526 0.000151 0.003447 Stxbp5l chr16 - 37114942 37384962 4394 protein_cosyntaxin_b 773 894 432 434 6.839788 8.427637 4.158069 4.701759
ENSMUSG0801.1916 1273.315 439.9079 788.1588 0.56989 0.006608 0.047983 Dgkg chr16 - 22468461 22657221 3555 protein_codiacylglyce 886 1316 432 712 9.689855 15.33362 5.139397 9.533911
ENSMUSG0467.5125 527.3226 287.1621 324.3406 0.58052 0.001624 0.018092 Cxadr chr16 + 78301496 78359785 5734 protein_cocoxsackie_ 517 545 282 293 3.505549 3.937016 2.079981 2.432432
ENSMUSG01657.544 2019.307 1172.069 1464.514 0.42421 0.006536 0.047523 Ets2 chr16 + 95702075 95721051 3890 protein_coE26_avian_ 1833 2087 1151 1323 18.32045 22.22293 12.51393 16.18978
ENSMUSG01967.712 1711.621 1310.559 1374.85 0.41324 0.003142 0.028784 Dopey2 chr16 + 93711907 93810585 7313 protein_codopey_fam 2176 1769 1287 1242 11.56875 10.01984 7.443051 8.084566
ENSMUSG04216.655 4763.319 3101.758 2927.921 0.53305 2.30E-05 0.000937 Son chr16 + 91647506 91679221 8731 protein_coSon_DNA_ 4663 4923 3046 2645 20.76465 23.35577 14.75482 14.4209
ENSMUSG0 7951.33 8923.846 4832.877 5870.233 0.60414 5.00E-06 0.000304 Synj1 chr16 - 90936092 91011308 7090 protein_cosynaptojan 8793 9223 4746 5303 48.21854 53.88332 28.31063 35.6046
ENSMUSG0583.2603 610.5331 379.8279 426.1814 0.48293 0.005234 0.041002 Scaf4 chr16 - 90228957 90284425 4169 protein_coSR-related_ 645 631 373 385 6.015213 6.269398 3.783946 4.396019
ENSMUSG01429.666 1359.428 928.6944 925.4224 0.53417 0.000161 0.003587 Dip2b chr15 + 1E+08 1E+08 8914 protein_coDIP2_disco 1581 1405 912 836 6.895764 6.528781 4.327033 4.464413
ENSMUSG01486.636 1760.967 931.7493 1131.318 0.58028 0.000174 0.003818 Slc4a8 chr15 + 1.01E+08 1.01E+08 11790 protein_cosolute_carr 1644 1820 915 1022 5.421397 6.394196 3.282278 4.126367
ENSMUSG04742.946 3988.3 2352.285 2418.718 0.80266 1.09E-09 5.65E-07 Scn8a chr15 + 1.01E+08 1.01E+08 11293 protein_cosodium_ch 5245 4122 2310 2185 18.05757 15.11914 8.651087 9.21028
ENSMUSG03838.667 3320.681 2257.583 2505.061 0.54034 4.96E-05 0.001616 Slc38a1 chr15 - 96571418 96642913 7752 protein_cosolute_carr 4245 3432 2217 2263 21.29056 18.33842 12.09539 13.89637
ENSMUSG0 1606 1212.358 893.0537 881.1438 0.58487 0.000271 0.005327 Grm2 chr9 - 1.07E+08 1.07E+08 4711 protein_coglutamate_ 1776 1253 877 796 14.65727 11.01708 7.873259 8.043234
ENSMUSG0781.2975 996.5913 453.1458 491.4923 0.77907 5.74E-06 0.000337 Celsr3 chr9 + 1.09E+08 1.09E+08 11541 protein_cocadherin_E 864 1030 445 444 2.910673 3.696768 1.63074 1.831345
ENSMUSG02379.159 2186.695 1540.696 1760.074 0.42793 0.001751 0.019087 Synj2 chr17 + 5941280 6044290 5533 protein_cosynaptojan 2631 2260 1513 1590 18.48772 16.91906 11.56502 13.6794
ENSMUSG0557.0362 693.7436 353.3519 406.256 0.5996 0.000946 0.012507 Igf2r chr17 - 12682406 12769664 8887 protein_coinsulin-like 616 717 347 367 2.694938 3.341892 1.651362 1.96581
ENSMUSG0880.7682 896.9322 542.7567 608.8305 0.55114 0.000506 0.008205 Lnpep chr17 - 17527723 17624489 5181 protein_coleucyl/cyst 974 927 533 550 7.309178 7.411302 4.350925 5.053355
ENSMUSG01378.122 1415.547 935.8225 990.7333 0.48633 0.000584 0.008952 Ubr2 chr17 - 46928292 47010532 7648 protein_coubiquitin_p 1524 1463 919 895 7.747476 7.923642 5.082012 5.57065
ENSMUSG01833.879 1972.864 1052.928 1071.542 0.76889 1.80E-08 4.07E-06 Brd4 chr17 - 32196274 32284722 5955 protein_cobromodom 2028 2039 1034 968 13.24065 14.18286 7.343563 7.737921
ENSMUSG02504.854 2791.423 1434.792 1648.27 0.71227 2.30E-07 2.80E-05 Ehd3 chr17 + 73804841 73832093 3658 protein_coEH-domain 2770 2885 1409 1489 29.44145 32.6686 16.29053 19.37678
ENSMUSG01393.495 1491.984 1047.836 1110.285 0.38039 0.00694 0.049344 Spast chr17 + 74338987 74391113 4696 protein_cospastin 1541 1542 1029 1003 12.75844 13.60143 9.267345 10.16725
ENSMUSG01313.918 1541.33 878.7974 748.308 0.71768 3.70E-06 0.000245 Birc6 chr17 + 74528295 74703356 15768 protein_cobaculoviral 1453 1593 863 676 3.582714 4.184731 2.31474 2.040802
ENSMUSG014018.14 13467.53 10239.06 10386.65 0.39164 0.000398 0.006866 Pja2 chr17 - 64281005 64331916 4740 protein_copraja_2_RI 15502 13919 10055 9383 127.1547 121.6349 89.71638 94.23106
ENSMUSG0 576.026 457.6579 257.6312 346.4799 0.61763 0.00164 0.018176 Man2a1 chr17 + 64600736 64755110 6991 protein_comannosida 637 473 253 313 3.54261 2.80253 1.530556 2.131257
ENSMUSG09905.478 10150.72 6346.078 7393.416 0.50895 3.08E-05 0.001141 Nrxn1 chr17 - 90033644 91092805 9043 protein_coneurexin_I 10954 10491 6232 6679 47.09593 48.05435 29.14627 35.15844
ENSMUSG06706.137 6148.871 4314.559 4898.318 0.44689 0.000333 0.006029 Prepl chr17 - 85063477 85090267 3830 protein_coprolyl_end 7416 6355 4237 4425 75.28252 68.72981 46.78727 54.99779
ENSMUSG01423.336 1527.784 870.651 953.0965 0.6272 1.32E-05 0.000638 Abca3 chr17 + 24351950 24410201 6476 protein_coATP-bindin 1574 1579 855 861 9.449766 10.09959 5.583767 6.328882
ENSMUSG01151.148 1369.104 781.0401 835.7582 0.56869 0.00021 0.00446 Sos1 chr17 - 80393752 80480453 8919 protein_coson_of_sev 1273 1415 767 755 5.549264 6.571563 3.637033 4.029596
ENSMUSG06676.296 6816.491 4616.996 5203.84 0.42824 0.000384 0.006713 Mapre2 chr18 + 23752333 23893861 4026 protein_comicrotubul 7383 7045 4534 4701 71.29881 72.48291 47.62947 55.58367
ENSMUSG0540.7591 645.3654 320.7661 296.6665 0.78418 1.53E-05 0.000695 Zfp871 chr17 - 32771236 32788287 5111 protein_cozinc_finger 598 667 315 268 4.549027 5.405655 2.60659 2.496086
ENSMUSG0510.9179 591.1818 328.9126 295.5595 0.68093 0.000183 0.003984 Map3k2 chr18 + 32163089 32236751 10791 protein_comitogen-ac 565 611 323 267 2.035682 2.345351 1.265928 1.177824
ENSMUSG01074.284 1058.515 736.2347 750.522 0.46672 0.001652 0.01826 Dcp2 chr18 + 44380500 44424969 8643 protein_coDCP2_deca 1188 1094 723 678 5.344106 5.243016 3.53787 3.734186
ENSMUSG0847.3099 940.4726 644.5872 611.0444 0.44896 0.004337 0.035911 Ankhd1 chr18 + 36559987 36665917 8235 protein_coankyrin_re 937 972 633 552 4.423837 4.889124 3.250934 3.190849
ENSMUSG0997.4203 1076.899 627.276 717.313 0.5531 0.000389 0.006759 Tcerg1 chr18 + 42511510 42575551 4152 protein_cotranscriptio 1103 1113 616 648 10.3286 11.10366 6.274677 7.429308
ENSMUSG0678.2096 635.6898 305.4916 387.4376 0.77299 1.73E-05 0.000769 Setbp1 chr18 - 78750380 79109391 9953 protein_coSET_bindin 750 657 300 350 2.929749 2.73426 1.27478 1.673959
ENSMUSG02336.658 2818.515 1824.803 1887.375 0.43155 0.001837 0.019559 Nedd4l chr18 + 64887756 65217826 8212 protein_coneural_pre 2584 2913 1792 1705 12.23395 14.69332 9.229052 9.883395
ENSMUSG04317.935 4947.157 3053.897 3637.486 0.4299 0.001499 0.017168 Gnaq chr19 + 16132831 16387463 5644 protein_coguanine_nu 4775 5113 2999 3286 32.89346 37.52469 22.47282 27.71477
ENSMUSG02021.065 1958.35 1322.778 1402.524 0.50184 0.000163 0.003618 Pacs1 chr19 - 5133688 5273119 4339 protein_cophosphofu 2235 2024 1299 1267 20.02678 19.32187 12.66157 13.90009
ENSMUSG05477.221 5659.284 4182.18 4282.846 0.37173 0.001374 0.01632 Smarca2 chr19 + 26605115 26778321 5913 protein_coSWI/SNF_r 6057 5849 4107 3869 39.82657 40.97341 29.37547 31.14738
ENSMUSG01614.139 1636.151 1107.916 1300.683 0.39125 0.00631 0.046373 Vldlr chr19 + 27216484 27254231 7971 protein_covery_low_d 1785 1691 1088 1175 8.7066 8.787375 5.772768 7.017069
ENSMUSG02835.821 3116.525 1929.688 2137.549 0.50612 0.000115 0.002922 Eif3a chr19 - 60761116 60790693 5176 protein_coeukaryotic_ 3136 3221 1895 1931 23.55619 25.77655 15.48399 17.75901
ENSMUSG0774.9675 1303.309 475.5485 640.9325 0.70515 0.000404 0.006954 Slit1 chr19 - 41600257 41743665 5673 protein_coslit_homol 857 1347 467 579 5.873422 9.8352 3.481546 4.858436
ENSMUSG01587.011 1867.399 1161.886 1139.067 0.52949 0.000228 0.004656 Slk chr19 + 47579678 47645246 7278 protein_coSTE20-like_ 1755 1930 1141 1029 9.375366 10.98433 6.630429 6.730294
ENSMUSG02346.605 1864.497 1574.3 1380.385 0.45663 0.002378 0.023605 Ablim1 chr19 - 57032733 57314919 7152 protein_coactin-bindi 2595 1927 1546 1247 14.10695 11.16047 9.142185 8.299839
ENSMUSG03974.308 4245.672 2676.106 3089.538 0.4729 0.000246 0.004926 Hspa12a chr19 - 58795751 58860984 5733 protein_coheat_shock 4395 4388 2628 2791 29.80575 31.70393 19.38704 23.17441
ENSMUSG06942.154 7492.818 5121.057 5583.529 0.40357 0.000735 0.010532 Fasn chr11 - 1.21E+08 1.21E+08 9587 protein_cofatty_acid_ 7677 7744 5029 5044 31.13379 33.45885 22.18538 25.04512
ENSMUSG02617.889 2920.109 1787.126 2187.362 0.43395 0.002211 0.022515 Cnnm1 chr19 + 43440436 43497212 5039 protein_cocyclin_M1 2895 3018 1755 1976 22.33713 24.80866 14.72993 18.66695



ENSMUSG01588.819 1614.865 1046.818 1125.783 0.51062 0.000228 0.004656 Gbf1 chr19 + 46152509 46286510 6450 protein_cogolgi-specif 1757 1669 1028 1017 10.59096 10.71828 6.740645 7.505713
ENSMUSG05979.096 6858.096 4353.255 4463.281 0.50472 4.19E-05 0.001473 Huwe1 chrX + 1.52E+08 1.52E+08 14579 protein_coHECT_UBA 6612 7088 4275 4032 17.63308 20.13837 12.40156 13.16508
ENSMUSG0954.0149 1073.996 676.1547 773.7682 0.42691 0.006642 0.048185 Fam120c chrX + 1.51E+08 1.51E+08 5823 protein_cofamily_wit 1055 1110 664 699 7.044154 7.895953 4.82269 5.714275
ENSMUSG02499.429 3240.373 1737.229 2190.683 0.48319 0.002027 0.021053 Tro chrX - 1.51E+08 1.51E+08 6610 protein_cotrophinin 2764 3349 1706 1979 16.25772 20.9866 10.91555 14.25197
ENSMUSG02177.505 2194.436 1236.223 1436.84 0.64749 2.70E-06 0.000184 Ptprj chr2 - 90429754 90580647 7634 protein_coprotein_ty 2408 2268 1214 1298 12.26387 12.30607 6.725655 8.093815
ENSMUSG01601.479 2138.317 1261.68 1328.357 0.46839 0.00265 0.025453 Farp1 chr14 + 1.21E+08 1.21E+08 4885 protein_coFERM_Rho 1771 2210 1239 1200 14.09539 18.73942 10.72691 11.69358
ENSMUSG01632.225 1902.232 1257.607 1271.902 0.43751 0.00199 0.020752 Dock9 chr14 - 1.22E+08 1.22E+08 7910 protein_codedicator_ 1805 1966 1235 1149 8.872048 10.29521 6.603262 6.914715
ENSMUSG01272.321 1736.778 930.731 880.0368 0.63736 9.68E-05 0.00259 Tnrc6c chr11 + 1.18E+08 1.18E+08 11590 protein_cotrinucleotid 1407 1795 914 795 4.719911 6.415188 3.335268 3.265235
ENSMUSG06139.154 6251.433 4180.143 3892.087 0.57965 8.26E-07 7.55E-05 Gaa chr11 + 1.19E+08 1.19E+08 3633 protein_coglucosidase 6789 6461 4105 3516 72.65468 73.66526 47.78766 46.06957
ENSMUSG010145.11 9070.916 6903.091 7704.473 0.36883 0.002592 0.025108 Nptx1 chr11 - 1.2E+08 1.2E+08 5217 protein_coneuronal_p 11219 9375 6779 6960 83.60967 74.43528 54.95571 63.50664
ENSMUSG04884.014 4905.551 3199.515 3364.065 0.54038 5.03E-06 0.000304 Cnksr2 chrX - 1.58E+08 1.58E+08 5738 protein_coconnector_ 5401 5070 3142 3039 36.59627 36.59955 23.15867 25.21163
ENSMUSG04170.537 3942.825 2860.419 3084.003 0.41821 0.000662 0.009837 Hspa4l chr3 + 40744495 40796103 9479 protein_coheat_shock 4612 4075 2809 2786 18.9169 17.80711 12.53306 13.99102
ENSMUSG0718.9022 712.1274 496.933 469.353 0.49276 0.002598 0.025135 Nrp1 chr8 + 1.28E+08 1.29E+08 5907 protein_coneuropilin_ 795 736 488 424 5.23267 5.161064 3.493984 3.416879
ENSMUSG01308.492 960.7914 727.0699 725.0618 0.55507 0.000965 0.012626 Pikfyve chr1 + 65186683 65278695 11237 protein_cophosphoino 1447 993 714 655 5.006582 3.660389 2.687298 2.774736
ENSMUSG06319.105 6493.324 4778.906 5312.323 0.3223 0.007021 0.049686 Slc39a10 chr1 - 46807544 46892852 5498 protein_cosolute_carr 6988 6711 4693 4799 49.41643 50.56044 36.10055 41.55055
ENSMUSG0 996.516 1099.153 525.4455 582.2634 0.81061 2.65E-07 3.14E-05 Raph1 chr1 - 60482292 60567104 10024 protein_coRas_associ 1102 1136 516 526 4.274287 4.694244 2.177091 2.497902
ENSMUSG0827.4158 935.6347 603.855 636.5046 0.44582 0.004993 0.039567 Als2 chr1 - 59162926 59237231 6342 protein_coamyotroph 915 967 593 575 5.609421 6.315804 3.954545 4.315909
ENSMUSG01361.845 1433.93 799.3696 884.4647 0.65905 5.95E-06 0.000345 Tmem131 chr1 - 36792194 36943666 6543 protein_cotransmemb 1506 1482 785 799 8.948932 9.382091 5.07412 5.813003
ENSMUSG04864.119 4735.26 3055.934 2685.496 0.6885 3.88E-08 7.43E-06 Dst chr1 + 33908225 34308661 24236 protein_codystonin 5379 4894 3001 2426 8.629066 8.364335 5.236886 4.764974
ENSMUSG0557.9405 692.7761 344.1872 365.2983 0.68369 0.000147 0.003377 Zfp142 chr1 - 74565127 74588246 7473 protein_cozinc_finger 617 716 338 330 3.210062 3.968683 1.912889 2.102082
ENSMUSG02201.016 2488.576 1536.623 1917.263 0.39686 0.006818 0.048957 Agfg1 chr1 + 82839483 82901182 8044 protein_coArfGAP_wi 2434 2572 1509 1732 11.76445 13.24425 7.933872 10.24959
ENSMUSG0 3902.87 4385.002 2668.978 3230.123 0.44831 0.001037 0.013186 Sphkap chr1 - 83254139 83408200 8154 protein_coSPHK1_inte 4316 4532 2621 2918 20.57946 23.02224 13.59453 17.03512
ENSMUSG02991.357 3397.118 2005.043 2269.277 0.53164 7.63E-05 0.002169 Trip12 chr1 - 84721189 84840516 9632 protein_cothyroid_ho 3308 3511 1969 2050 13.3528 15.09881 8.645642 10.13137
ENSMUSG04620.868 5059.394 3757.546 3800.209 0.33363 0.005625 0.04277 Ncl chr1 - 86344719 86359400 8202 protein_conucleolin 5110 5229 3690 3433 24.2228 26.4075 19.02719 19.92438
ENSMUSG03562.861 2701.44 2056.977 2008.034 0.56051 0.00014 0.003265 Epha4 chr1 - 77367185 77515088 6328 protein_coEph_recept 3940 2792 2020 1814 24.20767 18.27584 13.5006 13.64588
ENSMUSG02581.718 2368.598 1932.743 1847.524 0.35903 0.005699 0.043122 Ptpn4 chr1 - 1.2E+08 1.2E+08 10874 protein_coprotein_ty 2855 2448 1898 1669 10.20798 9.325035 7.382015 7.306304
ENSMUSG03278.013 3121.363 2132.331 2075.559 0.5624 6.06E-06 0.000348 Nfasc chr1 - 1.33E+08 1.33E+08 9739 protein_coneurofascin 3625 3226 2094 1875 14.47161 13.72077 9.093485 9.164687
ENSMUSG03232.799 3309.07 2399.127 2650.073 0.34685 0.005846 0.043851 Xpr1 chr1 - 1.55E+08 1.55E+08 7472 protein_coxenotropic 3575 3420 2356 2394 18.60212 18.9591 13.33541 15.25169
ENSMUSG0 705.338 697.6139 431.7614 456.0694 0.57225 0.000542 0.008434 Lamc1 chr1 - 1.53E+08 1.53E+08 7622 protein_colaminin_ga 780 721 424 412 3.97877 3.918273 2.352691 2.573114
ENSMUSG06190.698 5960.196 4685.222 4592.796 0.36588 0.001532 0.017359 Cdc42bpa chr1 + 1.8E+08 1.8E+08 9161 protein_coCDC42_bin 6846 6160 4601 4149 29.05475 27.85263 21.24112 21.55913
ENSMUSG0 873.534 993.6886 706.7038 609.9375 0.44028 0.006305 0.046363 Ahctf1 chr1 - 1.8E+08 1.8E+08 8506 protein_coAT_hook_c 966 1027 694 551 4.41545 5.001191 3.45066 3.083592
ENSMUSG05521.531 7139.657 3639.423 4458.853 0.57851 9.07E-05 0.002485 Astn1 chr1 + 1.58E+08 1.59E+08 7224 protein_coastrotactin 6106 7379 3574 4028 32.86262 42.3105 20.92401 26.54254
ENSMUSG01296.737 1590.676 877.7791 1074.863 0.49525 0.001929 0.020298 Abl2 chr1 + 1.57E+08 1.57E+08 10151 protein_cov-abl_Abel 1434 1644 862 971 5.492417 6.708437 3.591422 4.553456
ENSMUSG05581.213 4949.092 3909.274 4158.866 0.3576 0.003898 0.033342 Lpgat1 chr1 + 1.92E+08 1.92E+08 7233 protein_colysophosph 6172 5115 3839 3757 33.1765 29.29244 22.44748 24.72598
ENSMUSG0 2328.52 2672.413 1392.023 1432.412 0.75418 2.71E-08 5.49E-06 Plxna2 chr1 + 1.95E+08 1.95E+08 11036 protein_coplexin_A2 2575 2762 1367 1294 9.071701 10.3667 5.238716 5.58153
ENSMUSG0985.6647 945.3104 625.2394 694.0668 0.48711 0.001654 0.01826 Frmd4a chr2 + 4017717 4614043 6761 protein_coFERM_dom 1090 977 614 627 6.268141 5.985659 3.840833 4.414559
ENSMUSG04340.542 5051.653 2981.598 3767 0.43166 0.002497 0.024366 Uhmk1 chr1 - 1.7E+08 1.7E+08 7864 protein_coU2AF_hom 4800 5221 2928 3403 23.73127 27.50037 15.74692 20.59914
ENSMUSG02764.382 3036.217 2006.061 2198.432 0.42815 0.001033 0.013173 Rabgap1l chr1 - 1.6E+08 1.61E+08 6338 protein_coRAB_GTPa 3057 3138 1970 1986 18.75281 20.50827 13.14565 14.91618
ENSMUSG03138.754 3734.798 2663.886 2337.909 0.41808 0.002415 0.023806 Gad2 chr2 + 22622205 22693874 5744 protein_coglutamic_a 3471 3860 2616 2112 23.49435 27.83564 19.26155 17.50291
ENSMUSG024329.64 23517.62 16065.8 18378.93 0.4448 0.000151 0.003441 Stxbp1 chr2 - 32787602 32847239 3886 protein_cosyntaxin_b 26905 24306 15777 16603 269.1866 259.0831 171.7077 203.3829
ENSMUSG032276.45 29231.09 20861 24014.49 0.4247 0.000454 0.007502 Dnm1 chr2 - 32308471 32353329 4605 protein_codynamin_1 35693 30211 20486 21694 301.3537 271.7464 188.1462 224.2543
ENSMUSG02625.123 2309.576 1861.462 1706.939 0.42819 0.001551 0.017542 Zeb2 chr2 - 44983634 45117395 9113 protein_cozinc_finger 2903 2387 1828 1542 12.38537 10.84974 8.483652 8.054781
