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Figure S2
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Figure S3
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Cluster Cell type Identification markers
C1 Non-proliferating pro-B cells CD19*CD20°IL-7Ra*CD93*CD43*C-kit*Ki6 7
Cc2 Proliferating pro-B cells CD19*CD20IL-7Ra*CD93*CD43*C-kit*Ki67*
C3 Proliferating pre-B cells CD19*CD20°IL-7Ra*CD93*Ly6d*CD25Ki67*
C4 Non-proliferating pre-B cells CD19*CD201L-7Ra*CD93*Ly6d*CD25*Ki67-
C5 Immature B cells CD19*CD20*CD93*MHCII
Cé Immature B cells CD19*CD20*CD93*MHCII*
Cc7 B2 cells CD19*CD20*CD93-CD23"*IgD"
C8 B1 cells CD19*CD20*CD93-CD23-Bhlhe41*Ki67-
C9 Proliferating B1 cells CD19*CD20*CD93-CD23-Bhlhe41*Ki67*




Figure S4

a The proportion of B1-C5 cluster in B1 cells in each mouse sample
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Pathway analysis

Matched Genes (Total genes)

Innate Immune System 282 (2124)
Metabolism of Proteins [ NN 224 (1624)
Vesicle-mediated Transport _ 112 (659)
Class | MHC Mediated Antigen Processing and Presentation _ 121 (823)
Transport to the Glogi and Subsequent Modification _ 61 (284)
Respiratory Electron Transport, ATP Synthesis By Chemiosmotic _ 73 (400)
Coupling, and Heat Production by Uncoupling Proteins
______________________________________________________ -
| Cellular Senescence [N 71(452) |
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Metabolism [ INEG_ 253 (2623)
Downstream Signaling Events of B Cell Receptor (BCR) I 46 (234)
Regulation of TP53 Activity [N 60 (370)
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Figure S5
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Cell type Mouse age Ighv Igkv Mki67 Hoafz Ran
B1-C4
day 6 813 854 Mature proliferating 3 4
B1 cells
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