
   

 

Figure S1. Differentiation and purification of hiPSC-derived astrocytes through a serum-free 
protocol. Schematic of astrocyte differentiation protocol from hiPSCs, including tables for media 
compositions and patterning agents. 
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Figure S2. Gating strategy for flow cytometry screen. Representative gating strategy for CD49f+ 
astrocytes and barcoded TIC-induced reactive astrocytes for flow cytometry screen; a CD49f+ 
negative control is shown. 
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Figure S3. Quality control and hierarchical clustering for whole cell proteomics 

(A) Box plot of protein intensities among different samples shows no obvious loading bias. 

(B) Hierarchical clustering of top 10% most variable proteins shows that astrocytes from all hiPSC 
lines respond to TIC stimulation and cluster together, clearly separated from unstimulated astrocytes. 
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Figure S4. Human versus rodent protein expression  

(A) Quantification of VCAM1 protein abundance in human versus rat, measured by TMT-based 
LC/LC-MS/MS and label-free quantitative LC-MS/MS, respectively.  

(B) Quantification of human HLA-E protein abundance and rat RT1.A1(F) domain (HLA-E 
ortholog) protein abundance.  

For both quantifications, individual dots are means of three technical replicates for each line; error 
bars represent standard error of means. p-value was calculated using a two-tailed unpaired t-test. **= 
p-value<0.01; ****=p-value<0.0001. 
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Figure S5. Quantification of TIC-reactive markers on human tissues. 

Quantification of BST2, HLA-E, PD-L1 and PDPN from 3 different tissue sections from each 
condition (AD and NS). Plots show percentage of cells double positive for GFAP and marker over 
total DAPI cells (top) and percentage of marker positive/GFAP- cells (i.e. Other Cells in the CNS that 
are not astrocytes) over total DAPI cells. AD= Alzheimer’s disease; NS= non symptomatic.  
*= p-value<0.05; **= p-value<0.01; ***= p-value<0.001; ****=p-value<0.0001. 
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Figure S6. Representative Certificate of analysis of hiPSC line. CoA for line 2, detailing quality 
control tests performed after reprogramming. 


