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REIS_1424 112 [38] [JIP [8] SEKGTGLLY [4] KGRS [6] QOKVDYRWIVDKGCREDKYG [23] [14] HENLEZJIKKWITHNKP [O] 263
NF27_1C00050 2067 [29] |4IP [8] NREGVGIRI [7] KGNP [6] QQVD: RINYNGQ:EGRDG [ 0] [18] HEPLS ~LOWKEWNKP [0] 2192
Sphch_1491 1275 [38] R [8] NRKGVGSRF [7] RGKP [6] ORPDH),VEQRNGVT\;,DGNG [ PL ~LR-———=—— [2] 1400
JOH87_08305 650 [10] P [8] A-KGEGWRW [6] KGDL [6] QHVDY\,KINTDGKL\;GLDG [ O] [14] HMPLS!)-LTWKEWN-- [2] 750
C4J97_0166 2557 [ 9] P [7] NKKGVGFRW [7] KGEP [6] QQVDH\IVRSNGRVMGRDG [ 0] [14] PLS|%'4~-KKWKNWNSP [0] 2658
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EDF81_3004 454 [11] [8] NKKGVGFRW [7] QGNP [6] QQVDH)IVRNNGKVMGRDG [ O] [14] HMPLS4-KKWKNWNSP [0] 558
KGEA [6] QQVDH[VINYGGKVMGRDG [ O] [14] HMPLE3!-RKWRSWNQP [0] 1128
KGDP [6] QORDH| IVRDHGKVMGRNG [ O] [14] HMPFS)3|-SKWSQWNKP [0] 2904

EKH77_08965 1030 [ 7] [9] NRKGVGVRW [5]

H
H
H
BJ981_004090 2803 [ 9] LSIP [8] NKKGVGTRW [7] H

0
[7]

NF27_1C00050 REIS_1424 REIS_1424
(as in Fig. 2A) (with insertion) (w/o insertion)

Taxon database Subj. X Sm top10 Sm Subj. XSm top 10 Sm Subj. X Sm top 10 Sm

- =< Rickettsiales 5 na 1 na na 1 na na
==p Alphaproteobacteria (- Rickettsiales) 10 2149.50 2149.50 0 na na 1 na na
========J Proteobacteria (- Bacteria) 44 3160.01 3820.23 0 na na 3 950.56 na
=mmmm====g Bacteria (- Proteobacteria) 96  3048.58 2 na na 21 [1385.68| [1579.64
- = - Bacteria 1 na na 0 na na 0 na na

N J

removing the insertion results in greatest
similarity to non-proteobacterial proteins



