Overview of CoBRA layout
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scripts Directory
ref_files Directory
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v analysis
v clustering_analysis
v rpkm.1_num_sample.0_scale.q_fliter.cov.2
v plots
v images
heatmapSF_plot_2_percent
heatmapSS_plot_2_percent
pca_plot_2_percent
read_counts
| 2 rpkm.2_num_sample.3_scale.q_fliter.cov.2
v differential_peaks
v Met_over_Tumor
v GSEA
» C2_Curated.GseaPreranked.1587247351823
> H_Hallmark.GseaPreranked.1587247292750
cistrome_toolkit
v logs
clean_bam

read_coutns
remove_duplicates
reorder
v preprocessed_files
v bam
clean_bam
remove_chrMY
remove_duplicates
reorder
sorted_reads
> bed
bigwig
> read_counts




