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Figure S2 TAILS replicate correlation plots and heatmaps for regulated peptides. A-C, Similarity of TAILS experimental replicates
analyzed by Pearson (linear relationships) and Spearman (monotonic relationships) correlation plots generated by Protigy. D-F, Heatmap cluster
analysis of regulated peptides from TAILS experiments demonstrating greater clustering of EQ and Luc compared to WT replicates associated

with ADAMTS?7 activity.