ENSMUSG05482.647 5935.04 3385.865 4117.908 0.55677 2.70E-05 0.001057 Slc4a10 chr2 + 62046462 62326730 5482 protein_cosolute_carr 6063 6134 3325 3720 43.00032 46.34823 25.65197 32.30239
ENSMUSG0663.7412 680.1977 371.6814 418.4326 0.65693 0.000116 0.002927 Notch1 chr2 - 26457903 26516663 9488 protein_conotch_1 734 703 365 378 3.00777 3.069086 1.626995 1.896478
ENSMUSG01147.531 1282.023 727.0699 794.8005 0.60207 6.71E-05 0.00199 Sec16a chr2 - 26409431 26445216 8797 protein_coSEC16_hom 1269 1325 714 718 5.608545 6.238923 3.432667 3.885264
ENSMUSG02452.406 2677.251 1633.362 1784.427 0.53873 4.73E-05 0.00157 Camsap1 chr2 - 25926838 25983282 7981 protein_cocalmodulin 2712 2767 1604 1612 13.2116 14.36085 8.499925 9.61476
ENSMUSG05197.799 4450.796 3657.752 3345.247 0.4267 0.001014 0.013018 Abca2 chr2 + 25428703 25448540 8033 protein_coATP-bindin 5748 4600 3592 3022 27.82032 23.71966 18.91153 17.90801
ENSMUSG06259.423 5941.813 4637.362 4752.199 0.35505 0.002232 0.022639 Grin1 chr2 - 25291181 25319187 4276 protein_coglutamate_ 6922 6141 4554 4293 62.9386 59.48806 45.04259 47.79186
ENSMUSG0198.9415 373.4798 88.59255 161.6168 0.73037 0.002054 0.021231 Itga4 chr2 + 79255426 79333123 9767 protein_cointegrin_al 220 386 87 146 0.875759 1.637022 0.376726 0.711578
ENSMUSG0 773.159 980.1427 511.1892 587.7982 0.57589 0.00079 0.011078 Cers6 chr2 + 68861441 69114282 7038 protein_coceramide_s 855 1013 502 531 4.72324 5.961953 3.016633 3.591501
ENSMUSG02777.947 2258.295 1872.663 1886.268 0.38346 0.006355 0.046635 Itgav chr2 + 83724397 83806916 7054 protein_cointegrin_al 3072 2334 1839 1704 16.93203 13.70546 11.02591 11.49913
ENSMUSG02952.473 3131.038 2245.363 2368.904 0.37033 0.003146 0.028796 Hipk3 chr2 - 1.04E+08 1.04E+08 7454 protein_cohomeodom 3265 3236 2205 2140 17.03009 17.98239 12.51086 13.66643
ENSMUSG07140.191 7520.878 5502.921 6063.952 0.32032 0.006971 0.049465 Trim44 chr2 - 1.02E+08 1.02E+08 5612 protein_cotripartite_m 7896 7773 5404 5478 54.70319 57.37192 40.72543 46.46598
ENSMUSG033761.28 33442.89 24145.04 26025.84 0.39882 0.000299 0.005676 Map1a chr2 + 1.21E+08 1.21E+08 11825 protein_comicrotubul 37335 34564 23711 23511 122.7547 121.0741 84.80408 94.64565
ENSMUSG01099.604 1135.921 765.7655 839.0791 0.42848 0.003978 0.033807 Ubr1 chr2 - 1.21E+08 1.21E+08 7768 protein_coubiquitin_p 1216 1174 752 758 6.086218 6.260186 4.094272 4.645053
ENSMUSG04447.247 4084.089 2540.672 2697.673 0.65467 1.30E-07 1.77E-05 Atrn chr2 + 1.31E+08 1.31E+08 8745 protein_coattractin 4918 4221 2495 2437 21.86512 19.99327 12.06643 13.26559
ENSMUSG03671.375 3085.563 1864.517 2466.317 0.57115 0.000182 0.003967 Slc23a2 chr2 - 1.32E+08 1.32E+08 6364 protein_cosolute_carr 4060 3189 1831 2228 24.80385 20.75643 12.1682 16.6654
ENSMUSG010850.45 9718.216 7929.543 7039.188 0.42711 0.000509 0.008239 Rasgrp1 chr2 - 1.17E+08 1.17E+08 5229 protein_coRAS_guany 11999 10044 7787 6359 89.21741 79.56397 62.98245 57.88965
ENSMUSG01851.964 2028.015 1428.682 1429.091 0.40439 0.002618 0.025259 Kif3b chr2 + 1.53E+08 1.53E+08 5635 protein_cokinesin_fam 2048 2096 1403 1291 14.13055 15.40727 10.53008 10.90594
ENSMUSG0614.0058 606.6628 300.4 423.9674 0.61647 0.001034 0.013173 Pag1 chr3 - 9687479 9833679 8256 protein_cophosphopr 679 627 295 383 3.197594 3.145765 1.511194 2.208309
ENSMUSG0561.5576 995.6237 388.9926 500.348 0.61829 0.002717 0.025869 Zdbf2 chr1 + 63273265 63314576 12629 protein_cozinc_finger 621 1029 382 452 1.911815 3.375008 1.279271 1.703728
ENSMUSG0897.0453 913.3807 569.2326 654.216 0.49743 0.001711 0.018758 Chrna4 chr2 - 1.81E+08 1.81E+08 4565 protein_cocholinergic 992 944 559 591 8.448781 8.565635 5.178918 6.162791
ENSMUSG01560.786 1528.752 1107.916 1156.778 0.40898 0.002947 0.027415 Tbl1xr1 chr3 + 22076652 22216594 8127 protein_cotransducin_ 1726 1580 1088 1045 8.257217 8.052954 5.661958 6.120921
ENSMUSG03366.633 3014.931 2309.516 2398.792 0.40616 0.001482 0.017148 Ralgapb chr2 + 1.58E+08 1.58E+08 8383 protein_coRal_GTPase 3723 3116 2268 2167 17.26699 15.39665 11.44225 12.30524
ENSMUSG02086.173 2310.544 1506.073 1694.763 0.4182 0.002309 0.023125 Zmat3 chr3 - 32334796 32365678 7791 protein_cozinc_finger 2307 2388 1479 1531 11.51271 12.69608 8.028659 9.35433
ENSMUSG02570.867 3189.092 1647.618 1687.014 0.71503 4.26E-07 4.78E-05 Tnik chr3 + 28263214 28675858 12276 protein_coTRAF2_and 2843 3296 1618 1524 9.004159 11.12138 5.574291 5.90961
ENSMUSG0 3890.21 3265.53 2079.379 2137.549 0.7002 1.67E-07 2.16E-05 Ppm1l chr3 + 69316861 69560802 9417 protein_coprotein_ph 4302 3375 2042 1931 17.76156 14.84532 9.170884 9.761137
ENSMUSG018182.35 17073.64 13258.33 12841.9 0.40975 0.000235 0.004781 Dclk1 chr3 + 55242526 55539064 7847 protein_codoublecort 20107 17646 13020 11601 99.62465 93.14746 70.17386 70.37566
ENSMUSG0 4367.67 5220.01 2822.742 3005.409 0.66086 5.38E-07 5.72E-05 Nbea chr3 - 55625205 56183701 10976 protein_coneurobeac 4830 5395 2772 2715 17.10906 20.3599 10.68113 11.77488
ENSMUSG01412.485 1643.892 1141.52 1123.569 0.39001 0.006851 0.049088 Gmps chr3 + 63976106 64022579 8105 protein_coguanine_m 1562 1699 1121 1015 7.492922 8.682979 5.849525 5.961338
ENSMUSG0548.8977 516.6794 280.0339 360.8704 0.60299 0.001226 0.015011 Notch2 chr3 + 98013538 98150367 10506 protein_conotch_2 607 534 275 326 2.246335 2.105388 1.10704 1.477103
ENSMUSG01051.677 1103.991 773.912 797.0145 0.4094 0.005701 0.043122 Ampd2 chr3 - 1.08E+08 1.08E+08 3650 protein_coadenosine_ 1163 1141 760 720 12.38825 12.94855 8.806204 9.390103
ENSMUSG012442.89 11732.69 8241.144 10204 0.36027 0.005547 0.042327 Slc6a17 chr3 - 1.07E+08 1.08E+08 6322 protein_cosolute_carr 13760 12126 8093 9218 84.62275 79.44955 54.1406 69.40854
ENSMUSG01136.679 1075.932 690.4109 849.0418 0.46132 0.003477 0.030935 Chrnb2 chr3 - 89753448 89764632 5384 protein_cocholinergic 1257 1112 678 767 9.077231 8.555159 5.325896 6.781426
ENSMUSG03691.269 4127.63 2292.205 2988.804 0.51008 0.00046 0.00757 Adar chr3 + 89715022 89753446 5909 protein_coadenosine_ 4082 4266 2251 2700 26.85853 29.90441 16.11126 21.75106
ENSMUSG05529.669 5553.819 4059.983 4334.873 0.376 0.00137 0.016298 Trim2 chr3 - 84160439 84305446 7428 protein_cotripartite_m 6115 5740 3987 3916 32.0072 32.00872 22.70086 25.09583
ENSMUSG0 2039.15 1496.822 1238.259 1195.522 0.47374 0.002864 0.026818 Kcnq5 chr1 - 21398403 21961942 6975 protein_copotassium_ 2255 1547 1216 1080 12.56972 9.187016 7.373223 7.370726
ENSMUSG0 2749.01 3042.99 1729.082 1848.631 0.64061 9.66E-07 8.52E-05 Ash1l chr3 + 88950622 89079375 11644 protein_coash1_(abse 3040 3145 1698 1670 10.15067 11.18785 6.16742 6.827237
ENSMUSG0840.0757 894.997 492.8597 583.3703 0.59964 0.000251 0.005001 Rprd2 chr3 - 95759873 95818953 8419 protein_coregulation_ 929 925 484 527 4.290208 4.551029 2.43138 2.979757
ENSMUSG01117.689 1453.282 807.516 873.395 0.53582 0.000901 0.012111 Lrrc7 chr3 - 1.58E+08 1.59E+08 5918 protein_coleucine_ric 1236 1502 793 789 8.120199 10.51292 5.66717 6.346478
ENSMUSG0832.8414 824.3648 460.274 536.8778 0.63754 0.000102 0.002695 Faxc chr4 + 21931329 21996839 4465 protein_cofailed_axon 921 852 452 485 8.019759 7.903992 4.281392 5.17072
ENSMUSG0 1179.18 1591.643 794.2781 1077.077 0.47896 0.006468 0.047199 Nr4a3 chr4 + 48045153 48086447 5720 protein_conuclear_re 1304 1645 780 973 8.86349 11.91237 5.767221 8.097436
ENSMUSG01104.125 885.3214 688.3743 692.9598 0.45977 0.004548 0.036949 Astn2 chr4 - 65380803 66404611 4959 protein_coastrotactin 1221 915 676 626 9.572927 7.64285 5.765283 6.009121
ENSMUSG01013.697 1098.186 584.5072 712.8852 0.6159 0.000125 0.003043 Snx30 chr4 + 59805840 59904737 7314 protein_cosorting_ne 1121 1135 574 644 5.959006 6.427902 3.319135 4.191424
ENSMUSG03494.136 3234.568 2153.716 2227.213 0.57503 4.43E-06 0.000277 Ptprd chr4 - 75941238 78211961 9899 protein_coprotein_ty 3864 3343 2115 2012 15.17641 13.98857 9.036226 9.675365
ENSMUSG01134.871 1322.66 547.8482 777.0891 0.75697 1.41E-05 0.000668 Mpdz chr4 - 81278500 81442815 7518 protein_comultiple_P 1255 1367 538 702 6.490297 7.531727 3.026551 4.444936
ENSMUSG01131.254 1125.277 761.6923 799.2284 0.47777 0.001164 0.014425 Zdhhc21 chr4 - 82798738 82859958 8763 protein_cozinc_finger 1251 1163 748 722 5.550443 5.497374 3.61008 3.922068
ENSMUSG04093.673 4631.731 3392.993 3326.428 0.35022 0.004946 0.039347 Vcp chr4 - 42979963 43000507 3316 protein_covalosin_co 4527 4787 3332 3005 53.07856 59.79671 42.49702 43.13807
ENSMUSG0509.1094 761.4731 359.4617 431.7162 0.54542 0.005225 0.040997 Unc13b chr4 + 43058953 43264871 6354 protein_counc-13_ho 563 787 353 390 3.444961 5.130455 2.349609 2.921784
ENSMUSG0 1474.88 1864.497 1137.447 1119.141 0.50379 0.000878 0.011902 Usp24 chr4 + 1.06E+08 1.06E+08 10594 protein_coubiquitin_s 1631 1927 1117 1011 5.985731 7.534425 4.459244 4.542782
ENSMUSG01096.891 1131.083 809.5527 654.216 0.53253 0.000773 0.010901 Prkaa2 chr4 - 1.05E+08 1.05E+08 7969 protein_coprotein_kin 1213 1169 795 591 5.918071 6.076298 4.219212 3.530322
ENSMUSG04129.845 3991.203 2990.762 3304.289 0.3422 0.005567 0.042417 Jak1 chr4 - 1.01E+08 1.01E+08 4906 protein_coJanus_kina 4567 4125 2937 2985 36.19317 34.8277 25.31888 28.96326
ENSMUSG01935.158 1966.091 1298.339 1513.221 0.43039 0.001982 0.020736 Elavl4 chr4 - 1.1E+08 1.1E+08 4149 protein_coELAV_(emb 2140 2032 1275 1367 20.05365 20.28657 12.99675 15.68396
ENSMUSG02172.984 2320.219 1411.371 1650.484 0.50431 0.000273 0.005356 Pum1 chr4 + 1.31E+08 1.31E+08 5389 protein_copumilio_RN 2403 2398 1386 1491 17.33679 18.43187 10.87735 13.17044
ENSMUSG01918.881 2202.176 1356.383 1481.119 0.48968 0.000455 0.007502 Hivep3 chr4 + 1.2E+08 1.2E+08 11838 protein_cohuman_im 2122 2276 1332 1338 6.969317 7.963836 4.758761 5.380325
ENSMUSG04340.542 4996.502 3056.952 2924.6 0.59503 2.85E-06 0.000193 Macf1 chr4 - 1.23E+08 1.24E+08 23495 protein_comicrotubul 4800 5164 3002 2642 7.943081 9.104145 5.40385 5.352887
ENSMUSG03307.854 3519.999 2107.892 2175.185 0.62554 4.92E-07 5.35E-05 Eif4g3 chr4 + 1.38E+08 1.38E+08 8134 protein_coeukaryotic_ 3658 3638 2070 1965 17.48488 18.52622 10.76302 11.49977
ENSMUSG0 604.963 785.6623 397.139 349.8008 0.74505 4.24E-05 0.001479 Csmd2 chr4 + 1.28E+08 1.29E+08 12964 protein_coCUB_and_S 669 812 390 316 2.006367 2.59445 1.272312 1.160323
ENSMUSG02622.411 3068.147 2043.739 2249.352 0.37186 0.006252 0.046043 Sfpq chr4 + 1.27E+08 1.27E+08 3465 protein_cosplicing_fac 2900 3171 2007 2032 32.54003 37.90717 24.49696 27.91587
ENSMUSG0995.6117 1017.878 664.9533 731.7036 0.46968 0.002075 0.021379 Slc9a1 chr4 + 1.33E+08 1.33E+08 4676 protein_cosolute_carr 1101 1052 653 661 9.154529 9.319006 5.90618 6.729111
ENSMUSG0 889.811 951.1158 631.3492 531.343 0.57824 0.000358 0.006382 Fbxo42 chr4 + 1.41E+08 1.41E+08 5934 protein_coF-box_prot 984 983 620 480 6.447194 6.861741 4.41888 3.850565
ENSMUSG01425.145 1591.643 1080.422 998.482 0.48495 0.000747 0.010645 Ube4b chr4 - 1.49E+08 1.49E+08 5626 protein_coubiquitinat 1576 1645 1061 902 10.8913 12.11141 7.975973 7.631985
ENSMUSG02266.124 2215.722 1516.256 1527.611 0.51557 6.69E-05 0.00199 Mtor chr4 + 1.48E+08 1.49E+08 8564 protein_comechanisti 2506 2290 1489 1380 11.377 11.07611 7.353364 7.670667
ENSMUSG01952.339 1881.913 1086.532 1090.36 0.74841 2.78E-08 5.52E-06 Kmt2e chr5 + 23434441 23504235 7317 protein_colysine_(K)-s 2159 1945 1067 985 11.4721 11.0107 6.167361 6.408168
ENSMUSG03247.268 3270.368 2085.489 2029.066 0.61782 5.43E-07 5.72E-05 Htt chr5 + 34761740 34912534 13215 protein_cohuntingtin 3591 3380 2048 1833 10.56505 10.59444 6.554368 6.602768
ENSMUSG02234.475 1848.048 1384.895 1504.365 0.45058 0.001778 0.019229 Pcdh7 chr5 + 57718021 58129351 5610 protein_coprotocadhe 2471 1910 1360 1359 17.1251 14.10259 10.25284 11.53154
ENSMUSG02498.524 2363.76 1839.059 1846.417 0.37007 0.003784 0.032615 D5Ertd579 chr5 - 36584788 36696024 6690 protein_coDNA_segm 2763 2443 1806 1668 16.0575 15.12606 11.4172 11.86863
ENSMUSG0 19144.5 15479.09 12467.11 12647.07 0.42876 0.000796 0.011142 Atp2a2 chr5 - 1.22E+08 1.23E+08 4491 protein_coATPase_Ca 21171 15998 12243 11425 183.2827 147.554 115.2956 121.0999
ENSMUSG03361.207 3384.54 2195.466 2311.342 0.54192 1.09E-05 0.000548 Ncor2 chr5 - 1.25E+08 1.25E+08 8862 protein_conuclear_re 3717 3498 2156 2088 16.30737 16.34995 10.28928 11.21578
ENSMUSG01095.082 1165.915 724.015 825.7956 0.4854 0.00141 0.016559 Golga3 chr5 + 1.1E+08 1.1E+08 8132 protein_cogolgi_auto 1211 1205 711 746 5.789885 6.137875 3.697773 4.366889
ENSMUSG0 1500.2 1794.832 971.4632 1164.527 0.55508 0.00031 0.005782 Ep400 chr5 - 1.11E+08 1.11E+08 10685 protein_coE1A_bindin 1659 1855 954 1052 6.036637 7.19114 3.776086 4.686751
ENSMUSG0 3268.97 3366.156 2506.049 2654.501 0.33776 0.006066 0.045055 Cit chr5 + 1.16E+08 1.16E+08 9514 protein_cocitron 3615 3479 2461 2398 14.77299 15.14676 10.93998 11.99822
ENSMUSG01831.166 1868.367 1071.257 1233.159 0.6206 9.94E-06 0.000515 Ints1 chr5 - 1.4E+08 1.4E+08 7113 protein_cointegrator_ 2025 1931 1052 1114 11.06867 11.24496 6.255053 7.455265



ENSMUSG01161.999 986.9156 719.9418 810.2981 0.43196 0.006152 0.045501 Mtus2 chr5 + 1.48E+08 1.48E+08 7543 protein_comicrotubul 1285 1020 707 732 6.623418 5.601243 3.964088 4.619529
ENSMUSG02618.793 2835.931 1850.261 1874.091 0.50932 6.91E-05 0.002028 Wasl chr6 - 24613805 24665009 4352 protein_coWiskott-Al 2896 2931 1817 1693 25.87217 27.89686 17.6577 18.5182
ENSMUSG0877.1511 920.1537 596.7269 666.3927 0.44887 0.004299 0.035745 Gigyf1 chr5 + 1.38E+08 1.38E+08 5437 protein_coGRB10_int 970 951 586 602 6.936423 7.245186 4.558336 5.270695
ENSMUSG01112.264 1092.38 670.0448 783.7309 0.53335 0.000534 0.00837 Zkscan1 chr5 + 1.38E+08 1.38E+08 8261 protein_cozinc_finger 1230 1129 658 708 5.788895 5.660955 3.368692 4.079729
ENSMUSG01604.192 1990.28 847.23 1007.338 0.84305 7.10E-08 1.10E-05 Plxna4 chr6 - 32144268 32588192 12877 protein_coplexin_A4 1774 2057 832 910 5.356266 6.616799 2.732604 3.364011
ENSMUSG04435.491 3631.269 2890.969 3157.063 0.3801 0.005274 0.041174 Herc3 chr6 + 58831465 58920398 4731 protein_cohect_doma 4905 3753 2839 2852 40.30967 32.85897 25.37935 28.69639
ENSMUSG01373.601 1598.416 993.8659 1119.141 0.44085 0.003054 0.028248 Gfpt1 chr6 + 87042846 87092197 6238 protein_coglutamine_ 1519 1652 976 1011 9.467506 10.96966 6.617173 7.71501
ENSMUSG04496.982 5439.647 3254.504 4020.495 0.4069 0.004463 0.036544 Prickle2 chr6 - 92370892 92706145 7860 protein_coprickle_hom 4973 5622 3196 3632 24.59909 29.62761 17.19698 21.99652
ENSMUSG02667.625 3869.29 1716.863 2295.844 0.60259 0.000424 0.0072 Chl1 chr6 + 1.04E+08 1.04E+08 7751 protein_cocell_adhesi 2950 3999 1686 2074 14.79747 21.37086 9.199577 12.73743
ENSMUSG01635.842 1551.973 911.3832 1206.591 0.52055 0.000932 0.012459 Plxna1 chr6 - 89316316 89362613 9025 protein_coplexin_A1 1809 1604 895 1090 7.793177 7.361826 4.194149 5.749234
ENSMUSG0393.3616 399.6041 233.1919 261.2436 0.5514 0.003964 0.03374 Nup210 chr6 - 91013068 91116829 7037 protein_conucleopori 435 413 229 236 2.403394 2.431033 1.376309 1.596449
ENSMUSG02238.996 1948.675 1579.391 1391.454 0.449 0.001512 0.017229 Slc6a6 chr6 + 91684067 91759063 6169 protein_cosolute_carr 2476 2014 1551 1257 15.60483 13.523 10.63323 9.699542
ENSMUSG02175.696 2770.137 1423.591 1988.108 0.46402 0.005157 0.040582 Plxnd1 chr6 - 1.16E+08 1.16E+08 6907 protein_coplexin_D1 2406 2863 1398 1796 13.54345 17.1696 8.560236 12.37792
ENSMUSG0904.2795 918.2186 547.8482 574.5146 0.61823 7.35E-05 0.002123 Lrp6 chr6 - 1.34E+08 1.35E+08 9368 protein_colow_densit 1000 949 538 519 4.150269 4.196118 2.428865 2.637249
ENSMUSG02893.694 4851.368 1225.021 1461.193 1.2777 1.23E-12 3.17E-09 Grin2b chr6 - 1.36E+08 1.36E+08 23640 protein_coglutamate_ 3200 5014 1203 1320 5.262907 8.785475 2.152218 2.658013
ENSMUSG01202.692 1302.342 740.3079 852.3627 0.58279 0.000117 0.002942 Atf7ip chr6 + 1.37E+08 1.37E+08 8235 protein_coactivating_ 1330 1346 727 770 6.2793 6.77033 3.733695 4.451002
ENSMUSG07436.795 8006.595 5320.645 5768.392 0.44759 0.000161 0.003587 Srgap3 chr6 - 1.13E+08 1.13E+08 8887 protein_coSLIT-ROBO 8224 8275 5225 5211 35.97917 38.56925 24.86561 27.91236
ENSMUSG0906.9923 817.5919 512.2075 587.7982 0.56544 0.000532 0.00837 St8sia1 chr6 - 1.43E+08 1.43E+08 8991 protein_coST8_alpha- 1003 845 503 531 4.337267 3.892934 2.366072 2.811365
ENSMUSG02496.716 1977.702 1522.366 1731.293 0.41163 0.005834 0.043851 Tmtc1 chr6 - 1.48E+08 1.48E+08 8383 protein_cotransmemb 2761 2044 1495 1564 12.80531 10.09973 7.542403 8.881125
