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Figure S1. ALTA-1L observed concentrations versus population-predicted plasma brigatinib concentrations in a
normal and b log scale and observed concentrations versus individual predicted plasma brigatinib concentrations
in ¢ normal and d log scale. e Prediction-corrected visual predictive check comparing model-simulated values to
the observed data in ALTA-1L. Population and individual predicted brigatinib concentrations were plotted against
observed concentrations in ALTA-1L to evaluate general model fit to the observed data. The distribution of
patient-level random effects estimated for patients was compared between patients from ALTA-1L and ALTA.
Prediction-corrected visual predictive checks were generated to evaluate the ability of the population PK model

to describe the mean and variability of individual dose-normalized brigatinib concentration-time profiles. These
prediction-corrected visual predictive checks suggested general agreement between predicted and observed
brigatinib concentrations. For a to d, black dots are observed brigatinib concentrations. Points are individual data,
dashed lines represent the locally weighted scatterplot smoothing (loess) fitting, and solid red diagonal lines are the
line of unity. For e, black dots are observed data. Black lines from top to bottom are 97.5th percentile, median, and
2.5th percentile of the brigatinib PK profiles simulated from 1000 replicates.
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