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Copies of NMR spectra

H NMR of compound 8
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1H NMR of Bortezomib
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HPLC trace of Bortezomib
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NOTE: Compounds that elute at 3.99 min and 4.17 min are the same. The difference in retention times can be attributed to dimerization or

trimerization of the parent boronic acid.



IH NMR of Ixazomib
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HPLC trace of Ixazomib

D:\Kewei\2017 Data_April\82160630.raw PDA - Chromatogram 254 nm

| 3.967
200004
150004
] WV 254 (>= 1%)
10000+ RT Area %
J 3.97 100.00
50004
0

3.0 3.5 4.0 4.5 5.0 5.5

MS+
343.08



FTMS + p ESI Full ms [133.40-1500.00] MS + spéctru'm 4.00..4.27

343.0770
6x10'°-
345.0739
4x10"A T
344.0786
2x1010- N
346.0764 687.1447
169.1099 —
0_ _..L_L_.___._LA_.._J‘, l A
T T E T X T i T T T T T e T o T T T B T L T B T L T . T
200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500
m/z (Da)
References

1. For H NMR of Bortezomib see: M. A. Beenen, C. An and J. A. Ellman, J. Am. Chem. Soc., 2008, 130, 6910-6911.
2. For *H NMR of Ixazomib see: C. Li, J. Wang, L. M. Barton, S. Yu, M. Tian, D. S. Peters, M. Kumar, A. W. Yu, K. A.
Johnson, A. K. Chatterjee, M. Yan and P. S. Baran, Science, 2017, 356(6342), eaam7355.