ENSMUSG01665.683 1415.547 1108.934 1043.868 0.4652 0.0015 0.017168 Dennd5b chr6 - 1.49E+08 1.49E+08 9831 protein_coDENN/MAD 1842 1463 1089 943 7.284758 6.164176 4.684877 4.566093
ENSMUSG06630.177 5995.996 4606.813 4907.174 0.38147 0.001587 0.01781 Slc8a2 chr7 + 16130300 16160509 4233 protein_cosolute_carr 7332 6197 4524 4433 67.34376 60.64034 45.20041 49.85172
ENSMUSG01594.245 2114.128 1071.257 1476.691 0.46321 0.006847 0.049088 Nova2 chr7 + 18925888 18965319 8372 protein_coneuro-onco 1763 2185 1052 1334 8.187405 10.81062 5.314404 7.58503
ENSMUSG03069.125 3734.798 1829.894 1983.68 0.76067 4.20E-08 7.62E-06 Herc2 chr7 + 56050155 56231794 15342 protein_cohect_(hom 3394 3860 1797 1792 8.601081 10.42158 4.95375 5.560153
ENSMUSG02464.162 2502.121 1735.192 1889.588 0.41967 0.001176 0.014562 Tjp1 chr7 - 65296165 65371239 7049 protein_cotight_junct 2725 2586 1704 1707 15.03011 15.196 10.22375 11.52754
ENSMUSG01521.902 1717.427 1094.678 1204.377 0.44724 0.001812 0.019422 Fam189a1 chr7 - 64756113 65156570 4779 protein_cofamily_wit 1683 1775 1075 1088 13.69211 15.38472 9.513481 10.83734
ENSMUSG03642.438 3808.333 2836.998 2967.772 0.33614 0.00566 0.042959 Mef2a chr7 - 67231163 67372858 5538 protein_comyocyte_e 4028 3936 2786 2681 28.27872 29.43951 21.2763 23.04489
ENSMUSG01043.539 1300.406 737.253 877.8229 0.46783 0.004205 0.035269 Sipa1l3 chr7 - 29320372 29518641 7713 protein_cosignal-indu 1154 1344 724 793 5.817088 7.217791 3.969934 4.894187
ENSMUSG01426.049 1698.075 931.7493 773.7682 0.77062 8.26E-07 7.55E-05 Smg1 chr7 - 1.18E+08 1.18E+08 15557 protein_coSMG1_hom 1577 1755 915 699 3.941205 4.672826 2.487501 2.138858
ENSMUSG0533.5249 719.8679 370.6631 426.1814 0.53692 0.003941 0.033627 Xylt1 chr7 + 1.17E+08 1.18E+08 3191 protein_coxylosyltran 590 744 364 385 7.188667 9.657718 4.824392 5.743341
ENSMUSG08058.035 6676.194 5529.397 5626.701 0.37145 0.003688 0.032102 Sez6l2 chr7 + 1.27E+08 1.27E+08 3732 protein_coseizure_rel 8911 6900 5430 5083 92.8342 76.58361 61.53557 64.83495
ENSMUSG04702.253 6290.136 2715.82 3129.389 0.81618 4.08E-08 7.51E-06 Pgm2l1 chr7 + 1E+08 1E+08 5325 protein_cophosphoglu 5200 6501 2667 2827 37.96705 50.56953 21.18222 25.27184
ENSMUSG02014.735 2017.372 1162.905 1665.982 0.44714 0.005683 0.043062 Cckbr chr7 + 1.05E+08 1.05E+08 2484 protein_cocholecysto 2228 2085 1142 1505 34.8728 34.76825 19.44386 28.84135
ENSMUSG03126.094 3509.356 1655.764 1947.151 0.8043 4.76E-09 1.64E-06 Usp9x chrX + 13071498 13173328 11887 protein_coubiquitin_s 3457 3627 1626 1759 11.30708 12.63874 5.785172 7.04408
ENSMUSG0778.5847 706.322 510.1709 506.9898 0.47527 0.003631 0.031824 Trim66 chr7 - 1.09E+08 1.1E+08 9250 protein_cotripartite_m 861 730 501 458 3.618967 3.268959 2.290678 2.356972
ENSMUSG02743.584 3278.108 1771.851 2430.894 0.45725 0.003724 0.032286 Usp11 chrX + 20703906 20720539 3976 protein_coubiquitin_s 3034 3388 1740 2196 29.66828 35.29599 18.50849 26.29158
ENSMUSG03756.377 3850.906 2348.212 2960.023 0.47316 0.00064 0.009587 Magee1 chrX + 1.05E+08 1.05E+08 3550 protein_comelanoma 4154 3980 2306 2674 45.49475 46.43902 27.47255 35.85616
ENSMUSG02550.068 3012.995 1485.707 1642.735 0.75562 5.91E-08 9.69E-06 Atrx chrX - 1.06E+08 1.06E+08 10269 protein_coalpha_thal 2820 3114 1459 1484 10.67687 12.56084 6.008903 6.879177
ENSMUSG02626.932 3064.276 1706.68 2169.651 0.4966 0.000831 0.011458 Pak3 chrX + 1.44E+08 1.44E+08 8657 protein_cop21_prote 2905 3167 1676 1960 13.04674 15.15336 8.18794 10.77753
ENSMUSG0327.3492 380.2528 213.8441 181.5422 0.65251 0.001242 0.015172 Dcx chrX - 1.44E+08 1.44E+08 9074 protein_codoublecort 362 393 210 164 1.551076 1.793999 0.978788 0.860351
ENSMUSG0 1293.12 1167.85 665.9716 717.313 0.74188 8.80E-07 7.90E-05 Cdkl5 chrX - 1.61E+08 1.61E+08 3267 protein_cocyclin-depe 1430 1207 654 648 17.01806 15.30335 8.466358 9.441839
ENSMUSG0881.6725 1094.315 606.9099 720.6339 0.49521 0.003102 0.028568 Nlgn3 chrX + 1.01E+08 1.01E+08 8541 protein_coneuroligin_ 975 1131 596 651 4.438325 5.485071 2.951247 3.628298
ENSMUSG0 1939.68 2149.928 1176.143 1305.111 0.65622 2.42E-06 0.000172 Atp2b3 chrX + 73503086 73571005 4637 protein_coATPase_Ca 2145 2222 1155 1179 17.98512 19.84885 10.53448 12.1034
ENSMUSG02356.552 2628.872 1508.11 1646.056 0.60533 6.97E-06 0.000389 Hcfc1 chrX - 73942792 73966357 8262 protein_cohost_cell_f 2606 2717 1481 1487 12.26344 13.62175 7.581199 8.567547
ENSMUSG0 2233.57 2648.224 1157.813 1372.636 0.85195 6.74E-09 2.10E-06 L1cam chrX - 73853778 73896105 5126 protein_coL1_cell_ad 2470 2737 1137 1240 18.73448 22.11692 9.381016 11.51526
ENSMUSG03322.323 3546.123 2288.132 2595.832 0.45447 0.00044 0.007363 Mecp2 chrX - 74026592 74135363 10507 protein_comethyl_Cp 3674 3665 2247 2345 13.59514 14.44853 9.044663 10.62417
ENSMUSG0442.1927 487.6524 282.0705 301.0944 0.55582 0.0026 0.025135 Col4a2 chr8 + 11312805 11449287 6450 protein_cocollagen_ty 489 504 277 272 2.947626 3.236676 1.816302 2.007428
ENSMUSG01445.039 1444.574 1076.349 1058.258 0.39801 0.004071 0.034509 Dlc1 chr8 - 36567751 36953143 6241 protein_codeleted_in_ 1598 1493 1057 956 9.955103 9.909095 7.162899 7.291795
ENSMUSG01209.022 1421.352 827.8822 926.5293 0.51957 0.000673 0.009921 Tnks chr8 - 34829179 34965690 6444 protein_cotankyrase_ 1337 1469 813 837 8.066758 9.442666 5.335843 6.18302
ENSMUSG01464.933 1456.184 986.7378 1006.231 0.50203 0.000312 0.005793 Kat6a chr8 + 22859535 22943259 9113 protein_coK(lysine)_a 1620 1505 969 909 6.911572 6.840747 4.497078 4.748246
ENSMUSG01605.096 1792.897 715.8686 863.4323 0.98497 8.58E-11 7.38E-08 Tenm3 chr8 - 48227682 48844026 9242 protein_coteneurin_t 1775 1853 703 780 7.467162 8.304965 3.217047 4.017532
ENSMUSG01851.964 2182.825 1318.705 1365.994 0.53338 0.000153 0.003475 Pcm1 chr8 + 41239759 41334086 8380 protein_copericentrio 2048 2256 1295 1234 9.501871 11.15125 6.535725 7.009739
ENSMUSG02479.534 2874.634 1826.84 1950.472 0.46105 0.000635 0.009528 Sorbs2 chr8 + 45507788 45827906 6425 protein_cosorbin_and 2742 2971 1794 1762 16.59272 19.15393 11.80911 13.0546
ENSMUSG01530.041 1710.654 1019.324 1193.308 0.49465 0.00078 0.010966 Ap1g1 chr8 + 1.1E+08 1.1E+08 6899 protein_coadaptor_pr 1692 1768 1001 1078 9.535367 10.61511 6.136432 7.438123
ENSMUSG01164.712 1331.369 753.5459 860.1115 0.55891 0.000273 0.005356 Phlpp2 chr8 + 1.1E+08 1.1E+08 7846 protein_coPH_domain 1288 1376 740 777 6.382499 7.264379 3.988884 4.71415
ENSMUSG0916.0351 986.9156 622.1845 595.5469 0.56984 0.00024 0.004855 Gse1 chr8 + 1.2E+08 1.21E+08 7127 protein_cogenetic_su 1013 1020 611 538 5.526191 5.928186 3.625789 3.593406
ENSMUSG0 711.668 975.3049 504.0611 554.5892 0.56544 0.001469 0.017037 Dscaml1 chr9 + 45430293 45753164 6336 protein_coDown_synd 787 1008 495 501 4.829284 6.589823 3.304137 3.764032
ENSMUSG03818.772 4033.776 2735.168 2862.61 0.45555 0.000184 0.003984 Ddx6 chr9 + 44604892 44640731 6065 protein_coDEAD_(Asp 4223 4169 2686 2586 27.07157 28.47275 18.73024 20.29684
ENSMUSG01072.475 1012.072 707.7221 795.9075 0.41944 0.006047 0.044946 Stt3a chr9 - 36729344 36767679 5867 protein_coSTT3_subu 1186 1046 695 719 7.859443 7.384889 5.009989 5.833692
ENSMUSG01219.873 1252.028 643.5689 932.0642 0.55558 0.001215 0.014955 Abcg4 chr9 - 44273188 44288615 3997 protein_coATP-bindin 1349 1294 632 842 13.12203 13.40999 6.687302 10.02787
ENSMUSG09997.714 11041.84 7641.362 8420.679 0.3642 0.002388 0.023657 Tmod2 chr9 - 75565621 75611325 9957 protein_cotropomodu 11056 11412 7504 7607 43.17106 47.47463 31.87369 36.36768
ENSMUSG03403.708 3426.145 2453.097 2665.571 0.38714 0.001804 0.019398 Smarca4 chr9 + 21616169 21704230 6376 protein_coSWI/SNF_r 3764 3541 2409 2408 22.95221 23.00414 15.97925 17.9779
ENSMUSG0801.1916 871.7755 467.4021 514.7385 0.66987 3.88E-05 0.001381 Sltm chr9 + 70542920 70592237 3646 protein_coSAFB-like_t 886 901 459 465 9.448008 10.23615 5.324319 6.071095
ENSMUSG09910.903 9710.476 6781.913 8147.259 0.36602 0.00361 0.031718 Nedd4 chr9 + 72662346 72749852 5499 protein_coneural_pre 10960 10036 6660 7360 77.49078 75.59713 51.22224 63.71252
ENSMUSG03024.815 2339.571 1792.217 1816.529 0.51464 0.000436 0.007327 Neo1 chr9 - 58874679 59036441 7387 protein_coneogenin 3345 2418 1760 1641 17.60561 13.55865 10.07657 10.57478
ENSMUSG07066.944 7763.736 4657.728 6174.648 0.41052 0.003933 0.033584 Rasgrf1 chr9 + 89909908 90026977 4766 protein_coRAS_prote 7815 8024 4574 5578 63.75263 69.73732 40.58917 55.71283
ENSMUSG0613.1015 720.8354 371.6814 463.8181 0.56573 0.001619 0.018074 Csnk1g1 chr9 + 65908974 66045009 7202 protein_cocasein_kina 678 745 365 419 3.660157 4.28481 2.143422 2.769438
ENSMUSG01133.967 1170.753 777.9852 780.41 0.50766 0.000527 0.008357 Pias1 chr9 - 62880077 62980879 3855 protein_coprotein_inh 1254 1210 764 705 12.64726 13.00138 8.381794 8.705535
ENSMUSG0513.6308 617.3061 384.9194 333.1963 0.54376 0.002865 0.026818 Xrn1 chr9 + 95954760 96057803 10256 protein_co5'-3'_exori 568 638 378 301 2.153245 2.576743 1.558769 1.397073
ENSMUSG01870.954 1509.4 1248.442 1157.885 0.43842 0.003437 0.030698 Clstn2 chr9 - 97444395 98033181 4365 protein_cocalsyntenin 2069 1560 1226 1046 18.4289 14.80365 11.87885 11.40718
ENSMUSG01333.812 1407.806 886.9439 987.4124 0.49476 0.000647 0.009686 Dnajc13 chr9 - 1.04E+08 1.04E+08 8012 protein_coDnaJ_(Hsp4 1475 1455 871 892 7.157713 7.522296 4.597749 5.299741
ENSMUSG09436.157 10628.69 6034.477 6379.437 0.64786 6.35E-08 1.01E-05 Bsn chr9 - 1.08E+08 1.08E+08 15938 protein_cobassoon 10435 10985 5926 5763 25.45551 28.54924 15.72519 17.21256
ENSMUSG0797.5745 774.0515 590.617 457.1764 0.49893 0.003683 0.032102 Thsd7a chr6 - 12311610 12749410 10998 protein_cothrombosp 882 800 580 413 3.118014 3.013038 2.230398 1.787586
ENSMUSG01543.605 1770.643 1182.252 1228.731 0.41605 0.003331 0.030111 Atxn2l chr7 - 1.26E+08 1.27E+08 4023 protein_coataxin_2-li 1707 1830 1161 1110 16.49706 18.84211 12.20535 13.1342
ENSMUSG0384.3188 437.3391 283.0889 236.8904 0.52881 0.006344 0.046586 Mier3 chr13 + 1.12E+08 1.12E+08 5279 protein_comesoderm 425 452 278 214 3.130116 3.546624 2.22721 1.929713
ENSMUSG02667.625 2811.742 1876.737 2000.285 0.462 0.000297 0.005667 Gtf3c1 chr7 - 1.26E+08 1.26E+08 6960 protein_cogeneral_tra 2950 2906 1843 1807 16.47919 17.29477 11.19913 12.35889
ENSMUSG011533.18 13373.67 7681.076 8443.926 0.58348 2.54E-06 0.000179 Ank2 chr3 - 1.27E+08 1.27E+08 14308 protein_coankyrin_2_ 12754 13822 7543 7628 34.65698 40.01477 22.29632 25.3783
ENSMUSG07098.594 5884.726 5069.123 4578.405 0.39425 0.002798 0.026333 Ppp1r9a chr6 + 4902917 5165661 9547 protein_coprotein_ph 7850 6082 4978 4136 31.96877 26.38808 22.05241 20.62264
ENSMUSG01328.387 1382.649 806.4977 784.8379 0.69419 1.38E-06 0.000112 Pkd1 chr17 + 24549950 24596514 14170 protein_copolycystic_ 1469 1429 792 709 4.03065 4.177253 2.363869 2.38181
ENSMUSG0321.0192 437.3391 210.7892 249.067 0.55513 0.006763 0.048665 Cspg4 chr9 + 56865104 56899870 8050 protein_cochondroitin 355 452 207 225 1.714572 2.325792 1.087533 1.330508
ENSMUSG01510.147 1709.686 1035.616 1287.4 0.41905 0.006091 0.045148 Foxj3 chr4 + 1.2E+08 1.2E+08 4789 protein_coforkhead_b 1670 1767 1017 1163 13.55797 15.2834 8.981402 11.56021
ENSMUSG04387.564 5460.933 2395.054 2672.212 0.87246 3.72E-10 2.26E-07 Mycbp2 chr14 - 1.03E+08 1.03E+08 15233 protein_coMYC_bindi 4852 5644 2352 2414 12.38393 15.34723 6.530101 7.543667
ENSMUSG01439.613 1532.622 1043.763 1043.868 0.46348 0.000902 0.012111 Trim33 chr3 + 1.03E+08 1.03E+08 8868 protein_cotripartite_m 1592 1584 1025 943 6.979761 7.398742 4.888394 5.061937
ENSMUSG01281.364 1880.945 944.9873 1061.579 0.56064 0.001088 0.013712 Lmo7 chr14 + 1.02E+08 1.02E+08 6092 protein_coLIM_doma 1417 1944 928 959 9.043429 13.21797 6.442525 7.493581
ENSMUSG08002.874 8840.635 5223.906 5993.106 0.54496 1.29E-05 0.000636 Gas7 chr11 + 67455437 67688990 7067 protein_cogrowth_ar 8850 9137 5130 5414 48.68906 53.55462 30.70084 36.46816
ENSMUSG01737.121 1556.811 1088.568 1182.238 0.48658 0.000605 0.009174 Atg9a chr1 - 75180860 75192196 4218 protein_coautophagy_ 1921 1609 1069 1068 17.70696 15.80076 10.71863 12.05301
ENSMUSG01509.242 1477.471 1027.47 1162.313 0.40571 0.004393 0.036173 Slitrk5 chr14 + 1.12E+08 1.12E+08 4806 protein_coSLIT_and_N 1669 1527 1009 1050 13.50193 13.16084 8.879233 10.40007
ENSMUSG01433.283 1563.584 1017.287 1185.559 0.3995 0.006424 0.047008 Scaf11 chr15 - 96411698 96460843 7724 protein_coSR-related_ 1585 1616 999 1071 7.978297 8.666175 5.470049 6.600516
ENSMUSG0930.5036 1040.132 598.7635 716.2061 0.51046 0.001567 0.017662 Arid2 chr15 + 96287518 96404992 8507 protein_coAT_rich_in 1029 1075 588 647 4.702861 5.234322 2.92327 3.620417
ENSMUSG0894.3324 909.5105 655.7886 644.2534 0.41955 0.00625 0.046043 Ptprm chr17 - 66666848 67354459 5569 protein_coprotein_ty 989 940 644 582 6.904659 6.991639 4.890764 4.97481
ENSMUSG0837.3628 973.3697 514.2441 692.9598 0.49627 0.00454 0.036925 Prrg3 chrX + 71962624 71972722 5931 protein_coproline_ric 926 1006 505 626 6.070245 7.025843 3.601069 5.024318
ENSMUSG06002.607 5571.236 4487.671 4580.619 0.33004 0.005076 0.040072 Clasp2 chr9 + 1.14E+08 1.14E+08 5627 protein_coCLIP_assoc 6638 5758 4407 4138 45.86522 42.38607 33.12334 35.00614
ENSMUSG08748.904 8597.777 5779.9 6677.21 0.44579 0.000249 0.004965 Snap91 chr9 - 86765923 86880654 5356 protein_cosynaptosom 9675 8886 5676 6032 70.23176 68.72173 44.81979 53.6107
ENSMUSG01625.895 1760 1094.678 1318.395 0.43951 0.002744 0.025981 Larp4b chr13 + 9093881 9174451 5720 protein_coLa_ribonuc 1798 1819 1075 1191 12.22128 13.1724 7.948414 9.911661
ENSMUSG0512.7265 394.7663 289.1987 237.9974 0.61991 0.001709 0.018751 Map3k13 chr16 + 21891969 21931877 6709 protein_comitogen-ac 567 408 284 215 3.285855 2.519015 1.790311 1.525497
ENSMUSG0772.2547 993.6886 466.3838 457.1764 0.79787 3.49E-06 0.000234 Cep350 chr1 - 1.56E+08 1.56E+08 12937 protein_cocentrosom 854 1027 458 413 2.566537 3.288253 1.497269 1.519663
ENSMUSG05438.337 6210.796 3795.224 4540.769 0.44308 0.000933 0.012462 Gabrb3 chr7 + 57590518 57828802 5579 protein_cogamma-am 6014 6419 3727 4102 41.91121 47.65839 28.25342 35.00016
ENSMUSG0 2353.84 2712.083 1419.517 1677.051 0.64274 6.76E-06 0.000381 Map9 chr3 + 82358072 82395268 6218 protein_comicrotubul 2603 2803 1394 1515 16.27596 18.67243 9.481566 11.59825
ENSMUSG02827.682 2912.369 2249.436 2048.991 0.38613 0.002474 0.024211 Gucy1a3 chr3 - 82092428 82145877 4653 protein_coguanylate_ 3127 3010 2209 1851 26.12871 26.7955 20.07847 18.93669
ENSMUSG0916.0351 1067.223 655.7886 584.4773 0.59233 0.000228 0.004656 Mga chr2 + 1.2E+08 1.2E+08 13931 protein_coMAX_gene 1013 1103 644 528 2.82716 3.279605 1.955112 1.80419
ENSMUSG0329.1577 322.1989 156.819 180.4352 0.73328 0.000327 0.005953 Rxfp1 chr3 - 79641611 79737880 5382 protein_corelaxin/ins 364 333 154 163 2.629547 2.562884 1.210166 1.441699
ENSMUSG01388.973 1442.638 846.2116 1061.579 0.50613 0.000991 0.012837 Wbscr17 chr5 - 1.31E+08 1.31E+08 7461 protein_coWilliams-B 1536 1491 831 959 8.004189 8.277687 4.710554 6.118603
ENSMUSG0 3784.41 4144.078 2870.602 2958.916 0.41308 0.000806 0.011219 Hdlbp chr1 - 93405940 93478815 6231 protein_cohigh_densi 4185 4283 2819 2673 26.11325 28.47205 19.13398 20.42076
ENSMUSG01161.095 1298.471 790.2049 892.2134 0.48861 0.001243 0.015172 Tmed8 chr12 - 87166242 87200229 7179 protein_cotransmemb 1284 1342 776 806 6.953833 7.743137 4.571574 5.344435
ENSMUSG018270.97 19482.88 11971.2 14351.8 0.48354 0.000107 0.002802 Nsf chr11 - 1.04E+08 1.04E+08 3766 protein_coN-ethylma 20205 20136 11756 12965 208.594 221.4732 132.0223 163.8789
ENSMUSG01494.774 1820.956 940.914 891.1065 0.76425 3.64E-07 4.22E-05 Golgb1 chr16 + 36875140 36933085 11012 protein_cogolgi_auto 1653 1882 924 805 5.836195 7.079161 3.548737 3.479849
ENSMUSG02065.374 2068.653 1338.053 1441.268 0.52655 7.36E-05 0.002123 Setd5 chr6 + 1.13E+08 1.13E+08 6755 protein_coSET_doma 2284 2138 1314 1302 13.14601 13.11024 8.226935 9.175217
ENSMUSG01207.213 1353.623 769.8388 835.7582 0.60252 5.56E-05 0.001758 Med13 chr11 - 86267033 86357602 10546 protein_comediator_c 1335 1399 756 755 4.921717 5.494881 3.031811 3.407924
ENSMUSG0434.0542 619.2412 279.0156 302.2013 0.68159 0.000519 0.008324 Cbl chr9 - 44149262 44234046 5083 protein_coCasitas_B-l 480 640 274 273 3.671507 5.215407 2.279809 2.556662
