Supplementary Figure 5. Association of inflammatory/immunological proteins with different types
of age acceleration. (a) Pearson correlation coefficients and corresponding FDR-corrected p-values
resulting from the correlation of protein levels and each type of age-acceleration, in the control
and (b) ESRD groups. (c) Table with the number of proteins significantly associated with different
types of age acceleration (FDR-corrected Pearson correlation p-value below 0.05).(d) Venn
diagram of ESRD-associated, chronological age-associated inflammatory/immunological proteins
in the control group and ipAGE acceleration associated in ESRD group. (e) Association between
CXCL9 and ipAGE acceleration.
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