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Figure S1. Growth performance on the antibiotics used in the antibiotic cocktail.
(a) Individually and combined growth assessment on 300 mg/L ampicillin, 300 mg/L
metronidazole, 300 mg/L neomycin and 150 mg/L vancomycin. (b) Growth
assessment on a gradient of neomycin concentration. (¢) Growth assessment on 300
mg/L kanamycin. Mean OD was obtained from four biological replicates + SD

monitored with microplate reader Synergy™ H1 BioTek.
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Figure S2. CFU assessment of S. boulardiiat -80 °C over time. Line plot of the

counted CFU per mL of S. boulardii in the cryovials for day 0, 3, 5 and 10.



Supplementary Tables

Table S1. Oligonucleotides used in this study

Oligo Name Sequence Reference(s)
p2055_GFP_fw | AGACAACCUGAAGTCTAGGTCCCTATTTATTTT | This study
p2055_GFP_rv | ATTTTGGAAUGCACGCGATCGCACGCAT This study
TEF1p_GFP_fw | ATTCCAAAAUGTTTCTACTCCTTTTTTA This study
TEF1p_GFP_rv | ACATTTTGUAATTAAAACTTAGATTAGA This study
GFP_fw ACAAAATGUCCAAAGGTGAAGAACTTTT This study
GFP_rv AGGTTGTCUAACTCCTTCCTTTTCGGT This study
X-2_dg_fw ATCGCCACTGACCCCATATT This study
X-2_dg_rv GTCTACTTGTCATAACTCAATTTGCC This study
16S-V7-FW GTGGTGCACGGCTGTCGTCA 1]
16S-V7-RV ACGTCATCCACACCTTCCTC
gPCR_GFP_fw | TCTGTATCAGGTGAAGGAGAGG This study
gPCR_GFP_rv | GGCATAGCAGACTTAAAGAAG This study
Table S2. Strains used in this study
Strain Genotype Marker Parental Reference
strain
SB-ATCC-796 WT N/A NA This study
Sb KanMX:GFP (X-2) p20ss KanMX | SB-ATCC-796 | This study
KanMX:GFP
SbU URA3A N/A | SB-ATCC-796 | This study
Table S3. Plasmids used in this study
Plasmid name Genotype Marker (E.coli/ Reference
S. cerevisiae)
pCfB353 X-2-loxP-KanMX Amp / kanMX [2]
pCfB2055 pCfB2055 Amp / kanMX PCib3s3

derivative




pCfB2055; Preri-GFP- _
pCfB2055-GFP Amp / kanMX This study
Tever kanMX

CEN6_ARS4 Amp Prer:-
pCfB2312 Amp / kanMX [3]
Cas9-Tever kanMX

pCfB2312 - URA3 pCfB2312; gRNA-URA3 Amp / kanMX This study
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