ENSMUSG03187.585 3068.147 2264.711 2465.21 0.37443 0.002941 0.027382 Tulp4 chr17 + 6106437 6251128 9687 protein_cotubby_like_ 3525 3171 2224 2227 14.14793 13.55924 9.709872 10.94364
ENSMUSG06945.771 8399.426 4537.568 5769.499 0.51882 0.000306 0.005735 Cmip chr8 + 1.17E+08 1.17E+08 4526 protein_coc-Maf_indu 7681 8681 4456 5212 65.98214 79.44811 41.63884 54.81767
ENSMUSG0 504.588 257.3721 182.2766 169.3656 0.7648 0.000705 0.010205 Kcnh5 chr12 - 74897217 75177332 4061 protein_copotassium_ 558 266 179 153 5.342252 2.71317 1.864181 1.79345
ENSMUSG0452.1398 528.2901 250.5031 281.169 0.72137 0.000125 0.003043 Diap2 chrX + 1.3E+08 1.3E+08 8439 protein_codiaphanou 500 546 246 254 2.303574 2.679971 1.232855 1.43276
ENSMUSG0406.9258 442.1769 236.2468 296.6665 0.54022 0.005242 0.041034 Slc41a2 chr10 - 83230848 83337882 4742 protein_cosolute_carr 450 457 232 268 3.689556 3.991931 2.069162 2.69032



ENSMUSG015370.94 12954.72 10600.56 10890.32 0.37112 0.002552 0.024792 Myo5a chr9 + 75071015 75223688 11702 protein_comyosin_VA 16998 13389 10410 9838 56.47561 47.39324 37.62345 40.02003
ENSMUSG01808.559 2017.372 1195.49 1328.357 0.5454 0.000101 0.002693 Mon2 chr10 - 1.23E+08 1.23E+08 9300 protein_coMON2_hom 2000 2085 1174 1200 8.361231 9.286488 5.338917 6.142272
ENSMUSG0476.5553 590.2143 359.4617 328.7685 0.52189 0.004633 0.037458 Zcchc11 chr4 + 1.08E+08 1.09E+08 6054 protein_cozinc_finger 527 610 353 297 3.384476 4.173648 2.466041 2.335311
ENSMUSG0 4731.19 4280.505 3242.284 3597.635 0.3691 0.003469 0.030927 Zyg11b chr4 - 1.08E+08 1.08E+08 8691 protein_cozyg-ll_fami 5232 4424 3184 3250 23.40567 21.08501 15.49428 17.801
ENSMUSG01159.286 1264.607 637.4591 605.5096 0.85914 1.28E-08 3.30E-06 Ankrd12 chr17 - 65967501 66077089 8991 protein_coankyrin_re 1282 1307 626 547 5.543744 6.021379 2.944655 2.896077
ENSMUSG03485.998 2921.077 2197.503 2202.859 0.49716 0.000214 0.004501 Cacna1a chr8 + 84388440 84640246 7926 protein_cocalcium_ch 3855 3019 2158 1990 18.91009 15.77747 11.51504 11.9517
ENSMUSG01091.465 1062.386 744.3811 718.42 0.4999 0.000778 0.010963 Cnot6l chr5 - 96070333 96164171 8564 protein_coCCR4-NOT_ 1207 1098 731 649 5.479662 5.310728 3.610013 3.607437
ENSMUSG0324.6363 350.2583 208.7526 142.7984 0.70019 0.000945 0.012507 Dgkh chr14 - 78569609 78725089 3967 protein_codiacylglyce 359 362 205 129 3.518483 3.779852 2.185545 1.547955
ENSMUSG01080.614 899.8348 768.8204 522.4873 0.51269 0.00486 0.038781 Mast4 chr13 - 1.03E+08 1.03E+08 10636 protein_comicrotubul 1195 930 755 472 4.368303 3.621871 3.002179 2.112489
ENSMUSG06131.919 5969.872 4099.697 4093.555 0.52906 4.58E-06 0.000283 Unc13a chr8 - 71624417 71671757 10255 protein_counc-13_ho 6781 6170 4026 3698 25.70877 24.92171 16.60375 17.16572
ENSMUSG03391.048 3854.776 2719.893 2872.573 0.34569 0.006944 0.049344 Celf5 chr10 - 81459227 81482709 4391 protein_coCUGBP_Ela 3750 3984 2671 2595 33.20405 37.58238 25.72637 28.13226
ENSMUSG0882.5768 1033.359 573.3058 603.2957 0.6163 0.00012 0.002985 Tet3 chr6 - 83362373 83459084 10904 protein_cotet_methyl 976 1068 563 545 3.480063 4.057082 2.183688 2.379257
ENSMUSG01426.049 1493.919 992.8476 1151.243 0.40178 0.005685 0.043062 Sidt2 chr9 - 45937857 45955247 4237 protein_coSID1_trans 1577 1544 975 1040 14.47093 15.09445 9.732271 11.68438
ENSMUSG0787.6275 882.4187 510.1709 566.7658 0.55147 0.000721 0.010399 Dhx8 chr11 + 1.02E+08 1.02E+08 4325 protein_coDEAH_(Asp 871 912 501 512 7.829882 8.734481 4.899138 5.635268
ENSMUSG01776.005 1884.815 1359.437 1278.544 0.43256 0.001403 0.016517 Synrg chr11 + 83964428 84044578 7115 protein_cosynergin_g 1964 1948 1335 1155 10.73222 11.34077 7.935502 7.727478
ENSMUSG03975.213 3063.309 2294.242 2423.145 0.52131 0.000301 0.005698 Tbr1 chr2 + 61802930 61814114 3977 protein_coT-box_brai 4396 3166 2253 2189 42.97593 32.97492 23.95927 26.20118
ENSMUSG0474.7467 498.2956 266.796 350.9078 0.53303 0.005052 0.039973 Zc3h12b chrX + 95711678 95932637 6914 protein_cozinc_finger 525 515 262 317 2.95225 3.085363 1.602655 2.182532
ENSMUSG0595.0159 577.6359 352.3336 364.1913 0.60503 0.000477 0.007822 Dcbld2 chr16 + 58408443 58469727 6561 protein_codiscoidin_C 658 597 346 329 3.899232 3.769057 2.230355 2.387023
ENSMUSG0 7317.43 8647.123 5572.166 6234.424 0.40216 0.001838 0.019559 Ap2b1 chr11 + 83299024 83405035 5625 protein_coadaptor-re 8092 8937 5472 5632 55.93151 65.81087 41.14259 47.66184
ENSMUSG02123.248 2144.123 1039.69 1280.758 0.79287 4.48E-08 7.97E-06 Hectd1 chr12 - 51743722 51829536 9012 protein_coHECT_dom 2348 2216 1021 1157 10.12978 10.18537 4.791512 6.111431
ENSMUSG0798.4788 810.8189 332.9858 415.1117 0.94241 4.77E-08 8.21E-06 Vps13c chr9 + 67840396 67995634 11523 protein_covacuolar_p 883 838 327 375 2.979328 3.01236 1.200191 1.549161
ENSMUSG0916.0351 811.7865 577.3791 645.3603 0.4367 0.006764 0.048665 Pdzrn3 chr6 - 1.01E+08 1.01E+08 4104 protein_coPDZ_doma 1013 839 567 583 9.596774 8.468042 5.843106 6.762261
ENSMUSG0831.9371 945.3104 565.1594 643.1464 0.48604 0.002719 0.025869 2210018Mchr7 - 98590615 98656569 4005 protein_coRIKEN_cDN 920 977 555 581 8.931173 10.10463 5.860821 6.905646
ENSMUSG0594.1116 685.0356 380.8462 442.7858 0.53731 0.00224 0.022656 Prdm8 chr5 + 98180869 98187448 3119 protein_coPR_domain 657 708 374 400 8.189798 9.402563 5.071358 6.104855
ENSMUSG0474.7467 499.2632 233.1919 290.0247 0.72986 0.000117 0.002942 Tab3 chrX + 85574022 85634469 6364 protein_coTGF-beta_a 525 516 229 262 3.207394 3.35852 1.521855 1.959755
ENSMUSG01508.338 1584.87 1082.458 1160.099 0.42233 0.002421 0.023833 Fam179b chr12 + 64965742 65022573 6434 protein_cofamily_wit 1668 1638 1063 1048 10.07948 10.54536 6.987475 7.753735
ENSMUSG01814.889 1747.421 1166.978 1451.231 0.39922 0.006778 0.048734 Kcnc2 chr10 + 1.12E+08 1.12E+08 6196 protein_copotassium_ 2007 1806 1146 1311 12.59387 12.07354 7.822422 10.07215
ENSMUSG0724.3279 770.1812 479.6218 537.9848 0.48167 0.003432 0.030683 Ppp1r26 chr2 + 28446800 28455508 5466 protein_coprotein_ph 801 796 471 486 5.697523 6.032146 3.644344 4.232504
ENSMUSG032311.72 29293.98 19512.76 23082.42 0.49516 6.68E-05 0.00199 Syt1 chr10 - 1.08E+08 1.09E+08 4820 protein_cosynaptotag 35732 30276 19162 20852 288.2262 260.1835 168.1364 205.9356
ENSMUSG02197.399 2299.9 1439.884 1505.472 0.56275 1.71E-05 0.000764 Dock4 chr12 + 40446053 40846486 8063 protein_codedicator_ 2430 2377 1414 1360 11.71744 12.21127 7.416872 8.029213
ENSMUSG01014.602 995.6237 665.9716 733.9175 0.46467 0.00232 0.023175 Ptpn23 chr9 - 1.1E+08 1.1E+08 5336 protein_coprotein_ty 1122 1029 654 663 8.175234 7.987814 5.183582 5.914641
ENSMUSG08698.265 8670.344 6729.979 6992.695 0.32067 0.004392 0.036173 N28178 chr4 + 42916660 42944752 6538 protein_coexpressed_ 9619 8961 6609 6317 57.2016 56.77275 42.75224 45.99352
ENSMUSG02147.664 1957.383 1310.559 1446.803 0.52433 0.000134 0.003179 Mgat5 chr1 + 1.27E+08 1.27E+08 8436 protein_comannoside 2375 2023 1287 1307 10.94587 9.933166 6.452232 7.375131
ENSMUSG0415.0643 317.3611 225.0455 205.8954 0.59326 0.003484 0.030936 Fstl4 chr11 + 52764634 53188538 4380 protein_cofollistatin-l 459 328 221 186 4.074382 3.101902 2.13396 2.02148
ENSMUSG02819.544 2746.915 1969.402 2135.335 0.40718 0.001378 0.016346 Slc2a13 chr15 - 91267696 91573261 6536 protein_cosolute_carr 3118 2839 1934 1929 18.54758 17.99209 12.51447 14.04918
ENSMUSG0 5804.57 6346.255 4181.161 4598.331 0.43709 0.000355 0.006353 Kidins220 chr12 + 24974932 25059697 7402 protein_cokinase_D-in 6419 6559 4106 4154 33.71642 36.7043 23.46053 26.71457
ENSMUSG01291.311 1501.66 703.6489 1006.231 0.60516 0.000425 0.0072 C530008Mchr5 + 76656512 76873554 6921 protein_coRIKEN_cDN 1428 1552 691 909 8.021998 9.288621 4.222574 6.252098
ENSMUSG0 2296.87 2560.175 1604.849 1520.969 0.58363 1.22E-05 0.000606 Arhgap26 chr18 + 38601534 39376284 7898 protein_coRho_GTPas 2540 2646 1576 1374 12.50374 13.87718 8.439313 8.281334
ENSMUSG01947.818 2005.761 1173.088 1443.482 0.53713 0.000213 0.004501 Tbc1d24 chr17 - 24175431 24205562 7946 protein_coTBC1_dom 2154 2073 1152 1304 10.53951 10.80635 6.131574 7.811955
ENSMUSG01144.818 1118.504 739.2896 845.7209 0.45882 0.002386 0.023657 Eea1 chr10 + 95940663 96045518 7836 protein_coearly_endo 1266 1156 726 764 6.281487 6.110711 3.918413 4.641193
ENSMUSG02009.309 1996.085 1456.176 1359.352 0.4672 0.000435 0.007327 Cnot1 chr8 - 95719451 95807462 8390 protein_coCCR4-NOT_ 2222 2063 1430 1228 10.29687 10.18511 7.208454 6.967342
ENSMUSG0 889.811 837.9107 513.2258 518.0594 0.65444 3.73E-05 0.001342 Gltscr1l chr17 - 46798116 46831413 6579 protein_coGLTSCR1-li 984 866 504 468 5.815116 5.452383 3.239953 3.386232
ENSMUSG03220.139 3543.221 2319.699 2666.678 0.40461 0.002202 0.022438 Arhgap21 chr2 - 20847919 20968881 7351 protein_coRho_GTPas 3561 3662 2278 2409 18.83427 20.6348 13.10616 15.59987
ENSMUSG02855.715 2518.57 1807.492 1795.497 0.53098 5.64E-05 0.001758 Etl4 chr2 + 19909780 20810713 7413 protein_coenhancer_t 3158 2603 1775 1622 16.56309 14.54483 10.1268 10.41568
ENSMUSG04868.641 5403.847 3703.576 3711.652 0.43885 0.0003 0.005676 Fam115a chr6 - 42668002 42710072 5256 protein_cofamily_wit 5384 5585 3637 3353 39.82657 44.01454 29.2655 30.36749
ENSMUSG01770.579 2310.544 1100.788 1421.342 0.604 0.000227 0.004656 Ago2 chr15 - 73095844 73184840 13705 protein_coargonaute_ 1958 2388 1081 1284 5.554652 7.217448 3.335913 4.459813
ENSMUSG01011.889 1046.905 656.8069 666.3927 0.56906 0.000162 0.003608 Mbd5 chr2 + 48949510 49322284 5922 protein_comethyl-CpG 1119 1082 645 602 7.346574 7.568106 4.606376 4.839035
ENSMUSG0283.9438 324.1341 143.581 172.6865 0.71104 0.00069 0.010043 Fam135b chr15 - 71445678 71727838 4623 protein_cofamily_wit 314 335 141 156 2.64076 3.001576 1.289921 1.606318
ENSMUSG0521.7693 645.3654 399.1756 370.8331 0.50099 0.005441 0.041956 Bcorl1 chrX + 48341358 48408049 7446 protein_coBCL6_co-re 577 667 392 335 3.012839 3.710489 2.226543 2.14167
ENSMUSG0990.1861 1065.288 714.8503 658.6439 0.51653 0.000741 0.010575 Otud4 chr8 + 79639618 79677724 7354 protein_coOTU_doma 1095 1101 702 595 5.789135 6.201433 4.037212 3.851448
ENSMUSG08649.433 9087.364 6196.387 7294.896 0.36703 0.003186 0.029056 Hk1 chr10 - 62268855 62379908 4278 protein_cohexokinase 9565 9392 6085 6590 86.92954 90.93806 60.15723 73.32893
ENSMUSG0778.5847 824.3648 580.434 472.6739 0.52168 0.001894 0.020016 Fam193a chr5 + 34369933 34486456 5536 protein_cofamily_wit 861 852 570 427 6.046865 6.374878 4.354585 3.67166
ENSMUSG013458.39 13712.32 9000.8 9927.258 0.4907 1.93E-05 0.000825 Syn1 chrX - 20860511 20921004 3261 protein_cosynapsin_I 14883 14172 8839 8968 177.4446 180.015 114.6358 130.9108
ENSMUSG01183.702 1250.093 896.1086 805.8702 0.46249 0.001773 0.019229 Hook3 chr8 - 26021421 26119224 12836 protein_cohook_hom 1309 1292 880 728 3.964908 4.169281 2.899486 2.699805
ENSMUSG01846.539 1969.961 1041.726 995.1611 0.82693 1.63E-09 7.00E-07 4932438A1chr3 + 36863106 37053033 15883 protein_coRIKEN_cDN 2042 2036 1023 899 4.998577 5.309744 2.724025 2.694374
ENSMUSG01269.608 1453.282 733.1798 863.4323 0.68278 9.89E-06 0.000515 Dmxl1 chr18 + 49832670 49965473 12247 protein_coDmx-like_1 1404 1502 720 780 4.457184 5.080057 2.486399 3.031765
ENSMUSG0985.6647 1050.775 727.0699 677.4623 0.47679 0.001731 0.018937 Uggt1 chr1 - 36141530 36244305 7530 protein_coUDP-glucos 1090 1086 714 612 5.628008 5.973973 4.010248 3.868897
ENSMUSG01965.904 2367.63 1480.616 1334.999 0.56109 0.000102 0.002704 Ubr5 chr15 - 37967328 38078853 9790 protein_coubiquitin_p 2174 2447 1454 1206 8.633761 10.35332 6.281303 5.864018
ENSMUSG0692.6781 803.0784 408.3404 537.9848 0.55472 0.001916 0.020223 Rapgef6 chr11 + 54522847 54699285 8189 protein_coRap_guanin 766 830 401 486 3.636814 4.198321 2.071007 2.825115
ENSMUSG01759.728 1986.41 973.4998 1277.437 0.64905 3.39E-05 0.001232 Lphn3 chr5 + 81020138 81825133 6793 protein_colatrophilin_ 1946 2053 956 1154 11.13793 12.5186 5.952019 8.086767
ENSMUSG01966.808 2147.993 1422.572 1622.81 0.39577 0.004262 0.035573 Bclaf1 chr10 + 20312469 20344613 5437 protein_coBCL2-assoc 2175 2220 1397 1466 15.55332 16.91305 10.86689 12.83528
ENSMUSG01037.209 1146.564 747.436 823.5816 0.4231 0.005412 0.041795 Phc3 chr3 - 30899295 30969415 10976 protein_copolyhomeo 1147 1185 734 744 4.06296 4.472009 2.828264 3.226707
ENSMUSG03785.314 4254.38 2481.61 2749.7 0.57258 9.62E-06 0.000504 Atp8a1 chr5 - 67618140 67847432 8176 protein_coATPase_am 4186 4397 2437 2484 19.90589 22.27635 12.60616 14.46244
ENSMUSG01841.113 2117.031 1304.449 1300.683 0.54948 7.49E-05 0.002148 Ahdc1 chr4 + 1.33E+08 1.33E+08 6602 protein_coAT_hook_D 2036 2188 1281 1175 11.99017 13.72778 8.206191 8.472139
ENSMUSG0 1111.36 1086.575 787.1499 809.1911 0.41466 0.004782 0.038337 Phf12 chr11 + 77982754 78030539 4410 protein_coPHD_finger 1229 1123 773 731 10.83519 10.54799 7.413255 7.89059
ENSMUSG0340.9134 649.2357 200.6061 332.0894 0.61226 0.006762 0.048665 Ackr1 chr1 - 1.73E+08 1.73E+08 1158 protein_coatypical_ch 377 671 197 300 12.65773 24.00172 7.194915 12.33228
ENSMUSG0534.4292 492.4903 296.3268 297.7735 0.65911 0.000265 0.005259 Rcor1 chr12 + 1.11E+08 1.11E+08 5684 protein_coREST_core 591 509 291 269 4.042561 3.709301 2.165245 2.252833
ENSMUSG0703.5295 904.6727 460.274 564.5519 0.54667 0.002143 0.02199 Ssh2 chr11 + 77216287 77460220 9178 protein_coslingshot_h 778 935 452 510 3.295753 4.219801 2.082852 2.645165
ENSMUSG03431.741 3552.896 2444.951 2627.934 0.42941 0.00052 0.008324 Wnk2 chr13 - 49036303 49148014 6897 protein_coWNK_lysin 3795 3672 2401 2374 21.39315 22.05316 14.72312 16.38518
ENSMUSG09686.642 6890.026 4795.199 4572.871 0.7372 7.49E-07 7.30E-05 Slc24a2 chr4 - 86983124 87230477 10531 protein_cosolute_carr 10712 7121 4709 4131 39.54796 28.00914 18.91155 18.67309
ENSMUSG0 4004.15 4474.018 2914.39 3339.712 0.40482 0.001918 0.020232 Rapgefl1 chr11 + 98836785 98853697 4855 protein_coRap_guanin 4428 4624 2862 3017 35.46023 39.4509 24.9315 29.58127
ENSMUSG01568.925 1622.605 1025.433 1037.226 0.57434 3.09E-05 0.001141 Gcc2 chr10 + 58255497 58305599 6547 protein_coGRIP_and_ 1735 1677 1007 937 10.30339 10.61009 6.505118 6.812836
ENSMUSG0 1204.5 1543.265 882.8706 808.0841 0.61446 0.000115 0.002922 Kmt2c chr5 - 25271798 25498783 14967 protein_colysine_(K)-s 1332 1595 867 730 3.460132 4.414223 2.449923 2.321768
ENSMUSG02386.394 2070.588 1712.789 1530.932 0.41693 0.002815 0.026444 Phf20 chr2 + 1.56E+08 1.56E+08 5737 protein_coPHD_finger 2639 2140 1682 1383 17.88454 15.45103 12.39964 11.47541
ENSMUSG0417.7771 470.2363 286.1438 285.5969 0.52183 0.005062 0.039991 Mphosph9 chr5 - 1.24E+08 1.24E+08 7747 protein_coM-phase_p 462 486 281 258 2.318631 2.59855 1.534055 1.58532
ENSMUSG05094.711 4827.179 3736.162 3162.598 0.48422 0.000177 0.003865 Camk4 chr18 + 32939041 33195767 12331 protein_cocalcium/ca 5634 4989 3669 2857 17.76404 16.75883 12.58396 11.02917
ENSMUSG0624.8571 527.3226 191.4414 265.6715 1.0614 6.27E-08 1.01E-05 Tmem181achr17 + 6270475 6305783 1869 protein_cotransmemb 691 545 188 240 14.37447 12.07857 4.254187 6.112694
ENSMUSG04339.637 4456.601 3087.501 3329.749 0.42495 0.00044 0.007363 Pde4dip chr3 - 97689824 97888707 8376 protein_cophosphodie 4799 4606 3032 3008 22.276 22.778 15.30948 17.09511
ENSMUSG0 1293.12 1225.904 907.31 902.1761 0.43142 0.00265 0.025453 Ttc39b chr4 - 83220300 83324255 8831 protein_cotetratricop 1430 1267 891 815 6.295777 5.942855 4.26713 4.393174
ENSMUSG02418.948 2943.331 1636.417 2043.457 0.48494 0.001296 0.015745 Sobp chr10 - 43002500 43174530 4980 protein_cosine_oculis 2675 3042 1607 1846 20.88419 25.3022 13.64755 17.64546
ENSMUSG0819.2772 1049.807 464.3472 639.8255 0.63146 0.000533 0.00837 Bcl9 chr3 - 97203662 97228846 6102 protein_coB_cell_CLL/ 906 1085 456 578 5.772702 7.365223 3.160535 4.509063
ENSMUSG01686.481 1626.476 1116.063 1225.41 0.45629 0.001004 0.01293 Slc22a23 chr13 - 34179158 34345182 6251 protein_cosolute_carr 1865 1681 1096 1107 11.59985 11.13901 7.415306 8.430024
ENSMUSG01572.542 988.8508 763.7289 723.9548 0.65047 0.000378 0.006634 Satb2 chr1 - 56793981 56978650 6277 protein_cospecial_AT 1739 1022 750 654 10.77136 6.744149 5.053324 4.959711
ENSMUSG0 1248.81 1508.433 826.8638 775.9821 0.69457 6.02E-06 0.000347 Ncoa6 chr2 - 1.55E+08 1.55E+08 7101 protein_conuclear_re 1381 1559 812 701 7.561315 9.094001 4.836203 4.699257
