Supplementary Figure 1
a

Peri-region

+ 120

o

N

®

E 90

3

L

'“\? 60

<

N .
O]

o\°

Normal Tumor
(n=74) (n=74)

1507 Normal ' Tumor WM CD3+
= 1 O CD3-
(] ]

2 1001 !
] 1
Q 1
o |
2 '
< 501 '
© |
o |
]
0_
N
Q/O
d 100% f
Neutrophils
Eosinophils

1 — Mast cell activated

= Mast cell resting
— Dendritic cells activated
Dendritic cells resting
Macrophages M2
Macrophages M1
Macrophages MO
Monocytes
NK cells activated
— NK cells resting
- T cells gamma delta
= T cells regulatory (Tregs)
— T cells follicular helper
T cells CD4 memory activated
— T cells CD4 memory resting
T cells CD4 naive

50% 4

40% o

Relative Percent

30% 4

20%

— Tcells CD8
1% 4 ~ Plasma cells
= B cells memory
med — B cells naive
I I 1 I I I 1
S~ S S KN A
9 N " S 3 (2
& & &S & @

CD20*cells/mm?

CD45

10

CD3-

CcD3*

70a]

CD19*
B cells

4z

150
Il co3+
2 O cos-
—— —
< 100
o
o
-
>
[}
—Q‘ 504
=
e * % *
0
Normal  Tumor
R 10 o
)
1y Qs 1
E= P Single cells n
g S I 1 Live
w 4 “lI*1  lymphocytes
o 4 -
w__iow_sow e sow R R R I T
—_— o —_— iy,
FSC-A DAPI
Patients | % CD20°Ki67* cells/%
total CD20°
i lymphocytes
Ki67* vm 16.86
proliferating cells
— o o 12.43
CF 5.6
L] 1wt 0®
Ki67
" 1 Plasma cells

CD38

B cells
Ki67* i,
1 proliferating cells <
3 g
Ki67 “A o Q\f
Total B cells h Total proliferating B cells
_ P=0.0002
8000- P =0.0023 2000 -
6000- <

E 25004
% 4000+ i
g 20007 5

N 5 2000+

> ~ 3 1000T

21000+ £ 8001

e E 600

0 8 4004

2004

T T 0- 4
Tumor Normal Tumor Normal
(n=74) (n=74) (n:74) (n:74)



Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5
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Supplementary Figure 6
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Supplementary Figure 7
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Supplementary Figure 8
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