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Table S1 Measured levels of aflatoxins and their precursors on autoclaved maize kernels produced by A. flavus
after 1, 2, 3, 4,5, 7 and 10 days of incubation. Data are given as arithmetic mean + standard deviation (n = 6) in
mg/kg maize. Analytes are sorted as follows: group 1 aflatoxin pathway: ST, sterigmatocystin; OMST,
O-methylsterigmatocystin; HOMST, 11-hydroxy-O-methylsterigmatocystin; ASP, aspertoxin; HASP,
11-hydroxyaspertoxin; AFB;, aflatoxin Bi; AFM;, aflatoxin Msi; group 2 aflatoxin pathway: DHST,
dihydrosterigmatocystin; DHOMST, dihydro-O-methylsterigmatocystin; AFB,, aflatoxin Bz; AFM, aflatoxin My;

metabolization product: AFL, aflatoxicol.

m‘;b[zt;;’; 2 3 4 5 7 10

ST <LOQ° 003:005 051+029  223+026  112+023  050£007  0.35+003
OMST  <LOQ 0894062 282+124 2225+346 3529+560 33944740  31.95+525
HOMST® <LOQ  <LOQ <LOQ 1274020  257+042 3144018  3.94+059
ASP <LOQ 0114012 0714036  409+037  806+131 10264202 11.71+139
HASP®  <LOQ  <LOQ  004+006 068+011  153+026  2.04+012  3.22+040
AFB, <LOQ 190+109 7.81+348 6436+12.42 147.28+19.16 208.60 +31.69 268.97 +33.70
AFM, <LOQ  <LOQ 0074006 086+018  208+028 2954047  4.11+037
DHST®  <LOQ  <LOQ  019+047  0.06+0.05 <LOQ <L0Q <LOQ
DHOMST® <LOQ  <LOQ <LOQ 024+004 0354005  034+007 033005
AFB, <LOQ  <LOQ 0134009 1914032  442+065  6.64+180  10.23+134
AFM, <L0Q  <LOQ <L0Q <LOQ 013+001  037+005  072+007
AFL <L0Q  <LOQ <LOQ 007+003 0274004  061+013  116+0.19

8 < LOQ (limit of quantitation): levels in all replicates were below LOQ (10 nmol/L in the injected sample; in
mg/kg maize: ST: 0.06; OMST: 0.07; HOMST: 0.07; ASP: 0.07; HASP: 0.07; AFB1: 0.06, AFM;: 0.07; DHST:

0.07; DHOMST: 0.07; AFB,: 0.06; AFM_: 0.07; AFL: 0.06)
b Analyte was semi-quantified using the structurally most similar available compound (ST or OMST)
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