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Figure S1. Expression of BnRALFI10 homologous genes in rape plants VIGS
treated with pTY-BnRALF10. Data are statistically analyzed by Student’s #-test (n = 3) and
shown as the mean + SE. The asterisks indicate significant differences (*P < 0.05, ***P <

0.001). n.s., not significant.



Dasciion Sieiee N Max | Total Query E Per  Acc
eact s Score Score Cover value Ident Len Accession
v v v - v v
hypothetical protein HID58_081986 [Brassica napus] Brassica napus 1582 1582 100% 0.0 8850% 1893 KAH0864775.1
unnamed protein product [Brassica napus! Brassica napus 1572 1572 96% 00 8882%
unnamed protein product [Brassica napus Brassica napus 1569 1569 96% 00 8871% 1207 CAF2111057.1
unnamed protein product [Brassica napus] Brassica napus 1568 1568 96% 00 8930% 893 CAF21512841
| receptor-like protein kinase FERONIA isoform X2 [Brassica napus] Brassica napus 1567 1567 96% 0.0 89.30% 892 XP_0137343981
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Figure S2. B. napus and A. thaliana FERs. (A) Result of BLASTp search for B. napus
FER using 4. thaliana FER as query. Red-boxed (A) is the FER in B. napus cultivar
Zhongshuang 11. (B) Domain composition of B. napus and A. thaliana FERs.
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Figure S3. Results of Principal Components Analysis of samples for quantitative
proteome analysis. TM: BnRALF10-treated leaves; CK: ddH>O-treated leaves.



Description Scientific Name Max | Total | Guery E Pet. | Acc Accession
- - Score Score |Cover walue Ident Len
- - - - - -
unnamed prolein product [Brassica napus| Brassica napus 1723 1723 100% 00 9248% 1028 CAF1697974 1
subtilisin-like protease SBT6.1 isoform X5 [Brassica napus] Brassica napus 1721 1721 99% 0.0 9257% 1048 XP_013682021.1
subtilisin-like protease SBT6.1 isoform X1 [Brassica napus] Brassica napus 117 ATIT 100% 00 9217% 1023 XP_013730671.1
ubtilisin-like protease SBT6 1 isoform X3 [Brassica napus] Brassica napus 1715 1715 99% 00 9247% 1047 XP_0225544771
hypothetical protein HID58_008891 [Brassica napus] Brassica napus 1709 1709 100% 00 91.03% 1035 KAH09317741
hypothetical protein HIDS8_050943 [Brassica napus] napus 1703 1703 100% 00 9067% 1045 K.
subtilisin-like protease SBT6 1 isoform X2 [Brassica napus] Brassica napus 1381 1381 79% 00 9409% 804
hypothetical protein HID58_088669 [Brassica napus] Brassica napus 243 316 26%  4e-72 7024% 326 KAH08604081
unnamed protein product [Brassica napus] Brassica napus 216 290 18%  2e-63 84.50% 248 CAF1777688.1
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Figure S4. B. napus and A. thaliana S1Ps. (A) Result of BLASTp search for B. napus
S1Ps using A. thaliana S1P as query. Red-boxed (A) is the S1Ps in B. napus cultivar

Zhongshuang 11. (B) Domain composition of B. napus and A. thaliana S1Ps.



