Figure S7

A SMC1 dd t n=179 P4 P3 P2 Pi P1' P2’ P3' P4’
o candidaates Gly (G) 17 10 19 13 8 18 31 28
Pro (P) 14 28 4 17 0 3 8 36

, , , , Ala (A) 19 20 46 42 13 26 22 23

Val (V) 10 19 7 3 12 16 4 11

P4 P3 P2 P1 P1 P2 P3 P4 Leu (L) 9 15 11 9 47 11 7 12

3 lle (1) 3 9 5 2 8 7 1 9
Met (M) 5 5 2 2 2 2 1 1

Phe (F) 2 3 1 11 18 3 2 2

2 Tyr (Y) 4 3 2 6 4 2 4 2
Q24 Trp (W) 1 2 2 1 1 1 0 0
Ser (S) 19 14 11 11 22 25 18 12

Thr (T) 11 15 5 9 2 16 10 11

Cys (C) 2 0 1 2 0 0 1 0

14 Asn (N) 5 3 11 7 4 6 2 8
GIn(@Q) 16 5 15 9 22 18 21 6

Asp (D) 7 4 7 2 0 1 12 7

- Glu (E) 13 5 18 13 1 12 27 7

o) Lys (K) 10 4 3 5 0 7 5 3
N T Arg (R) 9 8 9 12 0 0 1 0
[RT—— His (H) 3 7 0 3 15 5 2 1

B SMCZ Candidates n=200 P4 P3 P2 P1 P1' P2’ P3' P4’
- Gly(G) 23 6 14 21 3 12 42 34
Pro (P) 12 33 3 19 2 4 12 38

Ala (A) 22 23 47 52 17 21 23 23

Val (V) 9 25 5 4 16 24 7 12

Leu(l) 20 16 10 7 54 13 11 13

lle (1) 2 11 1 1 5 7 3 4

Met (M) 5 3 1 1 2 3 1 1

Phe (F) 2 4 1 8 30 2 2 2

Tyr (Y) 5 2 4 10 3 5 8 3

Trp (W) 1 1 2 1 2 2 0 0

Ser(s) = 22 13 23 15 11 22 24 18

Thr (T) 16 14 4 9 1 19 9 17

Cys (C) 1 1 1 2 0 0 1 3

Asn (N) 2 4 9 3 0 8 4 7

GIn(@) 12 9 20 16 27 25 22 10

Asp (D) 9 7 12 0 3 1 1 2

Glu (E) 17 6 18 18 5 11 20 4

Lys (K) 6 8 8 2 4 16 7 3

Arg (R) 10 5 12 7 2 2 1 1

[r—— His (H) 4 9 5 4 13 3 2 5

= n=118 P4 P3 P2 P1 P1' P2’ P3' P4’

C . HUVEC candidates av@ 8 s i s | 1 s It
Pro (P) 15 17 2 19 2 3 8 24

, , , Ala (A) 13 16 24 35 18 19 26 16

Val (V) 7 12 3 0 6 12 4 9

P4 P2 P3 P4 Leu (L) 6 8 10 7 27 10 2 9

3 lle (1) 2 4 3 1 1 5 1 2
Met (M) 1 1 1 0 2 2 1 0

Phe (F) 1 1 1 3 10 4 2 3

2 Tyr (Y) 4 0 1 2 1 1 0 1
a2 Trp (W) 0 1 0 2 2 0 0 0
Ser (S) 7 16 12 6 8 16 17 7

Thr (T) 8 7 4 4 4 7 4 10

Cys (C) 0 2 1 2 0 0 0 0

14 Asn (N) 3 1 1 2 6 2 1 3
N, - — Gin (Q) 10 6 13 9 13 17 20 5

- == Asp(D) 7 6 5 2 2 0 1 1

A == e — Glu (E) 6 4 16 10 5 8 9 1
o - N = o Lys (K) 10 5 1 1 0 3 2 0
N c Arg (R) 8 6 7 7 0 0 0 0
[Eev— His (H) 2 2 2 2 10 1 4 3

D ADAMTS7 t . I 't n=75 P4 P3 P2 P1 P1' P2' P3' P4’
o auto-c eavage sites Gly (G) 7 4 10 7 2 2 6 6
Pro (P) 2 7 2 15 0 1 3 13

, , , , Ala (A) 2 9 6 10 8 8 11 3

Val (V) 6 7 3 3 6 5 3 4

P4 P3 P2 P1 P1 P2 P3 P4 Ve . : s 2 : : g

3 lle (1) 1 5 0 2 2 3 4 3
Met (M) 1 0 1 0 0 1 2 0

Phe (F) 2 3 2 3 8 2 1 4

2 Tyr (Y) 2 2 3 6 3 6 3 3
a2+ Trp (W) 0 1 0 1 3 0 0 2
Ser (S) 10 5 7 4 3 9 7 8

Thr (T) 4 8 2 5 1 7 3 4

Cys (C) 0 1 2 0 0 1 1 4

1 Asn (N) 4 2 3 2 0 4 4 3
GIn (Q) 3 2 4 3 9 7 7 7

Asp (D) 5 3 4 0 2 2 1 1

I - [ — Glu (E) 8 3 9 7 4 4 9 1

o T - . w Lys (K) 1 2 3 2 0 1 3 1
N \ c Arg (R) 3 2 5 1 0 1 1 0
[Re———— His (H) 5 1 3 2 7 3 1 2

Figure S7 ADAMTS?7 cleavage site specificity from TAILS experiments. A-D, Stringent cleavage site logo plots generated by WebLogo
and amino acid counts for the TAILS high confidence candidate substrate cleavage sites and ADAMTS7 auto-cleavage sites. A, SMC1
candidates (p<0.01, +FC>1, n=179), B, SMC2 candidates (p<0.05, +FC>1, n=200), C, HUVEC candidates (p<0.05, +FC>1, n=118) and D, all
unique ADAMTS? auto-cleavage sites (n=75).



