Supplementary Table 1. Primer sequences

Forward Primers

16.2 kb mito fragment

TGA GGC CAAATATCATTC TGA GGG GC

120 bp mito fragment

CTC TCACTG CCC AAGAACTATC

CTGCTTCGTCGTCAAAAACAGCTTGACTGGGATGACCGAAGTGCTTGTTCCCTCAAGACCTAAGCGACAGCG

PPARGC1A TGACCTTGTTTCA

TFAM CATCGCTCCGGTGGATGAGGCAGTGACCCGACCCCAATCATCCTCTTCTTTTCTTGGTGTTGAGAAGATGCTC
ATTGCTCGCTTGCCAACTAGGCTAAATACCCTGGTAGCCAACATTCTGCACAATTCTGCGGGTTAGCAGGAAG

COX4 GTTAGGGAAC
GAAGAGAAGTAAGCCGAGGGCGTCTTTGATTGTGTAGTAAGGGTGGAAGGCTGTTGAGATTATTGAGCTTCA

CYTB TCATGACCAGAAG
AGGCGATGGCGGTGAGTGTCAGGATAGGCAAAAAGGCGGCCAAAGACGCCTATCTTCCAGTTTGATCGGGA

CAT AACT
GGAGACTACGACGCAAACCAGCACCCCGTCTCCGCGACTACTTTATAGGCCGAACCTAACTCCTCGCTACAT

SOD1 TCCTATTGTTTTC

SOD2 AGGGCAGGTCGGGGAGGCTGTGCTTCTGCCTGGAGCCAATTTGGTTTTACTCCCCTCGATTATGCGGAGT
GGTGTTCCTCCCTCGTAGGTTTAGAGGAAACACCCTCATAGATGAAAACCCTTTCGGGTTATATCTATCATTTA

GPX1 CTTGACACCCT
GGCTTCCTGAAAAGCAGTCTTGCTCTCGATCTGCTTCACCATCTTGGCACCGTGTGGACGGCAACTCAGAGA

TRX1 TAACGCATAT
GCAAGGAGCTGGGGCTCATACTTGATATCCTGAACCCTGGAGAGTCGAATCTAGGACGCAAATCACTTGAAG

C10RF43 AAGTGAAAGCGAG
TCTTGTCATGAACTCAGAAACATCAGGCAACTCATGGTTGGAATTCAGCACATTTGGAATGATGTGTACTGGG

EMC7 AATAAGACGACG
TGAGCACACAGAGGGCTACAATGTGATGGCCTCCCATCTCCTTCATCACACCACGCGATGACGTTCGTCAAG

HPRT1 AGTCGCATAATCT
AATGTCTCCTTTCCGGATGGGTCGATACGCTTCCAGGAAGTACGGCTTAACTGAGGCTGTTAAAGCTGTAGCA

VCP ACTCTTCCACGA

VEGF TCTTCAAGCCATCCTGTGT

36B4 GTGATGTGCAGCTGATCAAGACT

B2M GGCTATCCAGCGTACTCCAA

Reverse Primers

16.2 kb mito fragment

TTT CAT CAT GCG GAG ATG TTG GAT GG

120 bp mito fragment

GGG CTT TAG GGA GTC ATAAGT G

CGAAAGCCATGACCTCCGATCACTCGGAGAATTGTTCATTACTGAAATCACTGTCCCTCAGTTCACCGGTCTT

PPARGC1A GT

TFAM CGAAAGCCATGACCTCCGATCACTCCAGGGCACTCAGCACGCCCCACATGCTTCGGAGAAACGC
CGAAAGCCATGACCTCCGATCACTCAAGTCTTCGCTCTTCACAACACATGAGCTCGTACACACACAGAGGTG

COX4 GAA
CGAAAGCCATGACCTCCGATCACTCTCGCCTAGGAGGTCTGGTGAGAATAGTGTTAATGTCATTAAGGAGAG

CYTB AAG
CGAAAGCCATGACCTCCGATCACTCCTCGAGCACGGTAGGGACAGTTCACAGGTATATGAAGATAATTGGGT

CAT CCC

SOD1 CGAAAGCCATGACCTCCGATCACTCCCTGGTTCCGAGGACTGCAACGGAAACCCCAGACGCTGCA
CGAAAGCCATGACCTCCGATCACTCCAGCTGCATGATCTGCGCGTTGATGTGAGGTTCCAGGGCGCCGTAGT

SOD2 CGT
CGAAAGCCATGACCTCCGATCACTCGGATCAACAGGACCAGCACCCATCTCGAGGTGGTATTTTCTGTAAGAT

GPX1 CA
CGAAAGCCATGACCTCCGATCACTCCACGTGGCTGAGAAGTCAACTACTACAAGTTTATCACCTGCAGCGTCC

TRX1 AA

C10RF43 CGAAAGCCATGACCTCCGATCACTCCTGGGTTTCCAGTTGTAGTAGTCTAGCATCATCATCT
CGAAAGCCATGACCTCCGATCACTCGTTTTACTGCTGCCGCTGCTAGATTTGCCAGATGATTTTGAAGAGAAG

EMC7 AG
CGAAAGCCATGACCTCCGATCACTCCAGTGCTTTGATGTAATCCAGCAGGTCAGCAAAGAATTTATAGCCCCC

HPRT1 CT
CGAAAGCCATGACCTCCGATCACTCGTTTCCACCACTTTGAACTCCACAGCACGCATCCCACCACGGACAAG

VCP AAA

VEGF CTTTCTTTGGTCTGCATTC

36B4 GATGACCAGCCCAAAGGAGA

B2M

GATGAAACCCAGACACATAGCA




Supplementary Table 2. Thermal cycler conditions for amplification of long and short

mitochondrial fragments

Cycle step Long mitochondrial fragment Short mitochondrial fragment
Initial denaturation 98°C for 30 s 95°C for 5 min

Amplification: 18 cycles of: 17 cycles of:

Denaturation 98°Cfor5s 95°C for 30 s

Annealing 60°C for 10 s 55°C for 30 s

Extension 72°C for 4 min 30 s 72°C for45s

Final extension 72°Cfor5s 72°C for 7 min

Hold 4°C 4°C
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