Supplementary Table 3 Estimates from adjusted logistic regression models including year of birth as covariate.

. MMG' Female MMG' Male CB? Female CB? Male
Immune family Immune molecule — —3 ) T3
aOR 95% ClI p-value Adjp aOR 95% ClI p-value Adj p aOR 95% ClI p-value Adj p aOR 95% ClI p-value Adjp
Adipose-derived hormones Leptin 1,122 0.785 1.604 0.527 0.565 1.005 0.854 1.183 0.950 0.951 0.880 0.586 1.321 0.536 0.707 0.913 0.776 1.074 0.270 0.377
Resistin 1.010 0.668 1.527 0.962 0.962 1.176 1.006 1.374 0.042 0.063 0.944 0.622 1432 0.786 0.876 0.949 0.818 1.102 0.495 0.618
CCL11 (eotaxin) 1.967 1.292 2.995 0.002 0.003 1.262 1.070 1.488 0.006 0.009 1,008 0.660 1.539 0.970 0.990 0.992 0.845 1.164 0.919 0.954
CCL2 (MCP1) 0.190 0.102 0.353 0.000 0.000 0.457 0.381 0.547 0.000 0.000 0.834 0.591 1.178 0.303 0.504 0.787 0.674 0.920 0.003 0.007
CC chemokines CCL3 (MIP1a) 3.149 1.903 5.209 0.000 0.000 1.296 1.097 1.529 0.002 0.005 0.957 0.641 1428 0.828 0.887 1.025 0.896 1.172 0.720 0.816
CCL4 (MIP1b) 2.904 1.817 4,640 0.000 0.000 1.308 1.107 1544 0.002 0.004 1.241 0.789 1.952 0.351 0.526 1.024 0.879 1.192 0.763 0.833
CCL5 (RANTES) 2.592 1.672 4.019 0.000 0.000 1.697 1.435 2.006 0.000 0.000 2.712 1.720 4.276 0.000 0.000 1.331 1.142 1.551 0.000 0.001
CCL7 (MCP3) 2.008 1.188 3.394 0.009 0.014 1.051 0.900 1.227 0.528 0.587 0.539 0.345 0.842 0.007 0.020 0.723 0.611 0.856 0.000 0.001
Cell adhesion molecules sICAM1 (CD54) 1,607 0.952 2.711 0.076 0.099 1.139 0.968 1.340 0.117 0.160 0.229 0.132 0.396 0.000 0.000 0.411 0.337 0.501 0.000 0.000
VCAM1 (CD108) 6.908 3.486 13.690 0.000 0.000 2443 2.022 2.953 0.000 0.000 0.363 0.209 0.631 0.000 0.001 0.535 0.447 0.640 0.000 0.000
CXCL1 (GROa) 1.259 0.821 1.931 0.291 0.317 0.696 0.584 0.830 0.000 0.000 1.396 0.912 2.137 0.124 0.226 1.142 0.988 1.320 0.072 0.124
CXCL10 (IP10) 3.881 2.204 6.832 0.000 0.000 1.570 1.317 1.873 0.000 0.000 0.627 0.396 0.992 0.046 0.103 0.942 0.813 1,091 0.423 0.564
CXC chemokines CXCL12a (SDF1) 2.786 1.732 4,480 0.000 0.000 1.282 1.091 1,507 0.003 0.005 2.508 1.518 4142 0.000 0.001 1.203 1.021 1.416 0.027 0.047
CXCL8 (IL8) 3.653 2.078 6.423 0.000 0.000 1.485 1.230 1.79% 0.000 0.000 0.878 0.599 1.289 0.507 0.692 0.885 0.759 1.031 0.116 0.179
CXCL9 (MIG) 1.538 0.997 2.372 0.051 0.069 1.109 0.948 1.298 0.197 0.251 1174 0.749 1.841 0.484 0.675 0.949 0.807 1.115 0.523 0.630
IL18 1.350 0.952 1915 0.092 0.118 1.176 1.002 1.381 0.047 0.069 0.806 0.527 1.233 0.320 0.519 0.778 0.659 0.919 0.003 0.008
IL1 superfamily IL1a 2.288 1.450 3.609 0.000 0.001 1.267 1.074 1.494 0.005 0.009 1.555 1.044 2.316 0.030 0.069 1.552 1.303 1.850 0.000 0.000
IL1b 5.754 3.010 11.000 0.000 0.000 1.487 1.259 1.756 0.000 0.000 2.062 1.218 3.492 0.007 0.020 1.161 0.981 1.374 0.082 0.134
IL1RA 6.171 3.265 11.661 0.000 0.000 2.176 1.766 2.680 0.000 0.000 1.239 0.790 1.945 0.351 0.526 0.947 0.817 1.097 0.466 0.607
IL12p40 0.352 0.229 0.542 0.000 0.000 0.573 0.486 0.675 0.000 0.000 0.826 0.522 1.305 0.412 0.604 0.820 0.694 0.969 0.020 0.036
IL12 family IL12p70 1414 0.876 2.281 0.156 0.187 0.846 0.712 1.006 0.059 0.082 0.808 0.524 1.247 0.336 0.526 0.746 0.625 0.890 0.001 0.003
