Additional file 1

Alignment and bi-alignment with at most one shift of the proteins DNA Polymerase I of Fscherichia (WP_016262675.1)
and Xanthomonas hortorum (WP_095575020.1); for comparison to Fig. 4 of the main text.

Alignment (Degenerated shift-free bi-alignment)
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Bi-alignment with at most one shift of either sequence in either direction
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