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Fig. S1 Michaelis - Menten plots of PsPL
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Fig. S2 Product analysis by TLC. Lane 1: substrate; Lane 2, 3: the reaction

products.



31.48 Alteromonas sp. ulvan lyase (BAY00695.1)

6.41 Nonlabens sediminis hypothetical protein JCM19294 1644 (GAK98022.1)
4‘—: 43 .44 Alteromonas sp. LOR short ulvan lyase (AMA19991.1)
100 Pseudoalteromonas sp. PLSV short ulvan lyase (AMA19992.1)
5.93 Erythrobacter marinus hypothetical protein AAV99 00005 (KLI65068.1)
6.22 Algibacter pectinivorans BNR repeat-containing family member (SFD27915.1)
4|7 5.36 Croc dokdonensis DOKDO Hypothetical protein 1595 3323 (KPM30502.1)
31.58 Glaciecola sp. ulvan lyase (BAY00693.1)
{ 22.78 Catenovulum maritimum hypothetical protein XM47 11230 (KMT85093.1)
— 6.12 Pseudoalteromonas sp. PLSV hypothetical protein (WP 033186995.1)
| 38.47 Catenovulum agarivorans DS-2 hypothetical protein DS2 15349 (EWHO08847.1)

Fig. S3 Phylogenetic tree analysis of PsPL. The enzymes with different amino acid
sequences in the CAZy Database PL24 and PL25 families were searched and their

sequences were compared to PsPL.



