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SUPPLEMENTARY FIGURE S1 - Representation of the rules used for bulk segregant
analysis. Here (+) indicates differences in genome sequence that will be consistently present,
whilst (-) indicates similarities to be ignored. Thus the analysis will identify sequencing
variant(s) between the resistant and sensitive pools, which are also evident between the
resistant pool and sensitive parent, whilst ignoring similarities between the resistant and
sensitive pools and their respective parental genomes.