IL23 1.064 0.670 1.689 0.793 0.806 0.785 0.662 0.932 0.006 0.009 0.339 0.202 0.569 0.000 0.000 0.445 0.365 0.543 0.000 0.000
IL27 2.691 1.564 4,629 0.000 0.001 1.317 1.109 1.563 0.002 0.004 0.997 0.650 1.530 0.990 0.990 0.884 0.762 1.026 0.104 0.164
IL17A 1.123 0.727 1.734 0.602 0.634 0.781 0.662 0.920 0.003 0.006 0.724 0.487 1.076 0.110 0.210 0.805 0.691 0.937 0.005 0.011
IL17 family IL17F 1.325 0.890 1.972 0.166 0.193 0.995 0.845 1.172 0.951 0.951 0.442 0.268 0.729 0.001 0.005 0.538 0.444 0.651 0.000 0.000
IL22 0.435 0.270 0.700 0.001 0.001 0.448 0.361 0.555 0.000 0.000 2,197 1.437 3.359 0.000 0.001 1.198 1032 1.390 0.018 0.033
IL15 1.358 0.879 2.097 0.167 0.193 0.841 0.713 0.992 0.040 0.061 0.528 0.319 0.874 0.013 0.034 0.675 0.563 0.808 0.000 0.000
IL2 4.747 2.716 8.297 0.000 0.000 1.729 1.459 2.050 0.000 0.000 0.375 0.232 0.605 0.000 0.000 0.564 0.468 0.679 0.000 0.000
IL2 family IL21 1.555 1.045 2.314 0.030 0.040 0.947 0.805 1.115 0.512 0.580 0.368 0.213 0.637 0.000 0.001 0.611 0.510 0.733 0.000 0.000
IL4 0.566 0.359 0.893 0.014 0.021 0.609 0.512 0.724 0.000 0.000 1,684 1,058 2.680 0.028 0.067 0.958 0.820 1.118 0.587 0.677
IL7 5.319 2.720 10.402 0.000 0.000 1.364 1.157 1,608 0.000 0.001 1.151 0.733 1.807 0.542 0.707 1.005 0.861 1.172 0.954 0.954
IL9 3.055 1.815 5.142 0.000 0.000 1.377 1.153 1643 0.000 0.001 1.005 0.636 1.587 0.985 0.990 1.082 0.935 1.252 0.291 0.397
IL31 2.687 1.618 4.464 0.000 0.000 1.096 0.928 1.295 0.278 0.341 2.028 1.246 3.300 0.004 0.014 1.232 1,039 1.460 0.016 0.032
IL6 (gp130) cytokine family IL6 1.311 0.879 1.955 0.184 0.208 0.983 0.837 1.154 0.830 0.859 1.475 0.930 2.339 0.099 0.197 1.214 1.048 1.408 0.010 0.020
LIF 1.444 0.912 2.287 0.117 0.146 0.848 0.720 0.999 0.049 0.070 0.469 0.294 0.750 0.002 0.005 0.667 0.558 0.797 0.000 0.000
BDNF 1.898 1.239 2,907 0.003 0.005 1.022 0.871 1.198 0.793 0.835 0.261 0.148 0.461 0.000 0.000 0.498 0.411 0.602 0.000 0.000
CSF1 (M-CSF) 0.167 0.088 0.315 0.000 0.000 0.451 0.375 0.543 0.000 0.000 1,096 0.767 1.566 0.614 0.784 0.914 0.784 1.066 0.253 0.361
Neurotrophic/stimulating factors CSF2 (GM-CSF) 0.290 0.175 0.480 0.000 0.000 0.534 0.447 0.638 0.000 0.000 1.594 0.995 2.554 0.053 0.113 0.951 0.810 1.116 0.538 0.633
CSF3 (G-CSF) 8.753 3.965 19.326 0.000 0.000 1.819 1.526 2.169 0.000 0.000 0.851 0.570 1.268 0.427 0.610 0.891 0.759 1.047 0.161 0.236
SCF (KITLG) 4.087 2.273 7.349 0.000 0.000 1.276 1.079 1,509 0.004 0.008 0.244 0.140 0.426 0.000 0.000 0.463 0.380 0.564 0.000 0.000
BNGF 4.686 2.504 8.770 0.000 0.000 1.107 0.913 1.341 0.301 0.354 1.998 1.202 3.321 0.008 0.021 1.302 1.107 1.530 0.001 0.004
EGF 3.186 2,017 5.035 0.000 0.000 1.376 1174 1613 0.000 0.000 1,055 0.719 1.548 0.786 0.876 1.102 0.987 1.230 0.083 0.134
Other growth factors FGFb 3.637 2,098 6.305 0.000 0.000 1.266 1.071 1497 0.006 0.009 2.774 1.662 4.629 0.000 0.001 1.521 1.281 1.807 0.000 0.000
HGF 0.754 0.492 1.154 0.194 0.215 0.656 0.549 0.785 0.000 0.000 1.047 0.633 1.732 0.857 0.902 0.993 0.838 1.178 0.940 0.954
