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Figure S1 Compounds have no effect on the cleavage of MALT1 substrate CYLD. Jurkat cells were

treated with lurasidone, mitoxantrone and risperidone for 12 h and then stimulated with

PMA/ionomycin for 120 min. Histogram showed the quantification of immunoblot that normalized

with B-actin. Per test group has three independent experiments. Data was shown as mean + SD, *P<

0.05.

Table S1 Properties of the top 10 compounds that bind to the allosteric site after virtual screening
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*Estimated free energy of binding of virtual screening results by AutoDock program.

Table S2 Properties of the top 10 compounds that bind to the catalytically active site after virtual

screening
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*Estimated free energy of binding of virtual screening results by AutoDock program.



