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Methods
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Antibodies
Antibodies used

Validation

pdb6EFA/pdb), 6EFB (doi.org/10.2210/pdb6EFB/pdb), 6EFC (doi.org/10.2210/pdb6EFC/pdb), 6EFD (doi.org/10.2210/pdb6EFD/pdb), 6EFF (doi.org/10.2210/
pdb6EFF/pdb), 6EFI (doi.org/10.2210/pdb6EFI/pdb), 6EF7 (doi.org/10.2210/pdb6EF7/pdb), 6EF9 (doi.org/10.2210/pdb6EF9/pdb), 6X3Q (doi.org/10.2210/pdb6X3Q/
pdb), 6X3K (doi.org/10.2210/pdb6X3K/pdb), 7KMJ (doi.org/10.2210/pdb7KMJ/pdb). Raw X-ray diffraction data have been deposited into SBGrid (data.sbgrid.org)
with accession codes and direct hyperlinks of 328 (doi.org/10.15785/SBGRID/328), 329 (doi.org/10.15785/SBGRID/329), 507 (doi.org/10.15785/SBGRID/507), 508
(doi.org/10.15785/SBGRID/508), 509 (doi.org/10.15785/SBGRID/509), 510 (doi.org/10.15785/SBGRID/510), 601 (doi.org/10.15785/SBGRID/601), 604
(doi.org/10.15785/SBGRID/604), 787 (doi.org/10.15785/SBGRID/787), 788 (doi.org/10.15785/SBGRID/788), 812 (doi.org/10.15785/SBGRID/812), 813
(doi.org/10.15785/SBGRID/813). A summary of these accession codes is also listed in Tables S1, S2, and S3. Glycomic data were deposited in MassIVE (https://
massive.ucsd.edu/) with the dataset identifier MSV000088327 and direct hyperlink doi.org/10.25345/C5G577.

sample size of n=3 was used as the minimum number to allow for the calculation of standard deviation. It was not pre-determined by
statistical methods.

no data were excluded from the biophysical analyses.

all experiments were performed with a minimum of three independent measurements and all replicates were successful

not applicable - biological samples were given numeric identifiers. ELISAs were measured in a logical concentration series.

biological samples were given numeric identifiers.

Anti-GST antibody was from Invitrogen (A5800) was used at a 1:500 dilution. Peroxidase-conjugated goat anti-rabbit IgG was from
Sigma (A0545) and used at a 1:5,000 dilution

The anti-GST antibody recognizes the GST affinity tag and is broadly used. The ThermoFisher web site provides 67 references
demonstrating its validation; three of these references are for ELISA, the technique used here. See https://www.thermofisher.com/
antibody/product/GST-Tag-Antibody-Polyclonal/A-5800. The goat anti-rabbit IgG recognizes rabbit IgG and is similarly widely-used.
The Sigma web site points to 1,348 papers that use this antibody.