ENSMUSG01059.816 1156.239 639.4957 668.6066 0.67737 8.17E-06 0.000447 Setd1b chr5 + 1.23E+08 1.23E+08 7663 protein_coSET_doma 1172 1195 628 604 5.94637 6.459478 3.466002 3.752052
ENSMUSG01178.276 1042.067 628.2943 674.1414 0.68239 1.00E-05 0.000517 Nos1ap chr1 - 1.7E+08 1.71E+08 3833 protein_conitric_oxid 1303 1077 617 609 13.21687 11.63872 6.807919 7.563263
ENSMUSG08732.627 8360.724 5707.601 6317.447 0.4756 5.65E-05 0.001758 Sv2a chr3 + 96181151 96195521 4334 protein_cosynaptic_v 9657 8641 5605 5707 86.63163 82.58544 54.6959 62.68299
ENSMUSG0438.5756 656.0086 283.0889 302.2013 0.71128 0.000347 0.006231 Ubn2 chr6 + 38433950 38524825 14644 protein_coubinuclein_ 485 678 278 273 1.287672 1.917778 0.802885 0.887429
ENSMUSG01635.842 2074.458 1199.564 1296.255 0.51014 0.000735 0.010532 Slc35f1 chr10 + 52690533 53111622 4941 protein_cosolute_carr 1809 2144 1178 1171 14.23465 17.97373 10.0832 11.28165
ENSMUSG0519.9607 918.2186 300.4 373.0471 0.83018 6.63E-05 0.001989 Zkscan16 chr4 + 58943628 58958355 2794 protein_cozinc_finger 575 949 295 337 8.001375 14.06916 4.465434 5.741617
ENSMUSG02361.978 2647.256 1348.236 1300.683 0.84269 3.48E-10 2.25E-07 Herc1 chr9 + 66350450 66508775 15153 protein_cohect_(hom 2612 2736 1324 1175 6.701897 7.47904 3.695365 3.69122
ENSMUSG0708.0509 798.2406 472.4936 514.7385 0.52763 0.001483 0.017148 Trps1 chr15 - 50654752 50890463 9859 protein_cotrichorhino 783 825 464 465 3.087821 3.466167 1.990459 2.245178
ENSMUSG01564.404 1635.184 1007.104 1203.27 0.4803 0.001027 0.013173 Golga4 chr9 + 1.19E+08 1.19E+08 7535 protein_cogolgi_auto 1730 1690 989 1087 8.926599 9.290345 5.551126 6.867157
ENSMUSG02113.301 2594.04 1522.366 1643.842 0.51703 0.000317 0.005834 Wdr26 chr1 - 1.81E+08 1.81E+08 6619 protein_coWD_repea 2337 2681 1495 1485 13.72744 16.77771 9.552495 10.67984
ENSMUSG0513.6308 524.4199 323.8211 354.2287 0.51665 0.003737 0.032342 Nup205 chr6 + 35177430 35247590 6265 protein_conucleopori 568 542 318 320 3.52493 3.583493 2.146713 2.431418
ENSMUSG01103.221 1424.255 650.697 905.497 0.59024 0.000852 0.01162 Irs2 chr8 - 10986980 11008458 4024 protein_coinsulin_rec 1220 1472 639 818 11.78759 15.15229 6.716004 9.676673
ENSMUSG0 5559.51 4490.466 3391.975 3473.655 0.50423 0.000173 0.003806 Lmtk2 chr5 + 1.44E+08 1.44E+08 8114 protein_colemur_tyro 6148 4641 3331 3138 29.45927 23.69218 17.36232 18.40978
ENSMUSG0622.1443 744.057 371.6814 470.4599 0.58321 0.001242 0.015172 Myo16 chr8 + 10272572 10634741 6725 protein_comyosin_XV 688 769 365 425 3.977584 4.736553 2.295454 3.008343
ENSMUSG06465.598 6353.028 4507.019 5224.873 0.36994 0.002803 0.026356 6-Mar chr15 - 31455899 31531037 6236 protein_comembrane 7150 6566 4426 4720 44.57826 43.61372 30.01742 36.03019
ENSMUSG03436.262 3429.048 2488.738 2440.857 0.44593 0.000242 0.004884 Camk1d chr2 - 5293457 5714515 6962 protein_cocalcium/ca 3800 3544 2444 2205 21.22134 21.0857 14.84688 15.07667
ENSMUSG02651.348 2892.05 2029.482 2040.136 0.41271 0.00122 0.014982 Abhd2 chr7 + 79273201 79365508 6875 protein_coabhydrolas 2932 2989 1993 1843 16.58114 18.00867 12.26034 12.76096
ENSMUSG04020.427 5128.091 2492.811 2644.538 0.75619 7.22E-08 1.10E-05 Srrm2 chr17 + 23790662 23824741 8864 protein_coserine/argi 4446 5300 2448 2389 19.50127 24.76706 11.68018 12.82972
ENSMUSG010761.83 12070.37 7081.295 8584.51 0.50104 0.000125 0.003043 Prrc2b chr2 + 32151082 32234537 10685 protein_coproline-rich 11901 12475 6954 7755 43.30441 48.3609 27.52505 34.5492
ENSMUSG04094.578 3929.279 2731.095 3261.118 0.38795 0.003204 0.029176 Megf9 chr4 - 70427065 70534995 7924 protein_comultiple_E 4528 4061 2682 2946 22.21699 21.22838 14.3147 17.69779
ENSMUSG01297.641 1605.189 825.8455 1142.387 0.48052 0.004836 0.038695 Rab3gap2 chr1 + 1.85E+08 1.85E+08 6985 protein_coRAB3_GTP 1435 1659 811 1032 7.987459 9.838035 4.910463 7.033055
ENSMUSG0944.0678 1027.553 659.8618 667.4996 0.50704 0.000936 0.01247 Heatr5b chr17 - 78752906 78835381 6437 protein_coHEAT_repe 1044 1062 648 603 6.3058 6.833912 4.257548 4.459278
ENSMUSG0 1707.28 1800.637 1096.715 1150.136 0.58711 1.79E-05 0.00079 Cntnap2 chr6 + 45060061 47301369 6983 protein_cocontactin_a 1888 1861 1077 1039 10.51195 11.03908 6.522915 7.082788
ENSMUSG0 1481.21 1542.298 1059.037 1126.89 0.42595 0.002228 0.022639 Tnrc18 chr5 - 1.43E+08 1.43E+08 6490 protein_cotrinucleotid 1638 1594 1040 1018 9.812787 10.17354 6.777299 7.466788
ENSMUSG0689.9653 1067.223 442.9628 642.0394 0.54839 0.005817 0.043806 Grin3a chr4 - 49661611 49845744 7491 protein_coglutamate_ 763 1103 435 580 3.960116 6.099077 2.455939 3.685691
ENSMUSG01659.353 1976.734 989.7927 1125.783 0.69974 2.61E-06 0.000182 Myo9a chr9 + 59750896 59928866 12252 protein_comyosin_IXa 1835 2043 972 1017 5.823073 6.907005 3.355269 3.951343
ENSMUSG0 1612.33 1698.075 1012.195 1132.425 0.56837 5.69E-05 0.001764 Cpeb3 chr19 - 37021291 37208601 5899 protein_cocytoplasmi 1783 1755 994 1023 11.75158 12.3233 7.126496 8.255207
ENSMUSG02105.163 2092.842 1302.412 1618.382 0.47256 0.001075 0.013588 Zmynd8 chr2 - 1.66E+08 1.66E+08 6188 protein_cozinc_finger 2328 2163 1279 1462 14.62702 14.47887 8.741546 11.24677
ENSMUSG04318.839 4564.969 2495.866 2727.561 0.71305 8.28E-09 2.31E-06 Dock3 chr9 - 1.07E+08 1.07E+08 9054 protein_codedicator_ 4776 4718 2451 2464 20.50912 21.58469 11.44909 12.95481



ENSMUSG01497.487 1545.2 1107.916 1181.131 0.37419 0.006914 0.049313 Cpeb2 chr5 + 43233463 43289724 6823 protein_cocytoplasmi 1656 1597 1088 1067 9.436439 9.695226 6.744062 7.44423
ENSMUSG0428.6285 625.0466 312.6197 344.266 0.54151 0.005863 0.043927 2410089E0chr15 + 8169106 8271158 10469 protein_coRIKEN_cDN 474 646 307 311 1.760339 2.55597 1.240227 1.414119
ENSMUSG07883.509 7784.055 4499.891 5449.586 0.6061 2.26E-06 0.000166 Gabbr2 chr4 - 46662318 46991873 5737 protein_cogamma-am 8718 8045 4419 4923 59.082 58.08575 32.57671 40.84846
ENSMUSG01082.423 1087.542 538.6835 656.43 0.7556 2.18E-06 0.000162 Epg5 chr18 + 77938467 78035027 9672 protein_coectopic_P-g 1197 1124 529 593 4.811728 4.813693 2.313169 2.918563
ENSMUSG02433.416 2489.543 1482.652 1723.544 0.56643 2.95E-05 0.00112 Rere chr4 + 1.5E+08 1.51E+08 7728 protein_coarginine_gl 2691 2573 1456 1557 13.53848 13.79117 7.968238 9.590742
ENSMUSG0728.8493 723.7381 436.8529 428.3953 0.64888 8.05E-05 0.002267 Zfp292 chr4 - 34803113 34882960 9986 protein_cozinc_finger 806 748 429 387 3.138099 3.10269 1.816911 1.844804
ENSMUSG02772.521 2602.748 2026.427 2012.462 0.38237 0.00251 0.024469 Magi2 chr5 + 19227046 20704798 6536 protein_comembrane 3066 2690 1990 1818 18.23825 17.04781 12.87683 13.24075
ENSMUSG0 1468.55 1509.4 1148.648 1074.863 0.38343 0.005874 0.043979 Slc7a5 chr8 - 1.22E+08 1.22E+08 3517 protein_cosolute_carr 1624 1560 1128 971 17.95299 18.37302 13.56453 13.14249
ENSMUSG04795.394 5659.284 2179.173 2985.483 0.90425 3.51E-09 1.29E-06 Disp2 chr2 + 1.19E+08 1.19E+08 6626 protein_codispatched 5303 5849 2140 2697 31.11669 36.56441 13.65936 19.37583
ENSMUSG0 1003.75 1176.558 621.1662 684.1041 0.65143 3.79E-05 0.001358 Baz2a chr10 + 1.28E+08 1.28E+08 8372 protein_cobromodom 1110 1216 610 618 5.154861 6.016345 3.081546 3.513905
ENSMUSG03873.029 4128.597 2330.901 2775.16 0.59577 7.21E-06 0.0004 Gramd1b chr9 - 40293233 40531383 7334 protein_coGRAM_dom 4283 4267 2289 2507 22.70546 24.09962 13.19997 16.27212
ENSMUSG04701.349 5344.825 3015.202 3810.172 0.50637 0.000323 0.005916 Cacna2d1 chr5 + 15934691 16374511 7472 protein_cocalcium_ch 5199 5524 2961 3442 27.05242 30.62282 16.75983 21.92829
ENSMUSG03980.638 3722.22 2193.429 2343.444 0.7099 1.25E-08 3.30E-06 Gpr26 chr7 + 1.32E+08 1.32E+08 11571 protein_coG_protein- 4402 3847 2154 2117 14.79116 13.77145 7.873047 8.709248
ENSMUSG01752.494 2482.77 1014.232 1016.193 0.92398 1.41E-08 3.44E-06 Prrc2c chr1 - 1.63E+08 1.63E+08 11502 protein_coproline-rich 1938 2566 996 918 6.550939 9.240844 3.662301 3.799269
ENSMUSG0 6419.48 7798.569 4482.58 4610.507 0.59532 4.36E-06 0.000276 Lrp1 chr10 - 1.28E+08 1.28E+08 14888 protein_colow_densit 7099 8060 4402 4165 18.5389 22.42472 12.50494 13.31709
ENSMUSG0 2666.72 2703.375 1652.709 1508.793 0.70511 5.74E-08 9.56E-06 Dnm3 chr1 - 1.62E+08 1.62E+08 7523 protein_codynamin_3 2949 2794 1623 1363 15.24077 15.3838 9.124215 8.624531
ENSMUSG0966.6748 968.5319 565.1594 608.8305 0.63895 3.65E-05 0.001319 Bcor chrX - 12036740 12160355 6941 protein_coBCL6_inter 1069 1001 555 550 5.987959 5.973659 3.38173 3.771997
ENSMUSG0807.5216 913.3807 514.2441 601.0818 0.54301 0.000999 0.012895 Aqr chr2 - 1.14E+08 1.14E+08 4888 protein_coaquarius 893 944 505 543 7.103027 7.999617 4.369464 5.288096
ENSMUSG0974.8133 1215.261 771.8754 523.5942 0.62807 0.000586 0.008953 Akap9 chr5 + 3928054 4080209 12022 protein_coA_kinase_( 1078 1256 758 473 3.486304 4.327542 2.666616 1.872902
ENSMUSG0735.1792 830.1702 550.9031 520.2733 0.47615 0.003549 0.031318 5330417C2chr3 - 1.08E+08 1.09E+08 5836 protein_coRIKEN_cDN 813 858 541 470 5.416247 6.089763 3.920577 3.833657
ENSMUSG0760.4991 882.4187 457.219 438.358 0.75674 5.35E-06 0.000318 Rc3h1 chr1 + 1.61E+08 1.61E+08 11006 protein_coRING_CCCH 841 912 449 396 2.970911 3.432367 1.72538 1.71276
ENSMUSG0624.8571 348.3232 266.796 193.7188 0.77097 0.000447 0.007443 Cdh12 chr15 + 21111452 21589533 5639 protein_cocadherin_1 691 360 262 175 4.7643 2.64441 1.965021 1.477293
ENSMUSG01856.486 2314.414 1158.831 1256.405 0.70628 1.97E-06 0.000151 Bptf chr11 - 1.07E+08 1.07E+08 12036 protein_cobromodom 2053 2392 1138 1135 6.631777 8.232038 3.998786 4.488946
ENSMUSG01469.454 1364.266 876.7608 1008.445 0.52834 0.000337 0.006088 Ltbp4 chr7 - 27305136 27337692 5386 protein_colatent_tran 1625 1410 861 911 11.73033 10.84379 6.760905 8.05161
ENSMUSG01069.763 1233.645 775.9486 815.8329 0.47459 0.001806 0.019401 Zfp609 chr9 - 65692391 65827564 7777 protein_cozinc_finger 1183 1275 762 737 5.914197 6.790886 4.143916 4.511138
ENSMUSG0 3332.27 3667.069 1965.329 2820.546 0.48343 0.002154 0.022061 Necab1 chr4 - 14952245 15149794 4922 protein_coN-terminal 3685 3790 1930 2548 29.10845 31.89525 16.58379 24.64271
ENSMUSG04371.287 4357.91 2592.605 3023.12 0.58884 4.35E-06 0.000276 Adam22 chr5 - 8072352 8368160 9245 protein_coa_disintegr 4834 4504 2546 2731 20.32932 20.17994 11.64715 14.06195
ENSMUSG04225.698 4508.85 2651.667 2920.172 0.60296 1.29E-06 0.000107 Wdr7 chr18 + 63708695 63989760 7109 protein_coWD_repea 4673 4660 2604 2638 25.55703 27.15225 15.49175 17.66432
ENSMUSG0667.3583 733.4138 376.7729 441.6789 0.66145 0.000125 0.003043 Btaf1 chr19 + 36926079 37012752 7204 protein_coBTAF1_RNA 738 758 370 399 3.982959 4.358368 2.172181 2.636513
ENSMUSG03446.209 4170.202 2506.049 3108.356 0.39634 0.006499 0.047351 Erc2 chr14 + 27622442 28478537 6083 protein_coELKS/RAB6 3811 4310 2461 2808 24.35815 29.34863 17.11047 21.97404
ENSMUSG04726.669 4782.671 3599.709 3846.702 0.33038 0.005459 0.042031 Madd chr2 - 91137360 91183837 5990 protein_coMAP-kinas 5227 4943 3535 3475 33.92727 34.18158 24.9592 27.61587
ENSMUSG01460.411 1336.206 921.5662 1037.226 0.46245 0.001579 0.017758 Dnajc16 chr4 - 1.42E+08 1.42E+08 5969 protein_coDnaJ_(Hsp4 1615 1381 905 937 10.51948 9.583419 6.412318 7.472548
ENSMUSG0946.7806 794.3703 538.6835 477.1017 0.67067 6.16E-05 0.001872 Kcna2 chr3 + 1.07E+08 1.07E+08 3456 protein_copotassium_ 1047 821 529 431 11.77867 9.840061 6.473661 5.936552
ENSMUSG01750.685 1935.129 1089.587 1193.308 0.62805 7.53E-06 0.000415 Spen chr4 - 1.41E+08 1.42E+08 12299 protein_coSPEN_hom 1936 2000 1070 1078 6.120103 6.73579 3.679442 4.17234
ENSMUSG0497.3537 519.5821 329.9309 311.057 0.55766 0.001869 0.019788 Crocc chr4 - 1.41E+08 1.41E+08 6582 protein_cociliary_roo 550 537 324 281 3.248837 3.37944 2.081877 2.032259
ENSMUSG0526.2907 546.6739 309.5648 321.0197 0.64505 0.000287 0.005533 Ino80d chr1 - 62958418 63114667 13675 protein_coINO80_com 582 565 304 290 1.654698 1.711392 0.940187 1.009489
ENSMUSG0 39026.9 41891.67 26820.12 32027.81 0.42783 0.000522 0.008337 Atp1a3 chr7 - 24978167 25005957 3895 protein_coATPase_Na 43158 43296 26338 28933 430.8013 460.4354 285.9851 353.6036
ENSMUSG0 313.785 417.0202 196.5329 226.9277 0.60494 0.003195 0.029112 Tet2 chr3 - 1.33E+08 1.34E+08 9179 protein_cotet_methyl 347 431 193 205 1.469797 1.944958 0.889262 1.063137
ENSMUSG01049.869 1041.099 785.1133 736.1314 0.41051 0.005964 0.044366 Nrg3 chr14 - 38368952 39473088 4011 protein_coneuregulin_ 1161 1076 771 665 11.25389 11.11189 8.129611 7.892229
ENSMUSG03174.021 3147.487 2153.716 2446.392 0.42402 0.000997 0.01288 Irgq chr7 + 24530648 24538599 6123 protein_coimmunity-r 3510 3253 2115 2210 22.28774 22.00636 14.60879 17.18141
ENSMUSG0 1462.22 1616.8 1075.33 1022.835 0.5013 0.000407 0.006993 Smc1a chrX + 1.52E+08 1.52E+08 4691 protein_costructural_ 1617 1671 1056 924 13.40194 14.75501 9.520648 9.376424
ENSMUSG03882.072 4232.126 2767.754 2619.078 0.54959 9.46E-06 0.000498 Dmxl2 chr9 - 54365158 54501760 10614 protein_coDmx-like_2 4293 4374 2718 2366 15.72552 17.06979 10.83025 10.61125
ENSMUSG01408.867 1558.746 980.6279 1059.365 0.4887 0.000666 0.009886 Cdk13 chr13 - 17715962 17805097 7081 protein_cocyclin-depe 1558 1611 963 957 8.554528 9.423871 5.751746 6.433511
ENSMUSG01137.584 1215.261 672.0815 744.9871 0.65276 1.54E-05 0.000696 Atg2b chr12 - 1.06E+08 1.06E+08 10173 protein_coautophagy_ 1258 1256 660 673 4.807893 5.114097 2.743866 3.149175
ENSMUSG0689.9653 858.2296 453.1458 459.3903 0.6511 0.00015 0.003436 Dicer1 chr12 - 1.05E+08 1.05E+08 9851 protein_codicer_1_rib 763 887 445 415 3.011393 3.729681 1.910503 2.005388
ENSMUSG02019.256 1965.123 1291.211 1480.012 0.47811 0.000519 0.008324 Mfsd6 chr1 - 52656286 52727462 4932 protein_comajor_faci 2233 2031 1268 1337 17.60309 17.05749 10.87337 12.90444
ENSMUSG07908.829 8425.55 4150.612 4845.184 0.79936 1.72E-10 1.27E-07 Arhgap32 chr9 + 32116136 32268446 13568 protein_coRho_GTPas 8746 8708 4076 4377 25.06206 26.58465 12.70534 15.35647
ENSMUSG0963.0577 919.1861 683.2828 656.43 0.43596 0.004375 0.036164 Zfp281 chr1 + 1.37E+08 1.37E+08 4937 protein_cozinc_finger 1065 950 671 593 8.387058 7.97056 5.748141 5.717712
ENSMUSG01889.944 1821.924 1330.925 1379.278 0.41676 0.001779 0.019229 Ago1 chr4 - 1.26E+08 1.26E+08 7227 protein_coargonaute_ 2090 1883 1307 1246 11.24376 10.79246 7.648664 8.207118
ENSMUSG0856.3527 764.3758 549.8848 584.4773 0.45033 0.005275 0.041174 Ptchd2 chr4 - 1.48E+08 1.48E+08 5282 protein_copatched_do 947 790 540 528 6.970674 6.195225 4.323778 4.758458
ENSMUSG03668.662 3856.712 2376.724 2685.496 0.52976 3.23E-05 0.001183 Camsap2 chr1 - 1.36E+08 1.36E+08 7823 protein_cocalmodulin 4057 3986 2334 2426 20.16299 21.10534 12.61815 14.7621
ENSMUSG0468.4168 531.1928 308.5465 247.9601 0.68591 0.0003 0.005676 Sdk2 chr11 - 1.14E+08 1.14E+08 11287 protein_cosidekick_ho 518 549 303 224 1.784327 2.014755 1.135356 0.944714
ENSMUSG0 1236.15 1321.693 810.571 812.512 0.59131 4.64E-05 0.001551 Gcn1l1 chr5 + 1.16E+08 1.16E+08 8557 protein_coGCN1_gen 1367 1366 796 734 6.211123 6.612376 3.934228 4.083243
ENSMUSG02014.735 2354.084 1497.927 1732.4 0.39394 0.005953 0.044357 Kif21b chr1 + 1.36E+08 1.36E+08 9254 protein_cokinesin_fam 2228 2433 1471 1565 9.360712 10.89033 6.722816 8.050365
ENSMUSG06437.566 6161.45 4352.237 4533.02 0.47326 4.72E-05 0.00157 Pi4ka chr16 - 17280351 17406314 6630 protein_cophosphatid 7119 6368 4274 4095 41.74732 39.78487 27.26397 29.40161
ENSMUSG01756.111 1398.13 954.152 944.2408 0.65127 2.07E-05 0.000857 Plekha6 chr1 + 1.33E+08 1.33E+08 7388 protein_copleckstrin_ 1942 1445 937 853 10.21987 8.101573 5.363901 5.496078
ENSMUSG01056.198 1010.137 757.6191 730.5966 0.42343 0.004653 0.037532 Tpp2 chr1 + 43933647 44003000 4994 protein_cotripeptidyl_ 1168 1044 744 660 9.093215 8.659251 6.300753 6.291093
ENSMUSG0565.1747 688.9058 402.2306 436.144 0.49016 0.005525 0.042277 Slc24a4 chr12 + 1.02E+08 1.02E+08 4465 protein_cosolute_carr 625 712 395 394 5.442291 6.605214 3.741482 4.200543
ENSMUSG016748.16 17346.49 10842.91 12809.79 0.49197 5.62E-05 0.001758 Enc1 chr13 + 97241105 97253039 4742 protein_coectoderma 18521 17928 10648 11572 151.8539 156.6025 94.96739 116.1656
ENSMUSG01699.141 1495.854 973.4998 1093.681 0.5655 0.00011 0.002838 Arhgef11 chr3 + 87617559 87738034 6776 protein_coRho_guani 1879 1546 956 988 10.78143 9.450711 5.966952 6.940876
