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Figure S1: Soluble ST6Gal1 purification and characterization. (a) SDS-PAGE analysis 
(non-reducing conditions) of soluble ST6Gal1 production and purification (Coomassie Blue 
staining). (b-e) In vitro sialylation (IVS) of TZM GT, TZM GTST6, TZM GTRMD and TZM 
GTRMDST6 was performed with the purified soluble human ST6Gal1. To assess terminal 
galactosylation and α2,6-sialylation levels during the in vitro sialylation process, ECL and SNA 
blots were performed under reducing conditions, respectively. Only the bands corresponding to 
the heavy chains of the antibodies are shown. 

  



3 
 

 

Figure S2: E5-tagged FcγRs production and purification. SDS-PAGE analysis (non-
reducing conditions) of E5-tagged FcγRIIa (a), E5-tagged FcγRIIb (c) and E5-tagged FcγRI (e) 
production and purification (Coomassie Blue staining or transfer to nitrocellulose membrane 
and probing with Penta-HisTM Alexa Fluor® 488 Conjugate). Chromatograms corresponding to 
the SEC of E5-tagged FcγRIIa (b), E5-tagged FcγRIIb (d) and E5-tagged FcγRI (f) using a 
HiLoad 16/600 Superdex 200 Prep grade. Fractions were pooled then aggregate contents were 
assessed by analytical SEC (see insets). 
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Table S1: Apparent KD values measured by our surface plasmon resonance assay.  

 
The KD values provided here should be used to compare antibodies with one another but not as absolute values. 
SD- Standard deviation 
*- KD values were obtained by steady-state affinity with a one-to-one binding model. 
**- KD values were obtained by globally fitting the data with a kinetic model that assumes that monomeric and 
agregated FcgRI bind to TZM glycoforms with distinct kinetics. 
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Table S2: EC50 of the TZM glycoforms. 

 
n.d.- not determined 
 


