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Figure S1.1. Extended haplotype networks for all species, forwhich sequences fromthe transition zone
(as defined in Fig. 1 of the main manuscript) existed. The grey boxes indicate species with high
differentiationbetween North and Baltic Sea populations, which allowed the inference of the
phylogeographic break between these lineages. Abbreviations as in Tab. 1 of the main article.



Palaemon_varians 3

Mya_arenaria P
e
= ] .
.
Idotea_balthica 7
.
.
.
Aurelia_sp Pl O
[4y) 27 o L
o O Py Eriocheir_sinensis
2 mwgzag) #
Gal " i

(&) W¥iSakanoi -

= .

—

—_— Turbanella_cornuta 3

[3y) L’

o0 O . s 57

| Psammechinus_miliaris ,
.

o Palaemon_elegans_AtType O

[7)] Balanus_crenatus A2

© %

.

£ .

= .

= .

) &

= s
609) Carcinus_maehas

.
e ’
5 07 A ‘
Cyanear capillata
g VenEp Ophiura_albida
S ’

.
Evadne_nordmanni o
.
,
.

marys’ oceanicus
.

Cerastodermuc
o ASJe'"'l@%ré%Q’é'tl ;ria_viridis
| 57
.

.
.

o Acartia_tonsa
Eurytemora_affinis

’ Turbanella_hyalina Neomysis_intel
.
Gammarus_locusta

I [ [ I
-2 -1 0 1

,
redo_nayalis

results$TajimasD_NorthSea

Figure S1.2. Estimates of Tajima’s D. Grey: Tajima’s D not significantly different from zero for either
population, black: Tajima’s D significantly different fromzero in the North Sea population, white: Tajima’s
D significantly different from zero in the Baltic Sea population, and thick black circles: both populations
significantly different from zero.