ENSMUSG01942.392 2108.323 1051.909 1576.318 0.53782 0.001395 0.016478 Rapgef5 chr12 + 1.18E+08 1.18E+08 3987 protein_coRap_guanin 2148 2179 1033 1424 20.94649 22.63807 10.95777 17.00178
ENSMUSG03393.761 2397.624 1948.018 1931.653 0.51024 0.00113 0.014127 Zfp451 chr1 - 33761544 33814595 11968 protein_cozinc_finger 3753 2478 1913 1745 12.19215 8.576461 6.760229 6.940721
ENSMUSG0 1392.59 1611.962 997.9391 1023.942 0.51479 0.000397 0.006865 Kdm5b chr1 + 1.35E+08 1.35E+08 8714 protein_colysine_(K)-s 1540 1666 980 925 6.871101 7.919282 4.75638 5.053065
ENSMUSG0 2252.56 2876.569 1512.183 2035.708 0.46422 0.004215 0.035323 Sgsm1 chr5 - 1.13E+08 1.13E+08 5161 protein_cosmall_G_p 2491 2973 1485 1839 18.76563 23.86104 12.16916 16.96206
ENSMUSG01048.964 1169.785 690.4109 819.1538 0.49011 0.001825 0.019513 Sestd1 chr2 - 77180340 77280592 8990 protein_coSEC14_and 1160 1209 678 740 5.016739 5.57051 3.189613 3.918346
ENSMUSG01050.773 1000.462 629.3126 684.1041 0.57192 0.000186 0.004009 Ehbp1 chr11 - 22005828 22342292 5046 protein_coEH_domain 1162 1034 618 618 8.953278 8.487928 5.179755 5.830045
ENSMUSG01010.984 1083.672 676.1547 712.8852 0.52823 0.000489 0.007993 Pbrm1 chr14 + 31019138 31121592 7907 protein_copolybromo 1118 1120 664 644 5.497348 5.867251 3.551603 3.877081
ENSMUSG01151.148 898.8673 710.777 710.6712 0.45988 0.004959 0.039369 Osbpl6 chr2 + 76406508 76600647 8257 protein_cooxysterol_ 1273 929 698 642 5.994173 4.660385 3.575207 3.701208
ENSMUSG0441.2884 471.2038 294.2902 282.276 0.54731 0.002954 0.027451 Gatad2b chr3 + 90341654 90358120 1906 protein_coGATA_zinc 488 487 289 255 9.954515 10.58362 6.41273 6.368659
ENSMUSG01114.977 1188.169 684.3011 748.308 0.61175 4.80E-05 0.001584 Zfp532 chr18 + 65580230 65689443 5503 protein_cozinc_finger 1233 1228 672 676 8.711376 9.243304 5.164613 5.847603
ENSMUSG01077.901 1067.223 659.8618 815.8329 0.47495 0.002755 0.025998 Zmym4 chr4 - 1.27E+08 1.27E+08 7102 protein_cozinc_finger 1192 1103 648 737 6.525575 6.433143 3.85889 4.939893
ENSMUSG0 789.436 1467.795 555.9947 583.3703 0.77194 0.000118 0.002957 Reln chr5 - 21884454 22344702 11699 protein_coreelin 873 1517 546 527 2.901274 5.371124 1.97384 2.144335
ENSMUSG02068.992 2212.82 1438.865 1519.862 0.4902 0.000219 0.004559 Ubap2l chr3 - 89999589 90052475 4073 protein_coubiquitin-a 2288 2287 1413 1373 21.84061 23.25842 14.67222 16.04674
ENSMUSG0842.7885 926.9267 579.4157 621.0071 0.49274 0.001846 0.019593 Asxl1 chr2 + 1.53E+08 1.53E+08 6968 protein_coadditional_ 932 958 569 561 5.200331 5.694895 3.453601 3.832529
ENSMUSG02437.938 2186.695 1646.6 1820.957 0.38056 0.004946 0.039347 Cux2 chr5 - 1.22E+08 1.22E+08 6763 protein_cocut-like_ho 2696 2260 1617 1645 15.499 13.84195 10.11204 11.57863
ENSMUSG01206.309 1279.12 906.2917 912.1388 0.40714 0.004654 0.037532 Kdm7a chr6 - 39136623 39206789 9566 protein_colysine_(K)-s 1334 1322 890 824 5.421864 5.724393 3.934845 4.100412
ENSMUSG01917.977 1943.837 1179.197 1423.556 0.51506 0.000323 0.005916 Atxn2 chr5 + 1.22E+08 1.22E+08 4471 protein_coataxin_2 2121 2009 1158 1286 18.44417 18.61245 10.95398 13.692
ENSMUSG01805.846 2152.831 1257.607 1358.246 0.54008 0.00017 0.003761 Dhx9 chr1 - 1.53E+08 1.53E+08 4616 protein_coDEAH_(Asp 1997 2225 1235 1227 16.82037 19.96607 11.31538 12.65347
ENSMUSG0802.0959 778.8893 469.4387 567.8728 0.52578 0.00163 0.018119 Naa25 chr5 + 1.21E+08 1.21E+08 5447 protein_coN(alpha)-a 887 805 461 513 6.331249 6.121627 3.579411 4.483227
ENSMUSG04780.926 5954.391 3383.828 3367.386 0.61321 5.23E-06 0.000312 Gm15800 chr5 + 1.21E+08 1.21E+08 15482 protein_copredicted_ 5287 6154 3323 3042 13.27717 16.46489 9.077606 9.353257
ENSMUSG02311.338 2299.9 1631.325 1849.738 0.37273 0.005161 0.040585 Smg7 chr1 - 1.53E+08 1.53E+08 5792 protein_coSmg-7_hom 2556 2377 1602 1671 17.15756 16.99922 11.69774 13.73342
ENSMUSG01498.391 1228.807 866.5777 885.5716 0.56784 0.000201 0.004285 Hecw2 chr1 - 53806876 54195168 11263 protein_coHECT_C2_a 1657 1270 851 800 5.719942 4.670657 3.195534 3.381167
ENSMUSG02283.306 2532.116 1564.117 1974.825 0.39979 0.00636 0.046641 Lhfpl4 chr6 - 1.13E+08 1.13E+08 4762 protein_colipoma_HM 2525 2617 1536 1784 20.61556 22.76369 13.64174 17.83348
ENSMUSG01128.541 1188.169 768.8204 859.0045 0.45566 0.0023 0.023077 Upf2 chr2 + 5951469 6056703 5174 protein_coUPF2_regu 1248 1228 755 776 9.378024 9.831059 6.171469 7.139471
ENSMUSG07704.461 8880.306 4603.758 5110.855 0.7157 1.43E-08 3.44E-06 Gprasp1 chrX + 1.36E+08 1.36E+08 5843 protein_coG_protein- 8520 9178 4521 4617 56.69267 65.06397 32.72402 37.61445
ENSMUSG01300.354 1362.331 793.2598 887.7856 0.59655 4.85E-05 0.001584 Setx chr2 + 29124181 29182471 10970 protein_cosenataxin 1438 1408 779 802 5.09654 5.316483 3.003301 3.480154
ENSMUSG01298.545 1624.541 892.0354 1154.564 0.4462 0.006893 0.049287 Dpy19l3 chr7 - 35685165 35754454 8006 protein_codpy-19-like 1436 1679 876 1043 6.97368 8.686873 4.627608 6.201538
ENSMUSG01322.961 1625.508 922.5845 1053.83 0.51107 0.000974 0.012707 Trp53bp1 chr2 - 1.21E+08 1.21E+08 9621 protein_cotransforma 1463 1680 906 952 5.912175 7.232983 3.982685 4.710288
ENSMUSG03421.794 3766.728 1910.341 2120.944 0.76997 3.20E-09 1.23E-06 Wdfy3 chr5 - 1.02E+08 1.02E+08 14274 protein_coWD_repea 3784 3893 1876 1916 10.30691 11.2971 5.558469 6.389701
ENSMUSG05225.831 5697.986 4144.502 3842.274 0.42142 0.000534 0.00837 Pura chr18 + 36281097 36301521 14943 protein_copurine_rich 5779 5889 4070 3471 15.0362 16.32421 11.51926 11.05726
ENSMUSG04328.786 3228.762 2621.118 2671.105 0.46207 0.00166 0.018305 A830010Mchr5 + 1.07E+08 1.08E+08 6756 protein_coRIKEN_cDN 4787 3337 2574 2413 27.54844 20.4595 16.11339 17.00194
ENSMUSG03811.538 4010.554 2293.223 2499.526 0.65689 1.38E-07 1.83E-05 Ubr3 chr2 + 69897246 70024013 8081 protein_coubiquitin_p 4215 4145 2252 2258 20.27943 21.24652 11.78613 13.30116
ENSMUSG02068.087 1800.637 1342.126 1333.892 0.48452 0.000475 0.007793 Csrnp3 chr2 + 65845767 66031546 10672 protein_cocysteine-se 2287 1861 1318 1205 8.33189 7.223188 5.223212 5.374919
ENSMUSG04996.144 6149.839 3628.222 4383.58 0.43168 0.002356 0.023454 D3Bwg056chr3 - 1.17E+08 1.17E+08 5690 protein_colipid_phosp 5525 6356 3563 3960 37.75228 46.27005 26.48327 33.1294
ENSMUSG01134.871 1306.212 730.1248 750.522 0.64271 2.22E-05 0.00091 Setd2 chr9 + 1.11E+08 1.11E+08 8350 protein_coSET_doma 1255 1350 717 678 5.843599 6.696929 3.631623 3.865217
ENSMUSG0 1280.46 1592.611 909.3466 1058.258 0.48134 0.002239 0.022656 Ankrd50 chr3 - 38449261 38484844 7031 protein_coankyrin_re 1416 1646 893 956 7.830136 9.697083 5.371584 6.472492
ENSMUSG09277.908 11349.53 6470.311 7400.058 0.52556 8.38E-05 0.002343 Prkce chr17 + 86167785 86657919 6254 protein_coprotein_kin 10260 11730 6354 6685 63.78413 77.69061 42.96921 50.88318
ENSMUSG03731.962 3771.566 2469.39 2780.695 0.47811 0.000149 0.003423 Megf8 chr7 + 25317164 25365917 10040 protein_comultiple_E 4127 3898 2425 2512 15.98174 16.08187 10.21518 11.91013
ENSMUSG0603.1544 584.4089 292.2536 355.3356 0.73201 4.83E-05 0.001584 Lingo2 chr4 - 35706647 36951747 3808 protein_coleucine_ric 667 604 287 321 6.810078 6.570045 3.18752 4.01272
ENSMUSG01691.003 1910.94 1107.916 1320.609 0.51088 0.000524 0.008342 Magi1 chr6 - 93675455 94283322 7209 protein_comembrane 1870 1975 1088 1193 10.08532 11.34803 6.382957 7.87764
ENSMUSG0 1681.96 1791.929 1248.442 1196.629 0.463 0.000686 0.010018 Vcpip1 chr1 - 9718622 9748382 9749 protein_covalosin_co 1860 1852 1226 1081 7.417816 7.868814 5.318613 5.278328
ENSMUSG02017.448 2629.84 1360.456 1258.619 0.73672 1.21E-06 0.000101 Trrap chr5 + 1.45E+08 1.45E+08 12479 protein_cotransforma 2231 2718 1336 1137 6.950931 9.021901 4.527878 4.337219
ENSMUSG0 6419.48 6523.319 4067.111 3320.894 0.74506 1.31E-08 3.30E-06 Frrs1l chr4 - 56957173 56990391 6817 protein_coferric-chela 7099 6742 3994 3000 40.48807 40.96603 24.77894 20.94878
ENSMUSG0561.5576 582.4737 327.8943 411.7908 0.52547 0.003685 0.032102 Zfp629 chr7 - 1.28E+08 1.28E+08 6120 protein_cozinc_finger 621 602 322 372 3.945148 4.074492 2.225218 2.893492
ENSMUSG02616.081 2479.867 1800.364 2036.815 0.37659 0.004455 0.036526 Spred2 chr11 + 19924375 20024026 4449 protein_cosprouty-re 2893 2563 1768 1840 25.28187 23.86242 16.80691 19.6873
ENSMUSG03438.071 3874.128 2445.969 2882.536 0.41815 0.001996 0.0208 Sprn chr7 - 1.4E+08 1.4E+08 3374 protein_coshadow_of 3802 4004 2402 2604 43.81171 49.15609 30.10897 36.73894
ENSMUSG03372.963 3029.444 2168.99 1944.937 0.58702 8.69E-06 0.00047 Gpr158 chr2 + 21367542 21830547 7171 protein_coG_protein- 3730 3131 2130 1757 20.22331 18.08555 12.56226 11.66334
ENSMUSG05108.275 5431.906 3514.171 3811.279 0.49023 5.09E-05 0.001634 Eif4g1 chr16 + 20668313 20692884 5638 protein_coeukaryotic_ 5649 5614 3451 3443 38.95558 41.24542 25.88737 29.06984
ENSMUSG0847.3099 987.8832 473.5119 520.2733 0.76895 2.83E-06 0.000192 Vps13a chr19 - 16616763 16780822 9656 protein_covacuolar_p 937 1021 465 470 3.772815 4.379826 2.036684 2.317028
ENSMUSG0586.8774 586.344 375.7546 384.1167 0.53518 0.001845 0.019593 Yod1 chr1 + 1.31E+08 1.31E+08 6128 protein_coYOD1_OTU 649 606 369 347 4.117647 4.09621 2.546687 2.695513
ENSMUSG03968.883 4655.92 2879.767 3329.749 0.43402 0.001344 0.016118 Ppm1e chr11 - 87226906 87359023 6344 protein_coprotein_ph 4389 4812 2828 3008 26.89835 31.41889 18.85316 22.57072
ENSMUSG0752.3606 1147.531 416.4868 576.7285 0.74718 0.000129 0.003128 C77370 chrX - 1.04E+08 1.04E+08 11476 protein_coexpressed_ 832 1186 409 521 2.818746 4.280776 1.507304 2.161115
ENSMUSG01646.693 2029.95 982.6645 1264.154 0.62249 0.000105 0.002769 Prr12 chr7 - 45027707 45052881 6879 protein_coproline_ric 1821 2098 965 1142 10.29219 12.63306 5.932941 7.902627



ENSMUSG02050.906 2048.334 1601.794 1522.076 0.36121 0.005756 0.04341 Atxn1 chr13 - 45549758 45964991 10605 protein_coataxin_1 2268 2117 1573 1375 8.314872 8.268725 6.273156 6.171955
ENSMUSG01907.125 1854.821 1287.138 1517.648 0.38485 0.006273 0.046166 Spata2 chr2 - 1.67E+08 1.67E+08 4012 protein_cospermatog 2109 1917 1264 1371 20.43802 19.79199 13.3246 16.26699
ENSMUSG0877.1511 935.6347 625.2394 658.6439 0.44064 0.004498 0.036715 Zfp445 chr9 - 1.23E+08 1.23E+08 2961 protein_cozinc_finger 970 967 614 595 12.73669 13.52747 8.769968 9.565535
ENSMUSG04420.118 5122.286 3559.995 3803.53 0.34617 0.006687 0.048384 Lrrc4b chr7 + 44429018 44463351 2728 protein_coleucine_ric 4888 5294 3496 3436 69.66426 80.38369 54.19948 59.95695
ENSMUSG0 10713.9 11633.03 8246.236 7511.861 0.47222 6.44E-05 0.001943 Cltc chr11 - 86694351 86757565 6519 protein_coclathrin_he 11848 12023 8098 6786 70.66221 76.39417 52.53695 49.55227
ENSMUSG0451.2355 611.5007 308.5465 271.2063 0.70074 0.000297 0.005667 Dync2h1 chr9 - 6928503 7184446 14264 protein_codynein_cyt 499 632 303 245 1.360136 1.835288 0.898399 0.817627
ENSMUSG0 588.686 593.1169 338.0773 348.6938 0.66591 0.000125 0.003043 C2cd3 chr7 + 1E+08 1E+08 7803 protein_coC2_calcium 651 613 332 315 3.243714 3.254073 1.79947 1.921674
ENSMUSG0 2258.89 2131.544 1537.641 1750.111 0.38213 0.004838 0.038695 Atmin chr8 + 1.17E+08 1.17E+08 4877 protein_coATM_inter 2498 2203 1510 1581 19.9142 18.7107 13.0946 15.43156
ENSMUSG01442.326 1397.163 1035.616 1021.728 0.42284 0.002447 0.023969 Flrt2 chr12 + 95692226 95785215 7099 protein_cofibronectin 1595 1444 1017 923 8.735478 8.425553 6.058872 6.18921
ENSMUSG01104.125 1157.207 774.9303 801.4423 0.46752 0.001499 0.017168 Klhl34 chrX + 1.58E+08 1.58E+08 1935 protein_cokelch-like_ 1221 1196 761 724 24.53341 25.60228 16.63304 17.811
ENSMUSG0386.1274 288.3342 195.5146 156.082 0.70002 0.000953 0.012546 Rnf152 chr1 - 1.05E+08 1.05E+08 8492 protein_coring_finger 427 298 192 141 1.954974 1.453566 0.956223 0.790387
ENSMUSG01530.945 1807.41 953.1337 1132.425 0.60427 7.20E-05 0.002088 Rnf150 chr8 + 82863356 83091271 9685 protein_coring_finger 1693 1868 936 1023 6.796425 7.989243 4.087373 5.028133
ENSMUSG01199.075 1437.801 612.0014 586.6912 1.0043 1.27E-10 1.01E-07 Tnrc6b chr15 + 80711319 80941086 17327 protein_cotrinucleotid 1326 1486 601 530 2.975386 3.552416 1.466963 1.456073
ENSMUSG03769.941 2451.808 2316.644 1942.723 0.46872 0.005895 0.044072 Kcna1 chr6 - 1.27E+08 1.27E+08 8970 protein_copotassium_ 4169 2534 2275 1755 18.07019 11.70153 10.72647 9.313553
ENSMUSG01323.865 1912.875 601.8184 779.303 1.0309 8.16E-09 2.31E-06 Tenm4 chr7 + 96171244 96911093 13547 protein_coteneurin_t 1464 1977 591 704 4.201662 6.044939 1.845068 2.473775
ENSMUSG0782.2018 802.1108 582.4706 513.6316 0.4635 0.004248 0.035514 Arid4a chr12 + 71015990 71098592 4998 protein_coAT_rich_in 865 829 572 464 6.728884 6.870473 4.84025 4.419289
ENSMUSG01013.697 1338.142 692.4476 615.4723 0.72907 1.40E-05 0.000668 Kmt2d chr15 - 98831669 98871204 19823 protein_colysine_(K)-s 1121 1383 680 556 2.198667 2.889889 1.4508 1.335169
ENSMUSG01695.524 2075.426 1496.909 1228.731 0.41522 0.006937 0.049344 Bcl11b chr12 - 1.08E+08 1.08E+08 8111 protein_coB_cell_leuk 1875 2145 1470 1110 8.987731 10.95422 7.664979 6.514473
ENSMUSG01980.372 2061.88 1326.852 1494.402 0.47447 0.000502 0.008159 Dip2c chr13 + 9276528 9668928 8023 protein_coDIP2_disco 2190 2131 1303 1350 10.61281 11.00209 6.868717 8.009911
ENSMUSG01427.857 1356.525 707.7221 720.6339 0.86847 2.02E-09 8.35E-07 Sacs chr14 + 61138457 61240695 14991 protein_cosacsin 1579 1402 695 651 4.095196 3.873877 1.96075 2.067193
ENSMUSG01228.012 1389.422 765.7655 876.7159 0.59858 8.40E-05 0.002343 Ccdc6 chr10 + 70097121 70193200 5511 protein_cocoiled-coil_ 1358 1436 752 792 9.580596 10.79325 5.771058 6.841093
ENSMUSG0578.7389 577.6359 335.0224 360.8704 0.62164 0.000371 0.006558 Klhl11 chr11 - 1E+08 1E+08 2393 protein_cokelch-like_ 640 597 329 326 10.39825 10.3338 5.814619 6.484935
ENSMUSG02912.684 2526.311 1909.322 1867.449 0.48344 0.00028 0.005453 Foxo3 chr10 - 42181841 42276755 6848 protein_coforkhead_b 3221 2611 1875 1687 18.28732 15.79325 11.57992 11.72687
ENSMUSG03282.535 4175.04 2127.24 2522.772 0.61177 3.37E-05 0.001231 Lonrf2 chr1 - 38793669 38836090 6287 protein_coLON_pepti 3630 4315 2089 2279 22.44845 28.42927 14.0528 17.25566
ENSMUSG01811.272 2036.723 1453.122 1390.347 0.39839 0.003639 0.031837 Phf3 chr1 - 30802339 30873921 7567 protein_coPHD_finger 2003 2105 1427 1256 10.29154 11.52277 7.97569 7.901265
ENSMUSG0915.1309 879.516 626.2577 653.1091 0.43297 0.005062 0.039991 Rnf24 chr2 - 1.31E+08 1.31E+08 5978 protein_coring_finger 1012 909 615 590 6.581847 6.298489 4.350981 4.698149
ENSMUSG04973.537 4568.839 2956.14 2936.777 0.64917 8.65E-08 1.28E-05 Sorl1 chr9 - 41964720 42124297 10715 protein_cosortilin-rela 5500 4722 2903 2653 19.95693 18.25417 11.45837 11.78625
ENSMUSG01158.382 1014.007 769.8388 781.517 0.43266 0.004457 0.036526 Smcr8 chr11 + 60777524 60788287 7391 protein_coSmith-Mag 1281 1048 756 706 6.738591 5.873358 4.326001 4.547076
ENSMUSG01205.405 1606.157 570.2509 646.4673 1.0428 4.52E-10 2.60E-07 Tenm2 chr11 - 36006656 37235964 9908 protein_coteneurin_t 1333 1660 560 584 5.230791 6.939856 2.390397 2.805806
ENSMUSG03935.424 4810.73 2512.159 3340.819 0.51538 0.000743 0.010602 Dcaf7 chr11 + 1.06E+08 1.06E+08 5750 protein_coDDB1_and_ 4352 4972 2467 3018 29.42688 35.8172 18.14552 24.98516
ENSMUSG04349.584 4927.805 2895.042 3380.67 0.51834 9.50E-05 0.002555 Aff4 chr11 + 53350833 53421830 10099 protein_coAF4/FMR2_ 4810 5093 2843 3054 18.51782 20.88929 11.90602 14.39532
ENSMUSG0531.7164 632.7871 354.3702 418.4326 0.49365 0.006382 0.046731 Spty2d1 chr7 - 46990396 47008411 5223 protein_coSPT2_Supp 588 654 348 378 4.37704 5.18664 2.817911 3.445105
ENSMUSG02565.441 2968.487 1691.405 2032.387 0.51728 0.000293 0.005619 Clip1 chr5 - 1.24E+08 1.24E+08 6133 protein_coCAP-GLY_d 2837 3068 1661 1836 17.98496 20.721 11.4542 14.25051
ENSMUSG011964.52 10632.56 7553.788 9564.174 0.36652 0.00705 0.049856 Lingo1 chr9 - 56618475 56685253 3295 protein_coleucine_ric 13231 10989 7418 8640 156.1207 138.1437 95.2137 124.8214
ENSMUSG03931.807 4776.865 2858.383 3312.038 0.4526 0.001129 0.014127 Grm5 chr7 + 87602544 88134907 6896 protein_coglutamate_ 4348 4937 2807 2992 24.51407 29.65475 17.21524 20.65357
ENSMUSG0646.5598 770.1812 449.0726 494.8132 0.50088 0.003475 0.030935 Bdp1 chr13 - 1E+08 1E+08 9921 protein_coB_double_ 715 796 441 447 2.802036 3.323426 1.879971 2.14478
