
GO:0003674

molecular_function

1.000000

35 / 11263

GO:0003824

catalytic activity

3.53e−08

31 / 4901

GO:0003861

3−isopropylmalate de...

1.10e−07

3 / 4

GO:0005488

binding

0.864062

15 / 5710

GO:0016740

transferase activity

2.04e−06

19 / 2078

GO:0016829

lyase activity

0.002577

4 / 187

GO:0016835

carbon−oxygen lyase ...

0.001987

3 / 81

GO:0016836

hydro−lyase activity

0.000717

3 / 57

GO:0033218

amide binding

0.001783

3 / 78

GO:0042277

peptide binding

0.001052

3 / 65

GO:0043167

ion binding

0.046160

9 / 1569

GO:0043168

anion binding

0.024201

6 / 735

GO:0043295

glutathione binding

5.93e−06

3 / 12

GO:0048037

cofactor binding

3.98e−07

11 / 539

GO:0072341

modified amino acid ...

1.22e−05

3 / 15

GO:1900750

oligopeptide binding

5.93e−06

3 / 12

GO:1901681

sulfur compound bind...

6.03e−05

3 / 25


