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OL979443-An. aconitus (30) GECGEA TG TG TG TG AT A AT T T T T TG TACAGTAGTGATAGGARA TR ST CGTAAGT
OL979444-An. annularis (30) GECGATGT AT TG A TR CCTTTTTECTAGCTACAGTAGTCATAGGARA TN S TCLTRRGT
OL979445-An. culicifaciess.l. (9) GECEA TG TG AT A AT TT T T O TG TACAGTAGTCATAGGARA TN S TC G TARGT
OL979447-An. dirus (9) GECGAT G T T T A T T T T T T T TG G AR CGTAGTAATAGGRARA TN S TG TACET
OL979448-An. dissidens (30) GEAGAT G AT G TAT T AT T T T TTAGC ARG TAGTAATTGGARATINNE S TG THAGT
OL979449-An. dravidicus (1) GG GA TG TG T TR TR T TT T T TAGC TACGGTAGTCATAGGARA TN S TG TARGT
OL979450-4n. jamesii(8) LG GAT G AT T TG AT AT T T T T TAGC TACAGTAGTCATAGGARATINNA G T CGTARGT
OL979451-An. jeyporiensis (1) GECGEA TG G T AT G AT A AT TTT T T AGC TACAGTAGTGATAGGARA TR ST CGTAAGT
OL979452-An. kochi (20) GECGEA TG T T T TG AT T T T T T T T TG AR CGTAGTAATAGGRARE TN S TG TACGT L1014L
OL979453-An. maculatus (4) GECGEA TG e T TG AT A T T T T T CTAGCTACGGTAGTGATAGGARA TR ST CGTAAGT
OL979454-An. minimus (20) GECGEATGT TG TG AT AT TTTTECTAGC TACAGTAGTCATAGGARA TN S TCLTRRGT
OL979455-An. nigerrimus (2) GEAGAT G T AT AT O AT T T T T TAGC CAC TG T GG TCAT TG GAR L TN S TG TARGT
OL979456-An. nivipes (30) GECGATGT AT T CATAC T T T T CTAGC TACAGTAGTGATAGGARA TN S TCGTARGT
OL979457-An. peditaeniatis (50) GEAGAT G T AT e AT T AT T T T T TAGE CAC TG T GG TCAT TG GARACINNE S TG THAGT
OL979458-4n. sawadwongporni(5) GGCGRTGTGETCCTGCATACCCTTTTTCCTAGCTACGGTAGTGATAGGARL TINNACT CCGTARGT
OL979459-An. sinensis(30) GEGEA TG G T AT G AT AT T T T TTAGC CAC TG TGETAATTGGARE CNe S TG TGAGT
0L979460-An. splendidus (11) GETEATGT T TG AT A T T T T T CTAGC TACCGTAGTGATAGGARA TR ST CGTAAGT
OL979461-An. stephensi (2) GETEACGTET GG AT A T T T T T CTAGC TACAGTAGTGATAGGARA TR ST CCGTAAGT
OL979463-An. tessellarus (20) GECGEA TG T T T TG AT T T T T T T TG AR CGTAGTTATAGGRARE e S TG TEACGT
OL979464-An. vagus (20) GETGEAT G AT G T AT A AT T T T TTAGC TR GG TAGTAATAGGARA TN S TG TATGT
OL979465-An. varuna (3) GECEA TG T AT AT A AT TT T T O TG TACAGTAGTCATAGGCAL TN S T O THREGT
OL979462-An. subpictuss.l. (2) GETGEAT GG TG CATAC AT T T T TTAGC TACGGTAGTAATAGGRARATINNR S TG TATGT L1014F
OL979446-A4n. culicifaciess.l. (1) GECGAT GG TG T CATAC CATTTTTCCTGGCTACAGTAGTGATAGGARATINYCTCGTARGT —

Figure S1 Partial sequences showing the kdr L1014 allele (highlighted) in the 22 Anopheles species identified in the northern-central Myanmar.
Numbers in parentheses indicate the sample size. GenBank accession: OL979443-OL979465.



