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Figure S1: Comparative RMSD of PTPRZ when bound to the allosteric inhibitor NAZ2329 
(COMPLEX) and when unbound to any inhibitor (APO).



Figure S2: Re-docking of NAZ2329 to allosteric pocket of PTPRZ. Significantly similar 
docking poses are seen in the docked structure (green) when compared to the crystal structure 
(orange). This validates the use of the crystal structure for further analysis.



Figure S3: Comparative compactness of PTPRZ when bound to NAZ2329 (COMPLEX) and 
when unbound to any inhibitor (APO).


