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1 Notation

We give the notation for the parameters which make up the energy model. Values are first given for the
parameters used in a pseudoknot-free structure and then move to those within a pseudoknotted.

Name | Description | Energy (KCal/mol)
en(i,7) Energy of a hairpin closed by 7.5
es(i,7) Energy of a stack closed by i.j
estp(i,7) Energy of a stack that spans a band .89 - es(i,))
eint(i,k,1,7) Energy of a pseudoknot-free internal loop
eintp (i, k1, 7) Energy of a internal loop that spans a band T4 - eine(i k1, g)
P, Exterior pseudoloop initiation penalty -1.38
P, Penalty for initiation of pseudoloop
in a multiloop 10.07
Py, Penalty for initiation of pseudoloop
in a pseudoloop 15.0
P, Penalty for initiating a band 2.46
P, Penalty for unpaired base of a pseudoloop .06
P, Penalty for closed subregion .96
a Penalty for initiation of a multiloop 3.36
b multiloop base pair penalty .03
c Penalty for unpaired base of a multiloop .02
a Penalty for initiation of a multiloop
that spans a band 3.41
v Branch penalty in a multiloop that spans a band .56
c Penalty for unpaired base in a multiloop
that spans a band 12

Table 1: Free energy parameters used within the thermodynamic portion of our algorithm. The table shows
the name of the parameter, its description, and its corresponding energy value. The values are taken from
the parameters from HotKnots V2 [1]. All values were found at a temperature of 37°C and with 1 M salt

concentration
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