ENSMUSG0484.6938 578.6035 239.3017 355.3356 0.65965 0.000947 0.012507 Zfp646 chr7 + 1.28E+08 1.28E+08 6310 protein_cozinc_finger 536 598 235 321 3.30262 3.925547 1.575094 2.421622
ENSMUSG0848.2142 1133.985 475.5485 707.3503 0.60689 0.001338 0.016104 Armcx4 chrX + 1.35E+08 1.35E+08 7996 protein_coarmadillo_ 938 1172 467 639 4.560928 6.071321 2.470086 3.80416
ENSMUSG04874.067 5357.404 3487.695 3779.177 0.45964 0.000192 0.004127 Ubqln2 chrX + 1.53E+08 1.54E+08 3344 protein_coubiquilin_2 5390 5537 3425 3414 62.66798 68.58618 43.3174 48.59907
ENSMUSG0 1105.03 1100.121 545.8116 763.8055 0.64382 0.000168 0.003704 D8Ertd82e chr8 + 36094828 36147787 4780 protein_coDNA_segm 1222 1137 536 690 9.939545 9.852829 4.742474 6.871506
ENSMUSG01333.812 1172.688 712.8137 870.0741 0.58419 0.000219 0.004559 Dscam chr16 - 96592079 97170752 7498 protein_coDown_synd 1475 1212 700 786 7.648385 6.695539 3.948395 4.990084
ENSMUSG0836.4585 957.8887 509.1526 552.3753 0.66088 4.63E-05 0.001551 Rictor chr15 + 6708381 6800398 9311 protein_coRPTOR_ind 925 990 500 499 3.862501 4.404202 2.271128 2.551144
ENSMUSG01937.871 1654.535 1129.3 1141.28 0.59908 2.73E-05 0.001063 Kcnb1 chr2 - 1.67E+08 1.67E+08 3725 protein_copotassium_ 2143 1710 1109 1031 22.36758 19.01508 12.59138 13.17538
ENSMUSG0637.5171 889.1916 401.2123 490.3853 0.63726 0.000631 0.009487 Zfp831 chr2 + 1.75E+08 1.75E+08 9807 protein_cozinc_finger 705 919 394 443 2.794963 3.881573 1.699136 2.150296
ENSMUSG0 3182.16 2728.531 1925.615 1959.327 0.55611 3.02E-05 0.001132 Prkca chr11 - 1.08E+08 1.08E+08 8409 protein_coprotein_kin 3519 2820 1891 1770 16.27039 13.89099 9.51076 10.01981
ENSMUSG0 3545.68 3429.048 2209.722 2656.715 0.47659 0.000377 0.00663 Creg2 chr1 - 39618406 39651182 5799 protein_cocellular_re 3921 3544 2170 2400 26.28857 25.31448 15.82613 19.70103
ENSMUSG05451.901 4924.903 3791.15 3221.267 0.52088 6.95E-05 0.002034 Plcb1 chr2 + 1.35E+08 1.35E+08 7003 protein_cophospholip 6029 5090 3723 2910 33.47221 30.10662 22.48417 19.78061
ENSMUSG01147.531 1564.552 607.9282 739.4523 0.86089 5.86E-07 6.05E-05 Cacna1c chr6 - 1.19E+08 1.19E+08 13162 protein_cocalcium_ch 1269 1617 597 668 3.748547 5.088813 1.918317 2.415935
ENSMUSG0856.3527 927.8942 583.4889 593.333 0.52975 0.000726 0.010441 Plekhm3 chr1 - 64785983 64956824 8562 protein_copleckstrin_ 947 959 573 536 4.300292 4.639506 2.830397 2.980028
ENSMUSG05348.813 6129.52 3258.577 4016.067 0.60027 1.32E-05 0.000638 Pcdh1 chr18 - 38185915 38212053 5415 protein_coprotocadhe 5915 6335 3200 3628 42.46973 48.45923 24.99307 31.89331
ENSMUSG0248.6769 277.691 137.4712 148.3332 0.65452 0.00207 0.021352 Kctd16 chr18 + 40258361 40531168 1349 protein_copotassium_ 275 287 135 134 7.925815 8.812484 4.232431 4.728502
ENSMUSG01381.739 1227.839 936.8408 856.7906 0.48472 0.001094 0.013753 Mical3 chr6 - 1.21E+08 1.21E+08 6670 protein_comicrotubul 1528 1269 920 774 8.906779 7.880689 5.833511 5.5239
ENSMUSG04105.429 3644.815 2579.367 2983.269 0.43984 0.000938 0.012482 Trim32 chr4 + 65604986 65616238 3194 protein_cotripartite_m 4540 3767 2533 2695 55.26423 48.85276 33.54041 40.16563
ENSMUSG06149.101 6515.578 4010.086 5024.512 0.44679 0.000896 0.012111 Nlgn2 chr11 - 69823122 69837784 5568 protein_coneuroligin_ 6800 6734 3938 4539 47.48242 50.09591 29.91194 38.80536
ENSMUSG0495.5452 575.7008 274.9424 345.3729 0.64477 0.000601 0.009144 Xkr4 chr1 - 3205901 3671498 4153 protein_coX_Kell_bloo 548 595 270 312 5.130289 5.93449 2.749602 3.576213
ENSMUSG01206.309 1337.174 748.4543 884.4647 0.56777 0.000221 0.004576 Slc6a7 chr18 - 60995381 61014199 3342 protein_cosolute_carr 1334 1382 735 799 15.51932 17.12892 9.301413 11.38075
ENSMUSG02257.986 1753.227 1312.595 1239.8 0.58162 0.000121 0.002985 Mtcl1 chr17 - 66336982 66449750 7274 protein_comicrotubul 2497 1812 1289 1120 13.34653 10.31842 7.494586 7.329518
ENSMUSG01139.392 1070.126 797.333 770.4473 0.44379 0.002756 0.025998 Ltn1 chr16 - 87376651 87432606 7737 protein_colisterin_E3_ 1260 1106 783 696 6.331712 5.921216 4.280132 4.282204
ENSMUSG02826.778 2058.977 1592.629 1722.437 0.49476 0.001517 0.017243 Tbc1d30 chr10 - 1.21E+08 1.21E+08 5691 protein_coTBC1_dom 3126 2128 1564 1556 21.35618 15.48857 11.62295 13.01523
ENSMUSG01006.463 946.2779 620.1479 646.4673 0.55467 0.000305 0.005726 Cherp chr8 - 72460489 72475233 3794 protein_cocalcium_ho 1113 978 609 584 11.40568 10.67751 6.788722 7.327338
ENSMUSG0907.8966 794.3703 590.617 585.5842 0.46746 0.003544 0.031297 Nav2 chr7 + 48908716 49610090 11317 protein_coneuron_na 1004 821 580 529 3.449257 3.004971 2.167528 2.225128
ENSMUSG02495.811 2645.321 1619.105 1739.041 0.56698 1.29E-05 0.000636 Robo2 chr16 - 73892306 74411825 8124 protein_coroundabou 2760 2734 1590 1571 13.20877 13.93981 8.277425 9.20528
ENSMUSG02515.706 2878.504 2010.135 2003.606 0.39235 0.002922 0.027249 Tln2 chr9 - 67217087 67559703 12132 protein_cotalin_2 2782 2975 1974 1810 8.915545 10.15741 6.881495 7.101938
ENSMUSG011201.31 15269.13 6003.928 6142.546 1.0167 1.12E-12 3.17E-09 Map1b chr13 - 99421464 99516602 11852 protein_comicrotubul 12387 15781 5896 5549 40.63476 55.15327 21.03942 22.28711
ENSMUSG0 2736.35 3753.182 2020.318 2408.755 0.48597 0.001984 0.020737 Ptprt chr2 - 1.62E+08 1.63E+08 12112 protein_coprotein_ty 3026 3879 1984 2176 9.713511 13.26576 6.927776 8.552119
ENSMUSG01682.864 1668.081 1234.186 1113.606 0.46729 0.000755 0.010687 Arhgap20 chr9 + 51765337 51853856 7161 protein_coRho_GTPas 1861 1724 1212 1006 10.10406 9.972223 7.158087 6.687365
ENSMUSG01742.547 1687.432 980.6279 1090.36 0.66174 2.34E-06 0.000169 Pom121 chr5 - 1.35E+08 1.35E+08 5580 protein_conuclear_po 1927 1744 963 985 13.42674 12.94615 7.298945 8.402969
ENSMUSG0450.3312 361.8691 230.137 240.2113 0.62719 0.001397 0.016478 Hunk chr16 + 90386397 90499553 5009 protein_cohormonally 498 374 226 217 3.865463 3.092779 1.908207 2.062241
ENSMUSG0 6244.05 6403.341 4231.058 5028.94 0.41682 0.001031 0.013173 Tcf4 chr18 + 69344146 69687967 7402 protein_cotranscriptio 6905 6618 4155 4543 36.26918 37.03446 23.74051 29.21624
ENSMUSG01335.621 1703.881 777.9852 915.4597 0.73827 4.57E-06 0.000283 Shisa7 chr7 - 4825552 4844696 6006 protein_coshisa_fami 1477 1761 764 827 9.561331 12.14514 5.379923 6.554671
ENSMUSG02922.631 3183.287 1815.638 1581.852 0.7752 7.86E-09 2.31E-06 Tanc2 chr11 + 1.06E+08 1.06E+08 11855 protein_cotetratricop 3232 3290 1783 1429 10.59969 11.49536 6.360889 5.738011
ENSMUSG01638.554 1700.011 1130.319 1203.27 0.47184 0.000581 0.008915 Dennd4a chr9 + 64811340 64919667 8645 protein_coDENN/MAD 1812 1757 1110 1087 8.149226 8.418508 5.430327 5.985429
ENSMUSG0970.2919 1064.321 573.3058 727.2757 0.56073 0.000668 0.009886 Mast1 chr8 - 84911903 84937359 4872 protein_comicrotubul 1073 1100 563 657 8.562796 9.3522 4.887302 6.419317
ENSMUSG01281.364 1367.168 924.6211 836.8652 0.52902 0.000297 0.005667 Chd8 chr14 - 52198151 52237791 8190 protein_cochromodom 1417 1413 908 756 6.726809 7.146389 4.688889 4.394087
ENSMUSG01574.351 1702.913 1005.067 1007.338 0.64005 4.39E-06 0.000277 Srcap chr7 + 1.28E+08 1.28E+08 12746 protein_coSnf2-relate 1741 1760 987 910 5.310654 5.719619 3.275 3.398585
ENSMUSG02745.393 3222.957 1562.08 2448.606 0.49024 0.00429 0.035745 Nt5dc3 chr10 + 86779005 86838389 5952 protein_co5'-nucleoti 3036 3331 1534 2212 19.83179 23.18142 10.9001 17.69102
ENSMUSG01112.264 1196.877 626.2577 723.9548 0.68634 8.95E-06 0.000481 Prr14l chr5 - 32789218 32854256 10561 protein_coproline_ric 1230 1237 615 654 4.528175 4.85169 2.462851 2.947837
ENSMUSG01918.881 1878.042 1203.637 1312.86 0.54329 6.16E-05 0.001872 Kdm2a chr19 - 4314419 4398285 8578 protein_colysine_(K)-s 2122 1941 1182 1186 9.61795 9.372768 5.827731 6.581568
ENSMUSG0530.8121 523.4523 269.8509 358.6565 0.60982 0.001215 0.014955 Slc8a1 chr17 - 81388691 81649607 2913 protein_cosolute_carr 587 541 265 324 7.834672 7.692813 3.847454 5.294625
ENSMUSG01615.947 1823.859 1114.026 1280.758 0.47112 0.001161 0.014423 Whsc1l1 chr8 + 25601601 25719667 10105 protein_coWolf-Hirsc 1787 1885 1094 1157 6.875613 7.726867 4.578772 5.450392
ENSMUSG03795.261 3326.486 2526.415 2870.359 0.36777 0.005729 0.04324 Atrnl1 chr19 + 57611034 58133338 6581 protein_coattractin_li 4197 3438 2481 2593 24.79535 21.63926 15.94421 18.75605
ENSMUSG0966.6748 941.4401 675.1364 595.5469 0.51762 0.000935 0.01247 Nyap2 chr1 + 81076950 81341764 7501 protein_coneuronal_t 1069 973 663 538 5.540918 5.373064 3.738199 3.414238
ENSMUSG08634.965 8951.905 6557.886 6930.705 0.36047 0.001574 0.017725 Cntn1 chr15 + 92051165 92341967 5671 protein_cocontactin_ 9549 9252 6440 6261 65.46685 67.57785 48.02797 52.55509
ENSMUSG01532.754 1537.46 888.9805 857.8975 0.73902 1.38E-07 1.83E-05 Ep300 chr15 + 81585351 81652072 8738 protein_coE1A_bindin 1695 1589 873 775 7.541901 7.532519 4.225423 4.222021
ENSMUSG02466.874 2937.525 1651.691 1837.561 0.57375 4.19E-05 0.001473 Ankrd17 chr5 - 90227190 90366185 10042 protein_coankyrin_re 2728 3036 1622 1660 10.56203 12.52304 6.831226 7.868983
ENSMUSG01313.014 1884.815 738.2713 640.9325 1.0331 2.21E-09 8.79E-07 Tmem245 chr4 - 56866923 56947437 15981 protein_cotransmemb 1452 1948 725 579 3.53253 5.049093 1.918678 1.724667
ENSMUSG03285.247 3176.514 2345.157 2555.981 0.37045 0.003131 0.028738 Map6 chr7 + 99267447 99337137 4920 protein_comicrotubul 3633 3283 2303 2309 28.70936 27.63975 19.79689 22.34033
ENSMUSG02608.846 2100.582 1510.147 1750.111 0.47591 0.001337 0.016104 Pcdh9 chr14 - 93015512 93888732 3714 protein_coprotocadhe 2885 2171 1483 1581 30.2014 24.21287 16.88757 20.26379
ENSMUSG0 504.588 607.6304 277.9973 328.7685 0.71842 0.000115 0.002922 Soga1 chr2 - 1.57E+08 1.57E+08 7864 protein_cosuppressor 558 628 273 297 2.75876 3.30784 1.468207 1.797809
ENSMUSG0 5597.49 6370.444 4535.531 4704.599 0.34768 0.004625 0.037421 Unc80 chr1 + 66468367 66699866 14331 protein_counc-80_ho 6190 6584 4454 4250 16.79335 19.03013 13.14443 14.11702
ENSMUSG01077.901 1079.802 696.5208 712.8852 0.55028 0.000219 0.004559 Zzef1 chr11 + 72796226 72927120 11249 protein_cozinc_finger 1192 1116 684 644 4.119889 4.109402 2.57164 2.725227
ENSMUSG0281.2309 278.6585 136.4529 178.2213 0.61798 0.003665 0.032011 Irs1 chr1 - 82233101 82291416 9144 protein_coinsulin_rec 311 288 134 161 1.322353 1.304622 0.619779 0.838147
ENSMUSG02385.489 2627.905 1616.05 1789.962 0.51164 0.000136 0.003196 Mia3 chr1 - 1.83E+08 1.83E+08 6417 protein_comelanoma 2638 2716 1587 1617 15.98328 17.53178 10.45955 11.99523
ENSMUSG0 3947.18 4468.212 2883.84 3473.655 0.36997 0.006646 0.048185 B4galt6 chr18 - 20684599 20746404 5808 protein_coUDP-Gal:be 4365 4618 2832 3138 29.22004 32.93485 20.62218 25.71918
ENSMUSG06872.524 5567.365 4308.449 4536.341 0.45236 0.000656 0.009767 Spock1 chr13 - 57421195 57908314 4614 protein_cosparc/oste 7600 5754 4231 4098 64.04116 51.65598 38.78229 42.27904
ENSMUSG02845.768 2867.861 1479.597 1505.472 0.86816 7.30E-12 9.42E-09 Kcnq3 chr15 - 65986387 66286224 11406 protein_copotassium_ 3147 2964 1453 1360 10.7272 10.76399 5.387661 5.67592
ENSMUSG01918.881 2324.09 1431.737 1233.159 0.60109 5.07E-05 0.001634 Usp34 chr11 + 23306895 23490560 12200 protein_coubiquitin_s 2122 2402 1406 1114 6.762523 8.15533 4.87409 4.346664
ENSMUSG0604.0587 799.2082 404.2672 449.4276 0.59822 0.000939 0.012482 Slit3 chr11 + 35121224 35708507 5228 protein_coslit_homol 668 826 397 406 4.9678 6.544445 3.211611 3.696759
ENSMUSG0483.7895 619.2412 308.5465 342.052 0.62454 0.000831 0.011458 Med12l chr3 + 59006978 59318410 10264 protein_comediator_c 535 640 303 309 2.026564 2.582806 1.248516 1.433087
ENSMUSG01283.173 1405.871 775.9486 878.9299 0.62693 2.67E-05 0.001048 Foxk1 chr5 + 1.42E+08 1.42E+08 7445 protein_coforkhead_b 1419 1453 762 794 7.410387 8.084055 4.328708 5.076759
ENSMUSG05908.562 7334.138 3752.455 5276.9 0.487 0.00198 0.020736 Ptprn2 chr12 + 1.16E+08 1.17E+08 4218 protein_coprotein_ty 6534 7580 3685 4767 60.22762 74.43737 36.94868 53.79839
ENSMUSG01862.816 2547.597 1236.223 1165.634 0.77165 1.02E-06 8.76E-05 Fry chr5 + 1.5E+08 1.5E+08 10729 protein_cofurry_hom 2060 2633 1214 1053 7.465023 10.1653 4.785502 4.671968
ENSMUSG01057.103 1054.645 713.832 671.9275 0.5427 0.000305 0.005726 Chd9 chr8 + 90828835 91054508 11565 protein_cochromodom 1169 1090 701 607 3.929995 3.903995 2.563542 2.498468
ENSMUSG02191.069 2187.663 1734.174 1472.263 0.40974 0.002957 0.027451 St8sia3 chr18 + 64254359 64276146 6282 protein_coST8_alpha- 2423 2261 1703 1330 14.99611 14.9084 11.46528 10.07823
ENSMUSG0544.3763 506.0362 326.876 349.8008 0.53346 0.002764 0.026042 Jakmip3 chr7 + 1.39E+08 1.39E+08 3324 protein_cojanus_kina 602 523 321 316 7.041394 6.51732 4.084247 4.525398
ENSMUSG0595.9202 706.322 431.7614 407.363 0.53862 0.001923 0.020263 Usp13 chr3 + 32817546 32938071 7580 protein_coubiquitin_s 659 730 424 368 3.380177 3.989165 2.365727 2.31105
ENSMUSG01354.611 1425.222 636.4408 735.0245 0.91049 1.42E-09 6.40E-07 Chd6 chr2 - 1.61E+08 1.61E+08 10515 protein_cochromodom 1498 1473 625 664 5.538928 5.802589 2.513847 3.006004
ENSMUSG0571.5046 954.0185 391.0292 461.6042 0.65824 0.001 0.012895 Scn3a chr2 - 65457118 65567627 9560 protein_cosodium_ch 632 986 384 417 2.570291 4.272159 1.698797 2.07639
ENSMUSG07283.067 7287.695 4546.733 5010.122 0.57033 1.37E-06 0.000112 Aak1 chr6 + 86849517 86991864 7982 protein_coAP2_assoc 8054 7532 4465 4526 39.23043 39.08652 23.65799 26.99191
ENSMUSG01496.583 1598.416 812.6076 974.1288 0.70923 2.12E-06 0.00016 Cep170 chr1 - 1.77E+08 1.77E+08 6930 protein_cocentrosom 1655 1652 798 880 9.285129 9.874274 4.870098 6.044775
ENSMUSG01640.363 1933.194 1182.252 1245.335 0.50412 0.000443 0.007389 Prdm2 chr4 - 1.43E+08 1.43E+08 7304 protein_coPR_domain 1814 1998 1161 1125 9.656054 11.33087 6.722634 7.332
ENSMUSG02359.265 2774.007 1370.639 1532.039 0.74679 1.12E-07 1.59E-05 Tmem178bchr6 + 39873271 40255150 6250 protein_cotransmemb 2609 2867 1346 1384 16.22995 19.00098 9.108211 10.54112
ENSMUSG019053.17 20228.87 11542.49 12817.54 0.64776 2.31E-08 4.87E-06 Sptan1 chr2 + 29965560 30031451 8018 protein_cospectrin_al 21070 20907 11335 11579 102.1696 108.0075 59.7893 68.74415



ENSMUSG0351.7647 478.9444 282.0705 188.184 0.61082 0.003929 0.033583 Mdn1 chr4 + 32657119 32775217 17970 protein_comidasin_ho 389 495 277 170 0.841637 1.141 0.651928 0.450331
ENSMUSG0421.3943 321.2314 221.9905 229.1417 0.56121 0.005374 0.041655 Chsy3 chr18 + 59175401 59410446 2931 protein_cochondroitin 466 332 218 207 6.181491 4.69192 3.145638 3.361903
ENSMUSG03731.057 4492.401 2333.956 2774.053 0.62333 1.01E-05 0.000521 Sez6l chr5 - 1.12E+08 1.13E+08 6080 protein_coseizure_rel 4126 4643 2292 2506 26.3845 31.63177 15.94333 19.62042
ENSMUSG02777.042 2121.869 1619.105 1463.407 0.59562 8.53E-05 0.002368 Kcnh1 chr1 + 1.92E+08 1.93E+08 7232 protein_copotassium_ 3071 2193 1590 1322 16.50991 12.56055 9.298368 8.701693
ENSMUSG017968.94 20284.02 12626.98 15236.26 0.42248 0.001057 0.01341 Spock2 chr10 + 60106219 60135198 5238 protein_cosparc/oste 19871 20964 12400 13764 147.495 165.7819 100.1208 125.0863
ENSMUSG0641.1342 857.262 281.0522 346.4799 1.0267 4.56E-08 7.99E-06 Rnf169 chr7 - 99920257 99980458 7154 protein_coring_finger 709 886 276 313 3.85319 5.12995 1.631654 2.082697
ENSMUSG0368.0418 307.6855 145.6176 146.1193 0.9232 8.18E-06 0.000447 Grin2a chr16 - 9577710 9994921 4820 protein_coglutamate_ 407 318 143 132 3.282997 2.732804 1.254749 1.30364
ENSMUSG02104.258 2072.523 1543.751 1629.452 0.36558 0.00514 0.040514 Usp47 chr7 + 1.12E+08 1.12E+08 5540 protein_coubiquitin_s 2327 2142 1516 1472 16.33089 16.01541 11.57331 12.6482
ENSMUSG01363.653 1285.893 769.8388 966.3801 0.53947 0.000542 0.008434 Zc3h4 chr7 + 16401196 16437694 6049 protein_cozinc_finger 1508 1329 756 873 9.692614 9.100595 5.285745 6.870073
ENSMUSG09752.655 11408.55 7805.31 8362.01 0.36133 0.003521 0.031155 Ptk2b chr14 - 66153257 66281052 4034 protein_coPTK2_prote 10785 11791 7665 7554 103.9459 121.0718 80.36081 89.13983
ENSMUSG05917.605 6025.991 4412.317 4794.263 0.35198 0.002879 0.026923 Arhgef12 chr9 - 42963842 43105718 10483 protein_coRho_guani 6544 6228 4333 4331 24.27062 24.60885 17.4812 19.66678
ENSMUSG01782.335 1187.201 790.2049 815.8329 0.75227 1.66E-05 0.000748 Kcnh7 chr2 - 62693414 63184287 13321 protein_copotassium_ 1971 1227 776 737 5.752717 3.815365 2.463729 2.63367
