Supplemental Figure 22. Boxplots showing the relative percentage of T/NK cells expressing
immune checkpoint receptors in acral and non-acral (cutaneous) melanoma samples.
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Supplemental Figure 23. Boxplot showing expression of NT5E in acral and non-acral cutaneous melano-
ma cells (Wilcoxon test).
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Supplemental Figure 24. Heatmaps showing proportion of cells expressing checkpoints across cell types

in individual samples of acral melanoma.

CD86

ENTPD1

B cells
Endothelial

KIR2DL3

KIR3DL3

VTCN1

pDC
Plasma

Tumor
T/INK cells

Fibroblasts
Myeloid
Others

i

CD274

HAVCR2

KIR2DL4

AMA1
AM2
AM3
AM4
AM6
AM7 20
AM8 Mets I0
AM8 Primary
AM5

I 100
80
60

40

AM1
AM2
AM3
AM4 20
AM6

AM7

AMS8 Mets lo
AMS8 Primary
AMS5

|4O

30

10

AM1 I 14
AM2 RT
AM3 10
AM4

AM6

AM7 |
AM8 Mets I
AM8 Primary
AM5

I60

50
40
30
20

10
Mets I 0
Primary

AM1

AM2

AM3

AM4

AM6

AM7

AMS8 Mets
AMS8 Primary
AMS5



ADORA2A TIGIT

GSE115978 | GSE115978 |
100 T | 100 T
75 | 75 \ \
501 | é A f 501 0 Q g ]
5] |\ 0 A A o~ A | ) 4 B I
GSE120575 | GSE120575 |
100 [ 100
75 n 75 ‘ ’
50 [ () \ 50
A e ) I ' ,
N ANPANES R L s ~ | U v c 3 | i s !
) o
B GSE123139 | B GSE123139 |
o 100 3 100
o 75 75 _
g 2 )L g 2 6 [ A |
u’j 0l A = = = =L o ﬁ ol A —_ e 2 |
< GSE139249 | s GSE139249
X 100 = 100
275 25
50 50
3= . . sgl. [ o | _ b
o GSE148190 | e GSE148190 |
3 100 X 100
z ;3 : |
2 o 1 0 . - 3 I o
GSE72056 GSE72056 |
100 | 100 n
75 75 (]
Al 5 ﬂ “ B0 Y LA :
Lo © e /Y AN I SL= it N
0 0
> T 2 = £ % > s 2 = £ %
s 3 T & E 8§ 3 g = o 5 K 3 T 8 E 8§ 3 g = o
w & B £ g £ 3 5 = & x & 8 B w & B 5 8§ £ 3 5 = & ¢ § 3 B
5 ] ° © = I} S © o = oy a ° o = <) S z < o fiud
a © o T 5 8§ £ & a F a © o T 5 & £ & o F
o i L = 2 8 o i L = 2 8
s s
Cell types Cell types
VSIR
GSE115978 |

GSE120575 |

100 i T
75{ | I
50{ || [ I
251 || \/ (|

of U u u

GSE123139 |

-
~ o
o o

)

|
==
=
O

% Cells with Expression

GSE139249 |
100
75 & O
50
=L ) o 0
ol - i
GSE72056 |
100 [
75
50 )
25 ‘J
0
0
> E & = £ @
s 5 @ 2 £ = é 2 ¢ £ 5 o
@ ¢ 8 ®» & £ 3 &5 % £ 2 ¢ s ¢
8 © 8§ T 5 8 £ & z ~ F
o w i = § S
s
Cell types

Supplemental Figure 25. Violin plots showing expression of checkpoints ADORA2A, TIGIT, and VSIR
across six public datasets.
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