Supplementary Figure 1. DHX9 depletion

PC-3 cells.
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Supplementary Figure 2. DHX9 depletion affects tumorigenic phenotype in

LNCaP cells.
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Molecular Function (GO) upregulated genes
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Supplementary Figure 3. Androgens modulate DHX9 expression.
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Supplementary Figure 4. DHX9 and AR act in a functional complex to modulate

gene expression.
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