
Figure Legends 

 

Figure S1 Heatmap of accessory genes in 232 K. pneumoniae isolates. 

Squares beside isolates represent the isolation sources and STs. Squares listed on the 

right represent clusters of orthologous groups (COG). 

Figure S2 Heatmap of resistance genes in 232 K. pneumoniae isolates. 

Squares beside the isolates represent isolation sources and STs. Squares listed on the 

right represent antibiotic-related resistance genes. 

Figure S3 Heatmap of plasmid replicons in 232 K. pneumoniae isolates. 

Squares beside the isolates represent isolation sources and STs. Squares listed on the 

right represent plasmid replicons. 

Figure S4 Heatmap of virulence genes in 232 K. pneumoniae isolates. 

Squares beside the isolates represent isolation sources and STs. Squares listed on the 

right represent virulence genes. 
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