1 Supplemental Tables

2 Table S1: Pearson’s correlations for mcy genotype or mcy B1/C1 and all environmental

3 variables tested.

Operon  Environmental R P-
Status Variable value value
Complete pH 0.513 0.05
Partial pH 0.0318 0.91
Absent pH -0.541  0.037
Complete NO3 0.621 0.013
Partial NO3 -0.525 0.044
Absent NO3 -0.359 0.19
Complete NH4 -0.082 0.77
Partial NH4 -0.52  0.048
Absent NH4 0.403 0.14
Complete Temp 0.467 0.09
Partial Temp -0.288 0.31
Absent Temp -0.336 0.24
Distance from -
Complete Maumee 0.0582 0.84
Partial  Distancefrom 40555 ggp
Maumee
Absent ~ DiStancefrom 480 0.6
Maumee

Complete Particulate MC  0.338 0.3
Partial Particulate MC ~ -0.358 0.28
Absent Particulate MC ~ -0.149 0.66
Complete Phycocyanin 0.051 0.86
Partial Phycocyanin 0.461 0.076

Absent Phycocyanin -0.342 0.21

Complete chlA 0.19 0.49
Partial chlA 0.267 0.33
Absent chlA -0.369 0.17



Complete SRP -0.432 0.11
Partial SRP 0.542 0.04
Absent SRP 0.142 0.61
Complete TP -0.242 0.21
Partial TP 0.371 0.17
Absent TP 0.149 0.5963
Complete DOC 0.0251 0.93
Partial DOC 0.479 0.07
Absent DOC -0.317 0.25
C1/B1 pH 0.156 0.57
C1/B1 NO3 -0.189 0.5
Cl/B1 NH4 -0.149 0.59
C1/B1 Temp 0.222 0.44
cypi ~ istancefrom 00 47
Maumee

C1l/B1 Particulate MC  -0.157 0.65

Cl/B1 Phycocyanin -0.119 0.67

C1/B1 chlA -0.12 0.67
Cl1/B1 SRP -0.175 0.53
Cl1/B1 TP -0.258 0.35
Cl/B1 DOC 0.58 0.022

4

5  Table S2: Pairwise comparison conANI and and popANI scores between samples from the 2014

6 cyanoHAB

SanIe Sarrzwple conANI  popANI
49637 53598 0.975853 0.993557
53598 53602 0.980335 0.993974
53598 53603 0.980104 0.994138
49636 53598 0.975031 0.994559
53598 53601 0.982174 0.996385
49629 53598 0.980406 0.996732
49625 53598 0.980632 0.997218
49633 53598 0.982437 0.99726
42896 49636 0.973014 0.998112
49636 53603 0.973117 0.998277
49615 53603 0.976791 0.998323
49636 53602 0.973666 0.998368
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53603
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53599
53599
53603
53602
53599
49633
53603
49625
49629
53600
53598

0.979177
0.973564
0.977715
0.977736
0.975888
0.975224

0.97495
0.976254
0.975956
0.983109

0.97606
0.977883
0.982578
0.977663
0.978624
0.979395
0.973641

0.98553
0.978466
0.976729
0.986119
0.973734
0.977672
0.976539
0.978631
0.976671
0.978125
0.983057
0.982168
0.986969
0.992324
0.981238
0.991818

0.98347
0.987418
0.988381
0.992195
0.983636
0.981637
0.991151
0.979387
0.978813

0.98705
0.982104

0.998376
0.998404
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0.998571
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0.99871
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0.999009
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0.99917
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0.999184
0.999356
0.999406
0.999412
0.99944
0.999451
0.999502
0.999521
0.999548
0.999549
0.999585
0.99959
0.999594
0.999597
0.9996
0.999624
0.999631
0.999641
0.999642
0.999654
0.999659
0.999664



10

11

12

13

14

15

49622
49633
53598
42896
49633
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49615
49625
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42896
49629
49633
49615
49625
49622
49622
49625
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53602
53602
53600
49625
53600
53601
53599
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53601
53599
53601
49633
53600
53600
53601
53600
49633
53601
53598
53600
49629
53600
53603
53603
49633
53603
49615
49625
53602
49622

0.98901
0.991732
0.985256

0.97972
0.991518
0.992117
0.989323
0.991937
0.993341
0.982676
0.984306
0.992151
0.990613
0.992646
0.983333
0.990574
0.983615
0.991593
0.992529
0.983228
0.993089
0.989099
0.991761
0.996214
0.997936
0.991688
0.997068

0.9955
0.989721
0.997882
0.987082

0.999677

0.99969
0.999705
0.999715
0.999719
0.999721
0.999725
0.999727
0.999732
0.999733
0.999791
0.999794
0.999794
0.999801
0.999802
0.999805
0.999827
0.999842
0.999842
0.999845
0.999847

0.99986
0.999872
0.999876
0.999877
0.999883
0.999892

0.99992

0.99992
0.999952
0.999955
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19  Table S4: Gene lengths used for read normalization. Lengths were determined to be the average

20  of all mcy genes used in mapping databases.\

Length
Gene (bp)
mcyJ 1009.5
mcyl 931.5
mcyH 1747.75

mcyG 7896.947
mcyF 755.5714
mcyE 10456.26
mcyD 11651.53
mcyA 8439.632
mcyB 6382.059

mcyC 3861.6
mcyB1 955
16s 253
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