TGFa 1.802 1.154 2.813 0.010 0.014 1.107 0.940 1.304 0.222 0.278 0.907 0.581 1.414 0.665 0.815 0.744 0.638 0.868 0.000 0.001
TGFB 2.245 1.355 3.721 0.002 0.003 1.088 0.924 1.280 0.312 0.360 0.746 0.520 1.071 0.112 0.210 0.799 0.685 0.931 0.004 0.009
PDGFBB 2179 1.368 3.472 0.001 0.002 1,088 0.929 1.274 0.294 0.353 1,062 0.685 1,646 0.788 0.876 1.020 0.872 1.194 0.804 0.862
PDGF family/VEGF subfamily VEGFA 3.711 2.176 6.327 0.000 0.000 1.341 1.120 1.606 0.001 0.003 1.110 0.728 1.692 0.628 0.785 0.976 0.849 1.123 0.737 0.819
VEGFD 2.718 1.748 4,228 0.000 0.000 1.545 1.316 1.814 0.000 0.000 1.061 0.695 1.620 0.784 0.876 0.807 0.685 0.950 0.010 0.020
Serine protease inhibitors Serpin E1 (PAI-1) 7.476 3.642 15.347 0.000 0.000 2.307 1.899 2.802 0.000 0.000 3.903 2.126 7.165 0.000 0.000 1.766 1.457 2.141 0.000 0.000
IL10 2.329 1.420 3.820 0.001 0.001 1.225 1.040 1.444 0.015 0.024 1.259 0.815 1.945 0.300 0.504 0.949 0.818 1.102 0.494 0.618
Th2type IL13 4.479 2.556 7.851 0.000 0.000 1.644 1.369 1.973 0.000 0.000 1.373 0.892 2.111 0.149 0.264 0.954 0.824 1.104 0.525 0.630
IL5 4.867 2.700 8.773 0.000 0.000 1.588 1.336 1.888 0.000 0.000 0.939 0.618 1425 0.767 0.876 0.887 0.759 1.038 0.135 0.202
sFasL 2.222 1.361 3.628 0.001 0.002 1.138 0.961 1.347 0.134 0.175 0.587 0.367 0.939 0.026 0.065 0.780 0.661 0.922 0.003 0.008
TNF superfamily TNFa 10.670 4,451 25.579 0.000 0.000 2.557 2.104 3.107 0.000 0.000 3.708 2.056 6.685 0.000 0.000 1.602 1.344 1.911 0.000 0.000
TNFB (LTA) 1.109 0.705 1.745 0.655 0.678 0.772 0.653 0.913 0.002 0.005 0.359 0.219 0.588 0.000 0.000 0.593 0.491 0.716 0.000 0.000
TRAIL 1.625 1.095 2.411 0.016 0.023 1.044 0.893 1.220 0.593 0.647 0.663 0.433 1.015 0.059 0.121 0.769 0.653 0.907 0.002 0.005
Type | IFN IFNa2 0.749 0.504 1.111 0.151 0.185 0.964 0.818 1.136 0.661 0.708 4.307 2.469 7511 0.000 0.000 1.646 1.390 1.951 0.000 0.000
IFNB 1.671 1.060 2.635 0.027 0.038 1.137 0.965 1.339 0.125 0.167 0.951 0.619 1.459 0.816 0.887 0.994 0.846 1.168 0.945 0.954
Type Il IFN IFNy 0.298 0.179 0.495 0.000 0.000 0.507 0.420 0.613 0.000 0.000 1.889 1.328 2.687 0.000 0.002 1.326 1.143 1,537 0.000 0.001

We considered a cytokine to be significantly associated with risk of Autism Spectrum Disorder (ASD) if it satisfied: 1) adjusted odds ration (aOR) > 1.5 or <0.667 and 2) false discover rate (FDR) adjusted p-value <0.05. 'In maternal mid-gestational (MMG) analyses, models were adjusted for year of birth, maternal age, gestational age at MMG blood sample collection,
ilinesses (fever, infection, inflammatory, autoimmune, allergic disorders), emotional distress scores (SCL5) and use of non-NSAID antipyretic medications (e.g., acetaminophen) in pregnancy up until sample acquisition. 2In cord blood (CB) analyses, models were adjusted for year of birth, maternal age, maternal ilinesses during pregnancy (fever, infection,
inflammatory/autoimmune/allergic disorders), maternal emotional distress scores, and use of non-NSAID antipyretic medications in pregnancy. *Adj p is the FDR adjusted p-value using Benjamini-Hochberg procedure controlling the FDR at 0.05 level. Cl confidence interval.



