
Supplemental Figure 22. Boxplots showing the relative percentage of T/NK cells expressing 
immune checkpoint receptors in acral and non-acral (cutaneous) melanoma samples.  
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Supplemental Figure 23. Boxplot showing expression of NT5E in acral and non-acral cutaneous melano-
ma cells (Wilcoxon test). 
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Supplemental Figure 24. Heatmaps showing proportion of cells expressing checkpoints across cell types 
in individual samples of acral melanoma.
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Supplemental Figure 25. Violin plots showing expression of checkpoints ADORA2A, TIGIT, and VSIR 
across six public datasets.
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