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phosphorelay respons...

8.98e−06
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GO:0003674

molecular_function

1.000000
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GO:0003700

DNA−binding transcri...

0.000356
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GO:0003824

catalytic activity
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15 / 4901

GO:0004777

succinate−semialdehy...

0.003907

1 / 1
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succinate−semialdehy...

0.003907

1 / 1
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oxidoreductase activ...

0.389056
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GO:0016620

oxidoreductase activ...

0.093316

1 / 25
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oxidoreductase activ...

0.135029

1 / 37

GO:0060089

molecular transducer...

0.008472

4 / 207

GO:0140110

transcription regula...

0.000728

10 / 786