ENSMUSG0528.0992 831.1378 261.7044 494.8132 0.60862 0.005357 0.041604 Ntng1 chr3 - 1.1E+08 1.1E+08 5587 protein_conetrin_G1 584 859 257 447 4.064034 6.368584 1.945461 3.808549
ENSMUSG0782.2018 894.0295 511.1892 512.5246 0.61999 0.000138 0.003247 Zfp462 chr4 + 54945048 55083563 10465 protein_cozinc_finger 865 924 502 463 3.213661 3.657304 2.028769 2.106068
ENSMUSG02329.424 2185.728 1563.099 1761.181 0.40508 0.002636 0.025361 Pcnxl2 chr8 - 1.26E+08 1.26E+08 7236 protein_copecanex-lik 2576 2259 1535 1591 13.8411 12.93141 8.971764 10.46652
ENSMUSG04485.226 4557.228 3103.794 3600.956 0.40007 0.001603 0.017931 Ap2a1 chr7 - 44900373 44929496 3449 protein_coadaptor-re 4960 4710 3048 3253 55.91285 56.56608 37.37574 44.89744
ENSMUSG02025.586 1857.724 1525.421 1226.517 0.4456 0.002553 0.024792 Kcnd2 chr6 + 21215503 21729805 5152 protein_copotassium_ 2240 1920 1498 1108 16.90423 15.43667 12.29714 10.23752
ENSMUSG0730.6578 982.0778 505.0794 385.2237 0.77638 2.84E-05 0.001098 Csmd1 chr8 - 15892537 17535586 14182 protein_coCUB_and_S 808 1015 496 348 2.215119 2.964537 1.47915 1.16808
ENSMUSG0 1217.16 1420.384 855.3764 1027.263 0.43008 0.005837 0.043851 Taok3 chr5 + 1.17E+08 1.17E+08 4467 protein_coTAO_kinas 1346 1468 840 928 11.71527 13.61252 7.953007 9.889236
ENSMUSG01773.292 2106.388 1431.737 1350.497 0.43414 0.002288 0.022997 Zcchc14 chr8 - 1.22E+08 1.22E+08 7444 protein_cozinc_finger 1961 2177 1406 1220 10.24223 12.1138 7.988164 7.801609
ENSMUSG0978.4304 1157.207 554.9763 705.1364 0.65604 9.50E-05 0.002555 Ksr2 chr5 + 1.17E+08 1.18E+08 13125 protein_cokinase_sup 1082 1196 545 637 3.20517 3.774507 1.756165 2.310313
ENSMUSG03240.033 3534.513 1926.633 1685.907 0.83334 3.49E-10 2.25E-07 Pclo chr5 + 14514918 14860184 17057 protein_copiccolo_(pr 3583 3653 1892 1523 8.16709 8.871058 4.691228 4.250382
ENSMUSG05302.695 5091.324 3420.487 3345.247 0.58075 8.17E-07 7.55E-05 Akap6 chr12 + 52699383 53151015 10263 protein_coA_kinase_( 5864 5262 3359 3022 22.21482 21.23757 13.84215 14.01686
ENSMUSG014185.43 11601.1 9737.035 9856.412 0.36714 0.003863 0.033153 Kalrn chr16 - 33974258 34573532 8940 protein_cokalirin_Rho 15687 11990 9562 8904 68.22217 55.55332 45.23548 47.41092
ENSMUSG0993.8032 1379.747 726.0516 666.3927 0.65773 0.000121 0.002985 Bod1l chr5 - 41787542 41844168 10389 protein_cobiorientatio 1099 1426 713 602 4.11289 5.685572 2.902577 2.758376
ENSMUSG03644.246 3840.263 2546.781 2624.613 0.49744 4.55E-05 0.001536 Myt1l chr12 + 29528384 29923209 7198 protein_comyelin_tra 4030 3969 2501 2371 21.76789 22.84008 14.69501 15.68016
ENSMUSG03970.691 4425.639 2791.175 3204.662 0.44788 0.000611 0.00925 Lmtk3 chr7 + 45783738 45804144 5051 protein_colemur_tyro 4391 4574 2741 2895 33.79942 37.51001 22.9509 27.28362
ENSMUSG01728.078 2004.793 1174.106 1343.855 0.51189 0.000429 0.007263 Rai1 chr11 + 60105013 60199197 7348 protein_coretinoic_ac 1911 2072 1153 1214 10.11148 11.68016 6.636333 7.864665
ENSMUSG01249.714 1430.06 709.7587 969.7009 0.58245 0.000492 0.008021 Erbb4 chr1 - 68032186 69108059 12037 protein_cov-erb-a_ery 1382 1478 697 876 4.463885 5.086096 2.448965 3.464308
ENSMUSG02325.807 2971.39 1602.812 1815.422 0.56605 0.000142 0.003298 Rapgef2 chr3 - 79062516 79181340 6573 protein_coRap_guanin 2572 3071 1574 1640 15.21355 19.35283 10.12766 11.87711
ENSMUSG04175.963 3782.209 2415.42 3020.906 0.50017 0.000347 0.006231 Opcml chr9 + 27790775 28925410 6676 protein_coopioid_bin 4618 3909 2372 2729 26.89433 24.25368 15.0268 19.45888
ENSMUSG019049.55 18328.57 14682.94 13705.33 0.37469 0.000807 0.011219 Kif1b chr4 - 1.49E+08 1.49E+08 10233 protein_cokinesin_fam 21066 18943 14419 12381 80.03912 76.6786 59.59368 57.59482
ENSMUSG01538.179 1726.135 852.3215 1112.499 0.64486 4.55E-05 0.001536 Kcnma1 chr14 - 23289431 24004859 4990 protein_copotassium_ 1701 1784 837 1005 13.25339 14.8089 7.094029 9.587298
ENSMUSG0986.5689 955.9536 650.697 604.4026 0.55886 0.000284 0.005496 Sorcs3 chr19 + 48206025 48805505 5634 protein_cosortilin-rela 1091 988 639 546 7.528892 7.263877 4.796805 4.613245
ENSMUSG0894.3324 1010.137 509.1526 508.0967 0.79361 6.57E-07 6.64E-05 D630045J1chr6 - 38123174 38254009 10968 protein_coRIKEN_cDN 989 1044 500 459 3.505839 3.94277 1.928016 1.992122
ENSMUSG0 453.044 449.9174 275.9607 273.4202 0.59207 0.001327 0.016042 Nup98 chr7 - 1.02E+08 1.02E+08 4051 protein_conucleopori 501 465 271 247 4.808379 4.754656 2.829274 2.902455
ENSMUSG03457.965 3620.626 2413.383 2335.695 0.53645 1.23E-05 0.000613 Chd4 chr6 + 1.25E+08 1.25E+08 6697 protein_cochromodom 3824 3742 2370 2110 22.2004 23.14472 14.96705 14.99798
ENSMUSG01476.688 1502.627 1031.543 1094.788 0.44295 0.00147 0.017039 Nlgn1 chr3 - 25431811 26133734 4359 protein_coneuroligin_ 1633 1553 1013 989 14.5654 14.75751 9.828576 10.80041
ENSMUSG0640.2299 840.8134 341.1323 458.2833 0.72563 0.000121 0.002985 Srrm4 chr5 - 1.16E+08 1.17E+08 7476 protein_coserine/argi 708 869 335 414 3.682028 4.814807 1.89515 2.636099
ENSMUSG0470.2253 713.0949 266.796 366.4053 0.69485 0.000687 0.010018 BC068157 chr8 - 4209543 4217459 4616 protein_cocDNA_sequ 520 737 262 331 4.379865 6.61348 2.40051 3.413445
ENSMUSG01355.515 1178.493 892.0354 876.7159 0.46484 0.001763 0.019159 Paqr9 chr9 + 95559657 95568023 8367 protein_coprogestin_ 1499 1218 876 792 6.965544 6.029841 4.427947 4.505947
ENSMUSG01117.689 964.6617 640.514 667.4996 0.59264 0.000152 0.003447 Cntn4 chr6 + 1.06E+08 1.07E+08 5262 protein_cocontactin_4 1236 997 629 603 9.132524 7.848247 5.055543 5.45503
ENSMUSG01953.244 2109.29 1074.312 1222.089 0.74814 9.32E-08 1.34E-05 Clasp1 chr1 + 1.18E+08 1.19E+08 10265 protein_coCLIP_assoc 2160 2180 1055 1104 8.181218 8.796824 4.346719 5.119657
ENSMUSG02359.265 2733.369 1459.231 1396.989 0.76216 2.42E-08 5.00E-06 Ubr4 chr4 + 1.39E+08 1.39E+08 15928 protein_coubiquitin_p 2609 2825 1433 1262 6.368483 7.346586 3.804985 3.771628
ENSMUSG02286.019 1901.264 1397.115 1374.85 0.53935 0.000145 0.003352 Kndc1 chr7 + 1.4E+08 1.4E+08 7299 protein_cokinase_non 2528 1965 1372 1242 13.46595 11.15135 7.949847 8.100073
ENSMUSG01549.031 1683.562 971.4632 1125.783 0.56251 0.00011 0.002838 Numa1 chr7 + 1.02E+08 1.02E+08 7153 protein_conuclear_m 1713 1740 954 1017 9.310914 10.07603 5.640637 6.768048
ENSMUSG0 3482.38 3861.549 2420.512 2192.897 0.61927 1.67E-06 0.000135 Nrxn3 chr12 + 88722876 90334935 7922 protein_coneurexin_I 3851 3991 2377 1981 18.9 20.86773 12.69002 11.90366
ENSMUSG0366.2332 371.5447 214.8624 221.3929 0.60697 0.001787 0.019282 Zfyve26 chr12 - 79232347 79296282 9368 protein_cozinc_finger 405 384 211 200 1.680859 1.697902 0.952585 1.016281
ENSMUSG0974.8133 910.4781 644.5872 712.8852 0.41963 0.006931 0.049344 Wdr35 chr12 + 8973892 9028847 4501 protein_coWD_repea 1078 941 633 644 9.311785 8.659822 5.947887 6.810948
ENSMUSG02645.922 2731.434 2006.061 2073.345 0.36996 0.00323 0.029366 Lgi1 chr19 + 38264782 38308939 4259 protein_coleucine-rich 2926 2823 1970 1873 26.71098 27.45564 19.5626 20.93442
ENSMUSG03293.386 3906.057 2114.002 2331.267 0.63659 2.69E-06 0.000184 Bmpr2 chr1 + 59763400 59879014 12899 protein_cobone_morp 3642 4037 2076 2106 10.97759 12.96376 6.806743 7.772004
ENSMUSG0 4185.91 4830.081 3065.099 3490.259 0.42304 0.001363 0.016273 Syngap1 chr17 + 26941452 26970645 4023 protein_cosynaptic_R 4629 4992 3010 3153 44.73633 51.39879 31.6435 37.30823
ENSMUSG02645.018 2912.369 1991.805 1988.108 0.44533 0.000524 0.008342 Arfgef1 chr1 - 10137571 10232670 6978 protein_coADP-ribosy 2925 3010 1956 1796 16.29739 17.8675 11.85512 12.25197
ENSMUSG01343.759 1807.41 944.9873 1102.537 0.54097 0.00096 0.012581 Mllt4 chr17 + 13760539 13906150 7732 protein_comyeloid/ly 1486 1868 928 996 7.472228 10.00722 5.07603 6.131944
ENSMUSG01161.999 1273.315 792.2415 718.42 0.61482 4.37E-05 0.001506 Gm608 chr16 + 44173246 44227465 12708 protein_copredicted_ 1285 1316 778 649 3.931417 4.289504 2.589229 2.431074
ENSMUSG03250.885 3060.406 1646.6 1681.479 0.85612 1.28E-11 1.32E-08 D430041D chr2 - 1.04E+08 1.04E+08 10743 protein_coRIKEN_cDN 3595 3163 1617 1519 13.01058 12.19557 6.365792 6.730742
ENSMUSG0 1305.78 1391.358 727.0699 994.0542 0.56333 0.000615 0.009297 Myadm chr7 + 3289038 3299345 3001 protein_comyeloid-as 1444 1438 714 898 18.70787 19.84821 10.06237 14.2443
ENSMUSG04089.152 4326.948 2049.848 2275.919 0.89066 1.72E-12 3.55E-09 Celsr2 chr3 - 1.08E+08 1.08E+08 10598 protein_cocadherin_E 4522 4472 2013 2056 16.58937 17.47858 8.033187 9.234851
ENSMUSG012492.62 11542.08 8374.542 8964.199 0.44282 0.000131 0.003154 Sort1 chr3 + 1.08E+08 1.08E+08 6796 protein_cosortilin_1 13815 11929 8224 8098 79.03523 72.70747 51.1797 56.72247
ENSMUSG0263.1453 341.5502 160.8922 162.7238 0.67438 0.001397 0.016478 Zbtb34 chr2 - 33406108 33431324 6602 protein_cozinc_finger 291 353 158 147 1.713723 2.214765 1.012161 1.059919
ENSMUSG01813.985 2742.077 1000.994 1471.156 0.72746 8.46E-05 0.002354 Slc7a14 chr3 - 31202910 31310378 8845 protein_cosolute_carr 2006 2834 983 1329 8.817719 13.27182 4.70028 7.1525
ENSMUSG0 6613.9 5722.176 4292.157 3923.082 0.54331 1.92E-05 0.000823 Ank3 chr10 + 69533772 70027438 9963 protein_coankyrin_3_ 7314 5914 4215 3544 28.54224 24.58779 17.89268 16.93302
ENSMUSG01899.891 2093.809 1367.584 1576.318 0.39986 0.004392 0.036173 Arid1b chr17 + 4994332 5347656 11325 protein_coAT_rich_in 2101 2164 1343 1424 7.212918 7.914936 5.015403 5.985528
ENSMUSG0829.2243 1026.586 454.1641 494.8132 0.8324 7.97E-07 7.48E-05 Fat1 chr8 + 44935447 45052257 14814 protein_coFAT_tumor 917 1061 446 447 2.40669 2.966685 1.273299 1.436369
ENSMUSG02781.564 2547.597 1684.277 1679.265 0.61312 2.18E-06 0.000162 Tmem132bchr5 + 1.26E+08 1.26E+08 7995 protein_cotransmemb 3076 2633 1654 1517 14.9586 13.64146 8.749537 9.032289
ENSMUSG01709.993 1705.816 1177.161 1298.469 0.42396 0.002063 0.021304 Top1 chr2 + 1.61E+08 1.61E+08 3856 protein_cotopoisome 1891 1763 1156 1173 19.06679 18.93842 12.67911 14.48077
ENSMUSG01941.488 1860.626 1451.085 1451.231 0.35844 0.006668 0.048283 Rasal2 chr1 - 1.57E+08 1.57E+08 10047 protein_coRAS_prote 2147 1923 1425 1311 8.308427 7.928139 5.998553 6.211507
ENSMUSG01967.712 1291.698 1052.928 1057.151 0.53418 0.002047 0.021176 Lrrc8b chr5 + 1.05E+08 1.05E+08 2841 protein_coleucine_ric 2176 1335 1034 955 29.77905 19.46428 15.39279 16.00158
ENSMUSG01001.037 1244.288 548.8665 773.7682 0.64187 0.000319 0.005858 Cntnap5a chr1 + 1.16E+08 1.17E+08 10945 protein_cocontactin_a 1107 1286 539 699 3.932376 4.866913 2.082769 3.04013
ENSMUSG0826.5115 1000.462 494.8963 545.7335 0.70217 2.45E-05 0.000989 Fryl chr5 - 73020322 73256618 11339 protein_cofurry_hom 914 1034 486 493 3.133968 3.777236 1.812715 2.069678
ENSMUSG07962.181 9975.588 4956.092 6615.22 0.56397 0.000193 0.004136 Pnmal2 chr7 + 16944682 16948828 4147 protein_coPNMA-like_ 8805 10310 4867 5976 82.55027 102.98 49.63584 68.59734
ENSMUSG01623.182 1869.334 1220.948 1320.609 0.41531 0.003506 0.031048 Safb chr17 + 56584825 56606294 3628 protein_coscaffold_at 1795 1932 1199 1193 19.23625 22.05811 13.97719 15.65323
ENSMUSG0782.2018 715.9976 464.3472 505.8828 0.54409 0.000979 0.01274 Zfp827 chr8 + 79028437 79193766 7581 protein_cozinc_finger 865 740 456 457 4.436217 4.043278 2.543937 2.869594
ENSMUSG01100.508 1156.239 810.571 775.9821 0.45616 0.001981 0.020736 Map3k5 chr10 + 19934472 20142753 5450 protein_comitogen-ac 1217 1195 796 701 8.681949 9.082382 6.177099 6.12283
ENSMUSG0810.2344 915.3159 596.7269 551.2683 0.51396 0.001413 0.016576 A830039N chr14 - 23292291 23293643 1353 lincRNA RIKEN_cDN 896 946 586 498 25.7474 28.96154 18.31757 17.52114
ENSMUSG01559.882 1514.238 1038.671 1218.768 0.40218 0.005453 0.042014 Csnk1g3 chr18 + 53862113 53955684 4394 protein_cocasein_kina 1725 1565 1020 1101 15.26343 14.75308 9.817664 11.92773
ENSMUSG0698.1038 977.24 437.8712 540.1987 0.64085 0.000524 0.008342 Pgap1 chr1 - 54472994 54557684 10583 protein_copost-GPI_a 772 1010 430 488 2.836166 3.953129 1.718414 2.195036
ENSMUSG02085.269 2168.312 1298.339 1435.733 0.58448 1.43E-05 0.000673 Dnajb14 chr3 + 1.38E+08 1.38E+08 9477 protein_coDnaJ_(Hsp4 2306 2241 1275 1297 9.460446 9.794885 5.689935 6.514781
ENSMUSG0767.7333 761.4731 376.7729 418.4326 0.81551 9.99E-07 8.74E-05 Peak1 chr9 - 56201126 56418067 7524 protein_copseudopod 849 787 370 378 4.387146 4.332657 2.079797 2.391518
ENSMUSG0796.6702 757.6029 442.9628 357.5495 0.8153 2.30E-06 0.000167 Fat3 chr9 - 15910205 16378231 18456 protein_coFAT_tumor 881 783 435 323 1.85593 1.757327 0.996827 0.833097
ENSMUSG01452.273 1097.218 807.516 740.5593 0.62534 0.000142 0.003294 Arfgef2 chr2 + 1.67E+08 1.67E+08 8770 protein_coADP-ribosy 1606 1134 793 669 7.119822 5.356016 3.824209 3.631259
ENSMUSG0444.0012 537.9658 277.9973 330.9824 0.56097 0.003073 0.028354 Prdm11 chr2 - 92965151 93046167 11678 protein_coPR_domain 491 556 273 299 1.634693 1.972126 0.988695 1.218803
ENSMUSG05815.422 6605.562 3231.082 3423.841 0.83708 1.68E-11 1.58E-08 Scn2a1 chr2 + 65620857 65767447 8849 protein_cosodium_ch 6431 6827 3173 3093 28.25579 31.95686 15.16505 16.63859
ENSMUSG01218.969 1403.936 848.2483 1030.584 0.42548 0.006434 0.04705 Rc3h2 chr2 - 37370069 37422903 8948 protein_coring_finger 1348 1451 833 931 5.85716 6.716914 3.937196 4.952841
ENSMUSG0637.5171 717.9327 350.297 485.9574 0.57567 0.001835 0.019559 Alg10b chr15 + 90224311 90230554 3727 protein_coasparagine 705 742 344 439 7.354496 8.246561 3.903616 5.607068
ENSMUSG01383.548 1524.881 971.4632 1040.547 0.48054 0.00081 0.011236 Ept1 chr5 + 30232581 30272012 6388 protein_coethanolam 1530 1576 954 940 9.312144 10.21927 6.316136 7.004766
ENSMUSG0218.8356 348.3232 131.3614 151.6541 0.69771 0.001809 0.01941 BC007180 chr3 + 1.55E+08 1.55E+08 5631 protein_cocDNA_sequ 242 360 129 137 1.67091 2.648167 0.968885 1.158153
ENSMUSG0710.7637 732.4462 488.7865 490.3853 0.48781 0.002721 0.025869 Chd2 chr7 - 73426691 73541746 9032 protein_cochromodom 786 757 480 443 3.383466 3.471685 2.247633 2.334804
ENSMUSG04473.471 7384.451 3185.259 4047.062 0.60162 0.00067 0.009899 Prkcg chr7 + 3303532 3331094 3112 protein_coprotein_kin 4947 7632 3128 3656 61.80527 101.5844 42.5104 55.92388
ENSMUSG0371.6589 450.885 201.6244 239.1043 0.71042 0.000344 0.006204 Tmppe chr9 + 1.14E+08 1.14E+08 6855 protein_cotransmemb 411 466 198 216 2.331082 2.815833 1.221591 1.499951
ENSMUSG01020.027 1375.877 725.0333 769.3404 0.5883 0.000419 0.007146 Nhsl2 chrX + 1.02E+08 1.02E+08 12780 protein_coNHS-like_2 1128 1422 712 695 3.431638 4.608898 2.356227 2.588718
ENSMUSG0625.7614 806.9487 405.2855 402.9351 0.69455 9.30E-05 0.002526 B930095G chr14 + 1.21E+08 1.21E+08 2792 sense_introRIKEN_cDN 692 834 398 364 9.636379 12.37311 6.028867 6.20607
ENSMUSG01157.478 1036.261 790.2049 766.0195 0.44222 0.00334 0.030143 Zfp703 chr8 + 26977336 26981461 3304 protein_cozinc_finger 1280 1071 776 692 15.06236 13.42696 9.933212 9.970037
ENSMUSG01076.093 988.8508 576.3608 583.3703 0.73808 1.72E-06 0.000135 Gm14290 chr2 - 1.67E+08 1.67E+08 1894 lincRNA predicted_ 1190 1022 566 527 24.42813 22.35112 12.63876 13.24529
ENSMUSG01639.459 1712.589 1009.14 1243.121 0.51445 0.00053 0.008357 Tmem170bchr13 + 41606216 41641347 7160 protein_cotransmemb 1813 1770 991 1123 9.844824 10.23973 5.853676 7.466163
ENSMUSG0675.4968 992.721 453.1458 603.2957 0.53282 0.00542 0.041821 Slc5a3 chr16 + 92058322 92087473 10913 protein_cosolute_carr 747 1026 445 545 2.661335 3.894319 1.724582 2.377295
ENSMUSG0854.5441 1429.093 473.5119 588.9051 0.88109 6.38E-06 0.000364 Nwd2 chr5 + 63649103 63810546 8191 protein_coNACHT_an 945 1477 465 532 4.485574 7.469163 2.400955 3.091757
ENSMUSG01705.471 1620.67 1129.3 1287.4 0.41834 0.003062 0.028276 Ttbk2 chr2 - 1.21E+08 1.21E+08 11152 protein_cotau_tubulin 1886 1675 1109 1163 6.575247 6.221433 4.205783 4.964296
ENSMUSG0899.7581 852.4242 592.6536 614.3653 0.47532 0.002323 0.023175 Shprh chr10 + 11149427 11217595 9271 protein_coSNF2_histo 995 881 582 555 4.172724 3.936205 2.654999 2.849687
ENSMUSG0390.6487 474.1065 182.2766 244.6392 0.79132 9.35E-05 0.002527 Kcnb2 chr1 + 15287254 15723750 14845 protein_copotassium_ 432 490 179 221 1.131427 1.367238 0.509966 0.708668
ENSMUSG05601.107 5043.913 3988.702 3667.374 0.44235 0.000358 0.006382 Syne1 chr10 - 5020203 5550692 6982 protein_cospectrin_re 6194 5213 3917 3313 34.49169 30.92689 23.72694 22.58772
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